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Revision History

March 24, 2010 — Initial version of manual.

July 28, 2010 — Section 1 revised to add/update terms and abbreviations; Section 2 revised to reflect policy change
on requesting exemplars (2.1); Section 3 revised to reflect the correct form name (“DNA Profile Evaluation
Form”) and to update profile eligibility documentation (3.1.1); Section 4 revised to reflect the correct form
name (“DNA Profile Evaluation Form”) and to add 4.2.9.a; Section 5 revised to reflect policy change to report
all “suspect matches” with DNA Hits.

April 1, 2011 — Section 1 revised to add/update terms and abbreviations. Segh %and Section 5 revised to reflect
policy changes associated to the implementation of the partial match p$

July 1, 2011 — Section 4 revised. Specimen ID format revised to a@ or better tracking of CODIS profiles

uploaded using grant funding.

July 23, 2011 — Section 1, 4, 5, and 6 revised to add definitions procedures for CODIS 6.1 and on how searches
are done using CODIS 5.7.4 to accommodate Missing on - Samples.

N

October 3, 2011 —
Section 5: A paragraph was added to Secti %ﬂ.l specifying that if there are multiple national offender
candidate matches, a single candidate match% d be confirmed first. The remaining matches are confirmed
subsequently. Additionally, minor revisions.«er ade to other sub-sections.

Section 8: A new section, 8.4, was aa‘@at describes the database QA/QC checks.

November 29, 2011 — Section 5.4.3 further revised to clarify the procedure for confirming multiple national
offender candidate matches.

*

February 2, 2012 — Revisi &Sections 5.1 and 5.4.1 were made to clarify the procedure for transferring cases
when a local match h discovered.

May 21, 2012 — Rev 0 Section 6 were made to conform to recent NDIS procedural revisions.
July 16, 2012 — Revisions to Section 1 through 5 for OCME LIMS implementation. Removed references to specific
hard-copy forms such as the DNA Profile Evaluation Form. Inserted LIMS or generic references in its

place. Added definition for “LIMS.”

January 31, 2013 — CODIS Manual was updated due to changes in Departmental policies and procedures, LIMS
implementation, and changes in NDIS Procedure.

October 7, 2013 — Revisions to Sections 1, 2, 3, 4, 5, and 9 due to LINKAGE being retired and also due to changes
to SDIS Procedures.
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9 NYCRR Part 6192 The policy which provides for the establishment and operation of

the DNA ldentification Index in New York State.

ASCII American $andardCode for hformationl nterchange. Text-
only, with no formatting such as tabs, bold or underlining.

Accredited laboratory a DNA laboratory that has received formal recognition that it
meets or exceeds a list of standards, ingtuding the FBI Director’s
Quality Assurance Standards, to per pecific tests by a

nonprofit professional association
forensic science that is national
science community in accor

Federal DNA Identificatio
subsequent laws.

Administrative removal The deletion of {\brecord upon verification of the fact that
the DNA recorc@\o eligible for inclusion in SDIS and/or

NDIS. (1/

Allele In clai@enetics, one of the alternate forms of the gene at a
c

sons actively involved in
gnized within the forensic
ith the provisions of the
2 U.S.C.814132) or

partic us. In DNA analysis, the term “alleles” is
co nly extended to include DNA fragments of variable
I and/or sequence which may have no known
N q scriptional product but are detected in a polymorphic system.

Arrestee CJQ The known sample from a person who has been arrested and in
K accordance with the law of the applicable jurisdiction is required
?‘ to provide a DNA sample for analysis and entry into a state DNA
database. The term “arrestee” includes persons who have been
charged in a formal criminal instrument, such as an indictment.

Arrestee Index An Arrestee Index consists of DNA records of persons who have
been arrested or indicted with a crime and are required by law to
provide DNA samples.

Assessment A review of a laboratory, conducted by the FBI's CODIS Unit, to
ensure compliance with the NDIS Operational Procedures and
State/Federal law with respect to the laboratory’s participation in
NDIS.

Controlled versions of Department of Forensic Bigl@pcuments only exist electronically on the
Forensic Biology network. All printed versions are non-controlled copies.



FORENSIC BIOLOGY CODISMANUAL

10

CODISTERMSAND ABBREVIATIONS

DATE EFFECTIVE
03-24-2010

LAST REVISED APPROVED BY PAGE
07-16-2012 MARIE SAMPLES 2 OF 30

Autosearcher

Biological Child

Biological Father/Moth

Biological Sibling

?S

Cambridge Reference
Sequence

er

A CODIS program that automatically searches all DNA profiles
in a user specified index against all profiles in one or more other
user specified indexes.

The CODIS specimen category for DNA profiles generated from
known reference samples provided voluntarily by an adult child
or provided with the parental/guardian consent for a minor child
of a reported missing person. The DNA gecord for this specimen
category is stored in the Relatives of
These DNA profiles are removed
the samples were submitted ha identified or if the
individual voluntarily prOV|d| e eference sample is
determined not to be re@ e missing person

The CODIS speci category for DNA profiles generated from
known reference $$ s provided voluntarily by the biological
father/mother o% orted missing person. Profiles in this
specimen caﬂ( are stored in the CODIS index known as
“Relatives sing Persons Index.” These DNA profiles are
remov. cése the individual for whom the samples were
submi as been identified or if the individual voluntarily

proyteing the reference sample is determined not to be realted to
t ssing person

\Qéhe CODIS specimen category for DNA profiles generated from

known reference samples provided voluntarily by the biological
sibling of a reported missing person. Profiles in this specimen
category are stored in the CODIS index known as “Relatives of
Missing Persons Index”. These DNA profiles are removed once
the individual for whom these samples were submitted has been
identified or if the individual voluntarily providing the reference
sample is determined not to be related to the missing person.

The CRS is the standard sequence used in mitochondrial
DNA typing to which other mitochondrial DNA types are
compared. Mitochondrial DNA profiles are reported as
differences from the standard reference sequence [Anderson, S.,
et al. Sequence and organization of the human mitochondrial
genome. Nature 1981; 290:457-465].
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Candidate Match

Candidate Profile

Case Disposition

Case Report

Casework Laboratory

CJIS-WAN

CMF

N
&
v

A possible match between two or more DNA profiles discovered
by CODIS software. A qualified DNA analyst from each
affected laboratory must verify a candidate match. Candidate
matches must complete a confirmation process before being
reported asa match or hit.

A DNA profile matching the target DNA profile (see target DNA

profile). \%

The final outcome (confirmed conv'@l, offender hit, forensic
hit, etc.) of a criminal case aide ODIS.

A report generated by a f @ laboratory documenting the
results of the analyses crime scene evidence.

A forensic DNA pg tory responsible for DNA profiles

developed fron@n scene evidence.

The FBI'sCrimifal Justicel nformationServicesWide Area
Netwo ké& provides communications network for the United
Sta es%‘ nforcement community. Originally designed to
su t the Integrated Automated Fingerprint Identification
(IAFIS), the FBI is expanding the scope of the CJIS-
to include all federal, state and local crime laboratories
participating in the National DNA Index System.

CommonM essagd-ormat, an ASCII text file format necessary
for importing data into CODIS.
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CODIS The COnbined INA Index_§stem administered by the FBI.

CODIS links DNA evidence obtained from crime scenes, thereby
identifying serial criminals. CODIS also compares crime scene
evidence to DNA profiles obtained from offenders, thereby
providing investigators with the identity of the putative
perpetrator. In addition, CODIS contains profiles from missing
persons, unidentified human remains and relatives of missing

persons. \%

There are three levels of CODIS: t @cal DNA Index System
(LDIS), used by individual labor S; the State DNA Index
System (SDIS), used at the vel to serve as a state’s DNA
database containing DNA ms from LDIS laboratories; and
the National DNA IndeX m (NDIS), managed by the FBI as
the nation’s DNA d se containing all DNA profiles uploaded

by participating Stw

CODIS Administrator An employeé@e laboratory responsible for administration and
security of ghe boratory’s CODIS at a laboratory performing
DNA é on forensic and casework reference samples. This
IS a sg‘:\ fined role within the software.

CODIS Core Loci 3 autosomal DNA loci that are accepted and required by
N IS for a particular DNA testing method. Currently the STR
\Q\core loci are CSF1PO, D13S317, D16S539, D18S51, D21S11,

0 D3S1358, D5S818, D7S820, D8S1179, FGA, THO1, TPOX, and

& VWA. D19S433, D2S1338, Penta E and Penta D are accepted
?‘ but not searched, as they are NOT CODIS core loci.
CODIS Information A government employee of a CODIS laboratory who has login
Technology (IT) User access to the CODIS system for computer hardware/software and

telecommunications maintenance purposes but who is not
authorized to add, modify or delete DNA records in CODIS.

CODIS Custodian/Supervisor A member of the CODIS staff responsible for overseeing the
CODIS system and all its functions (also called “LDIS
Custodian”). This person fulfills the role of Casework CODIS
Administrator as defined by the FBI QA Standards.
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CODIS User A government employee who: (1) has login access to the CODIS

CODIS User Plus

Contract Laboratory

Control Certification Form

Cold Hit

Composite DNA Profile

system and is authorized to read, add, modify or delete DNA
records in CODIS; or (2) is a qualified DNA analyst responsible
for producing DNA profiles stored in NDIS. This is a defined
role within the software.

An CODIS User who has also been granted the ability to edit the
assigned analyst of a profile. This is a %oratory-defined role
within the software.

A laboratory, usually in the pri ector, that performs DNA
analyses under contract to a‘}b ic laboratory.

This document wrtifie@the positive human DNA control(s)
and the negative con‘l’ﬂs atisfy the requirements established by
NIST. One docurr'w] ust be completed and submitted annually
to the SDIS Cu@ia before DNA profiles can be uploaded into

SDIS. (1/

Two files matching with no prior indication that the
profile related.

A profile generated by combining typing results from
rent loci obtained from multiple injections of the same

DNA extract. When separate extracts from a given evidentiary

Q\amplified sample and/or multiple amplifications of the same

?S

item are combined prior to amplification, the resulting DNA
profile is not considered a composite profile. Unless there is a
reasonable expectation of sample(s) originating from a common
source (e.g., duplicate vaginal swabs, known reference samples,
or a bone), allelic data from separate extractions from different
locations on a given evidentiary item should not be combined
into a composite profile.
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Convicted Offender

Convicted Offender Index

Convicted Offender Lab

Convicted Offender Sample

The CODIS specimen category for a DNA profile generated
from any person who has been convicted of a crime in federal,
state, and/or local courts where the applicable law permits
establishment of a DNA record for this person. In New York
State, this is a person convicted of one of the crimes listed in
Executive Law, Section 995(7). Profiles in this specimen
category are stored in the CODIS index known as the “Convicted
Offender Index” (or Offender Index). Assof June 2006, all
convicted felons in New York must gj ample to the

database. 0

A Convicted Offender Inde ists of DNA records from
offenders convicted of quay state crimes and juveniles
required by the relevan iction to provide DNA samples.

A forensic DNA ((btory responsible for DNA profiles
developed fro nVicted Offender samples. In New York
State, this is% w York State Police Forensic Investigation

any.

Center in ,@

b&@nal sample containing DNA that is collected from a
desgdqated convicted offender for the purpose of DNA profiling.

Convicted Offender Profileé DNA profile generated from a convicted offender sample.

QO
O
v

Conviction Match

hese DNA profiles are put into the CODIS specimen category
“Convicted Offender” and are stored in CODIS index known as
the “Convicted Offender Index.” These profiles establish an
index of DNA identification records that are searched for
matches against the DNA profiles generated from crime scene
evidence.

The DNA profile generated from crime scene evidence matches a
DNA profile from a convicted offender, but the offender has
already been convicted of the crime for which that evidence was
collected.
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Criminal Justice Agency

Criminal History Record

DAO

Databank Coordinator

DCJS

A criminal justice agency is an agency or institution of the
federal, state, or local government, other than the office of the
public defender, which performs as part of its principal function,
activities relating to the apprehension, investigation, prosecution,
adjudication, incarceration, supervision or rehabilitation of
criminal offenders. For purposes of participation in the National
DNA Index System, the DNA Identification Act of 1994 was
amended by Public Law 106-546 to i%e the Secretary of

Defense in accordance with 10 U.S. 65.
Documents generated by DCJ t contain arrest, charges,
conviction, sentence, locatio identifying information of a

convicted offender.
Stands for District Agfﬁe 's Office. There is one in each of the
five boroughs of NN{ rk City.

An employ, %esignee of the Division of Criminal Justice

Services respo¥Sible for administrative requirements related to
the N §< State DNA Databank.

St for Division of Criminal Justice Services. Acts as a
li between local New York laboratories and the New York
e Police Laboratory. DCJS manages the program responsible

requests to expedite samples and database searches and handles

Q\ or collection of offender samples in New York State, handles

DCJS Match Lettei

legal requests for convicted offender information.

A letter generated by DCJS after a match between a forensic
DNA profile and a New York State Police convicted offender
profile has been confirmed. The purpose of this letter is to notify
the laboratory of a confirmed match, provide case and agency
information, the identity of the offender, and current offender
location.

The DCJS Match Letter is provided to the DAQO’s upon request.
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Deduced Missing Person The CODIS specimen category for DNA profiles generated from

examining reference samples (for example, toothbrush, hair
brush) of a reported missing person. Profiles in this specimen
category are considered reference samples and are stored in the
CODIS Missing Person Index. This index is searched and
compared against the Relatives of Missing Persons Index and the
Unidentified Human (Remains) Index.

Detainee The known sample from a non-Unite es (U.S.) person
detained under the authority of the »and required by law to
provide a DNA sample for anal d entry into a state/national

DNA database. @

Detainee Index Detainee Index consis NA records from non-United States
(U.S.) persons detai%u der the authority of the U.S. and
required by law topQ ile a DNA sample.

DNA Analysis Backlog Authorized lection of DNA samples from persons
Elimination Act convicted gf specified Federal Felony offenses, certain District of
Colu io victed offenders, and military offenders.

DNA Analyst An loyee that has successfully completed the laboratory’s
tg@nlirig requirements for casework or database, known or
N ework reference sample analysis, passed a competency test,
\and had entered into a proficiency testing program in accordance
CJQ with the FBI'sQuality Assurance Sandards for Forensic DNA
& Testing or DNA Databasing Laboratories. This individual
?‘ conducts and/or directs the analysis of samples, interprets data
and reaches conclusions. See also, Interpreting Analyst;
Qualified DNA Analyst.

DNA Databank The New York State Identification Index (as used throughout
Executive Law Section 995) comprised of DNA profiles in the
Convicted Offender index, the Forensic index and the Missing
Persons index.
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DNA Identification Act DNA Identification Act of 1994: 42 U.S.C. 814132, as amended

by the DNA Analysis Backlog Elimination Act of 2000, the
Justice for All Act of 2004 and the DNA Fingerprint Act of
2005.

DNA Profile The genetic constitution of an individual at defined locations
(also known as loci) in the DNA. A DNA type derived from
nuclear DNA typically consists of one ogtwo alleles at several

loci (e.g., short tandem repeat loci). A type derived from
mitochondrial DNA is described in ton to the revised
Cambridge Reference Sequen ture Genetics 1999, 23, 147).

Also known as a DNA type. @

DNA Record A database record that @es the DNA profile as well as data
required to manage %So erate NDIS, i.e., the Originating
Agency Identifier \N] erves to identify the submitting
agency; the Sp%;e Identification Number; and DNA
personnel a% d with the DNA profile analyses.

Elimination Sample A bigJogteal sample from a known individual (commonly a
huspa consensual partner), other than the alleged perpetrator
or w&im, which is analyzed for purposes of identifying those
s of a forensic DNA profile attributable to the alleged
N etrator. This DNA profile for this specimen categoay
\be stored at the state and/or local levels but is not eligible for
CJQ upload to NDIS. Such samples are considered to be evidentiary.

Employee ?‘ A person: (1) in the service of the applicable federal, state or
local government, subject to the terms, conditions and rules of
federal/state/local employment and eligible for the
federal/state/local benefits of service; or (2) formerly in the
service of a federal, state, or local government who returns to
service in the agency on a part time or temporary basis. For
purposes of a vendor laboratory, an employee is a person in the
service of a vendor laboratory and subject to the applicable
terms, conditions and rules of employment of the vendor
laboratory.
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Equivalent Allele Parameter

Exact Match

Executive Law Article
49-B Section 995

Expert System

Expungement

For PCR/STR, this parameter is used to determine whether a
target allele matches a candidate allele. It is a PCR value that is
defined to be the same as another PCR allele value. Equivalent
allele values are reciprocal. For instance, at THO1, 9.2 =9.3 =
9.x = 10 with respect to searches. Equivalency can be set by the
administrator. During review of a candidate match, the reviewer
must check whether the values are indeed equivalent.

An association between two profiles (S -source, fully
deconvoluted, partially deconvolut mixtures) that
concludes that the two profiles@mponents of the profiles,

are the same. @

Provisions of New Yor law establishing the Commission
on Forensic ScienQEBn the DNA Identification Index.

The software p%fa\h or set of software programs that interprets
the data gen% from DNA analysis instrument/platform in
accordanc§ witf the laboratory-defined quality assurance rules

and a ly identifies the data that does or does not satisfy

suc& .
% letion of a DNA profile at the state and/or national index
Is in response to the following: (1) a court order that has

offense; (2) a court order establishing that charges were

>
\Q\overturned a convicted offender’s conviction for a qualifying

?S

FBI

dismissed or resulted in acquittal, or no charges were filed within
the applicable time period; (3) a death certificate or other
document indicating that human remains have been identified;(4)
if the missing person corresponding to the reference sample from
a relative has been id

TheFederalBureau of hvestigation is the federal agency
authorized by the DNA Identification Act of 1994 to issue

guality assurance standards governing forensic testing and DNA
databasing laboratories and to establish and administer the
National DNA index System (NDIS).
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FB-LDAS or LINKAGE

Forensic DNA Laboratory

Forensic DNA Profile

Forensic DNA Testing

Forensic Hit (FH) N

Forensic Index 0

v

Forensic Biology Local DNA Analyses System (LINKAGE) -
the Paradox DNA database used to search preliminary DNA
results for case links. LINKAGE contains both casework non-
mixture profiles and suspect profiles.

Any forensic laboratory operated by the state or unit of local
government that performs forensic DNA testing on crime scene
evidence or materials derived from the baman body for use as
evidence in a criminal proceeding or rposes of
identification (Executive Law secti (2)).

% testing of crime scene

m persons whose identities are
ho left DNA at the scene of a
crime or whose DN/-‘(BS arried away from the scene of a
crime. These profjigs @fe put in the CODIS specimen category
“Forensic Unk ".¥ Profiles in this category are stored in the
CODIS inde{m n as “Forensic STR Index”.

A DNA profile generated frg
evidence. These profiles
not known with certaint

Any t employs techniques to examine DNA derived from
the hu ody for purpose of providing information to resolve
iss of identification (Executive Law section 995(2)).

IS case disposition when two or more forensic samples are

\Q\Ilnked; also called a case-to-case hit.

A Forensic Index consists of DNA profiles originating from and
associated with evidence found at crime scenes. For example,
evidence associated with a crime scene includes DNA that may
be carried away from a crime scene. The Forensic Index contains
the specimen categories Forensic Unknowns and Forensic
mixtures; and at the New York State level, Low Copy Number
samples.
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Forensic Mixture

Forensic Match Letter

Forensic Obligate Index

Forensic STR Index

Forensic Sample
Forensic Unknown

Heteroplasmy

v

High Stringency

High Stringency Match

A specimen category in the CODIS software that is stored in the
Forensic Index and originates from a forensic sample (biological
sample found at the scene of a crime) that contains DNA
contributed from more than one source.

A letter from a laboratory documenting a confirmed Forensic
Match. This letter provides information regarding the
investigating agency and offender inforr%tion (for solved cases).

and contains six to nine loci, se at moderate stringency.
Profiles in this index are only hed at SDIS, they have too
few alleles to be uploade IS.

An index that contains the speci;@c\ategory Required Alleles,

The CODIS index (1'80 ntains forensic DNA records.

scene. For e , @ sample associated with a crime scene may
include a sqn that has been carried away from the crime
scene

A biologica}%@originaﬁng from and associated with a crime

T ODIS specimen category for forensic DNA profiles
ted from the testing of crime scene evidence. Profiles in
specimen category are stored in the CODIS index known as

.\‘ orensic STR Index.”
&

The occurrence of more than one mitochondrial DNA profile
(mitotype) arising from a particular tissue(s) within an
individual; exhibiting more than one base at a particular
nucleotide position.

The number of alleles and the corresponding allelic values are
the same between two DNA profiles at a given locus.

All alleles at all loci match at high stringency.
A confirmed match between two or more DNA profiles. Hits can
occur at or between any level (local, state and national) in the
CODIS hierarchy. Hits can be a Forensic Hit, an Offender Hit, an
Arrestee Hit (some states), or a Suspect Hit (Forensic Biology

only).
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Homopolymeric Regions

Hypervariable Region |

Hypervariable Region II

Identification Confirmed

Identifying Information

The occurrence of variable lengths of the same nucleotide in a
length of mtDNA (i.e. CCCCCC), these generally occur around
the region of 16183-16193 in HV1 and 303-309, 311-315in
HV2.

A segment of increased variability in the mitochondrial DNA
control region; the common nucleotide positions used in forensic
MtDNA typing are 16024 to 16365. %

control region; the common nu e positions used in forensic
MtDNA typing are 73 to 340.®

ID confirmed. Disposit%\\@ CODIS when an individual is
identified and confir% etadata and other information such as

a copy of the deatN icate support the confirmation of the

identification. Q

Informatio$ orva Convicted Offender’s personal characteristics

A segment of increased variabilit;@he mitochondrial DNA

and 1D, ers, e.g. name, NYSID#, DOB, SS#, etc.
Identif nformation is prohibited in CODIS.

tification is still in the process of being confirmed.

Identification Pending & nding. Disposition in NG CODIS when an individual's

QN
Index Offense c)

?S

Indictment
Interpreting Analyst

Investigating Agency

An offense defined in Executive Law Section 995, conviction of
which determines eligibility for inclusion in the State DNA
Databank.

A formal written accusation originating with a prosecutor and
issued by a grand jury against a party charged with a crime.

Forensic Biology analyst responsible for interpreting the DNA
results in a case. Interpreting Analysts are CODIS analysts.

See Submitting Agency.
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Investigations Aided (IA) A criminal investigation equates to a case, which equates to a

submission to a laboratory. An investigation aided for a
casework laboratory is the number of cases submitted to the lab
that were assisted by CODIS. Investigations aided =
Investigations assisted = Cases aided = Cases assisted.

Juvenile The known sample from a juvenile (as that term is defined by the
relevant jurisdiction) who is required by state law to provide a
DNA sample for analysis and entry i tate DNA database.
The DNA profile for this specimen ory is stored in a
Convicted Offender Index. 6

Keyboard Search A manual search of CODI '%ted by a CODIS user. In SDIS
or NDIS the search is i by the SDIS or NDIS Custodian.
In LDIS the search ian by a member of the CODIS group.
Keyboard Search Request A request fr '}agency for a keyboard search of the DNA
Databank atle JSDIS or NDIS. This letter includes all of the
el

informationyr ng to the DNA profile, the requesting agency
and ¢ té\]on of the control values.

Keyboard Search Result tter from the Databank Coordinator documenting the results
Letter ( /no match) of the Keyboard Search.

>
Known Sample Q\ iological material whose identity or type is established.
Examples of known samples would be a buccal specimen from a
victim or suspect; or a sample contributed by the close biological

?S relative of a missing person.

Laboratory A facility: (1) employing at least two full time employees who
are qualified DNA analysts; and (2) having and maintaining the
capability to perform the DNA analysis of forensic and/or
casework reference samples at that facility.

LDAS The Local DNA AnalysisSystem, a Paradox database which
contains the local DNA profiles. The LDAS for Forensic Biology
contains casework non-mixture (or deduced) forensic DNA
profiles generated from casework and DNA profiles from
suspects developed during the course of criminal investigations.
This database is commonly called “LINKAGE.”
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LDIS

LAB-TYPES

Legal (sample)

*

TheLocal DNA Index §stem contains the DNA records
selected from LDAS for searching for DNA matches and (for
those eligible) for inserting into higher level (SDIS and NDIS)
CODIS indexes.

LDIS also contains DNA records for profiles not suitable for
entry into LINKAGE, such as non-deduced mixtures or partial

profiles. \%

A database which contains DNA p from Department of
Forensic Biology staff, known c inant DNA profiles, and
other DNA profiles from kno% ividuals (such as janitorial

staff). §
The known referenc mple from a person whose DNA sample
is collected under%' able legal authorities, provided that
DNA samples tidaare voluntarily submitted solely for
elimination pd?tﬁ s shall not qualify as a Legal specimen. An
example ofea L¥Qal specimen is a sample collected from a person
found ilty by reason of insanity who is required by the
releva te law to provide a DNA sample for analysis and
entgNnto a state DNA database. The DNA profile for this

en category is stored in a Legal Index.

samples are collected under applicable legal authorities.

Legal Index \Q\* Legal Index consists of DNA records of persons whose DNA

LIMS ?S

LINKAGE

LINKAGE User

Laboratory Information Management System. Current database
for evidence intake, accessioning, examination, and
documentation. Repository for all electronic case information,
including final reports, and source of STR and Mitochondrial
CMF import files for LDIS.

See LDAS.

A laboratory employee who: (1) has login access to the
LDAS/LINKAGE system and is authorized to read, add, modify
and/or delete DNA records in it; or (2) is a qualified DNA
analyst responsible for producing DNA profiles stored in
LDAS/LINKAGE.
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Low Copy Number or
Low Template DNA
Analysis

Low Copy Number
Specimen Category

Low Copy Number Profile

Low Stringency

?30

Low Stringency Match

Marked/Unmarked Profile

As defined by NDIS, based upon a laboratory’s internal

validation, any DNA typing results generated from limited
guantity and/or quality DNA template using conditions that have
demonstrated increased stochastic effects are defined as Low
Template or Low Copy DNA analyses. The stochastic effects
which may be observed in DNA samples subjected to these
conditions include allelic drop-in or drop-out, increased stutter
and increased intra-locus peak height ipgbalance. When used to
analyze limited quantity and/or qualit% template below the
stochastic thresholds, Low Templ ow Copy DNA
conditions may include the follo additional amplification
cycles, post-amplification purj ‘Q)n, reduced reaction volume,
injection enhancement by sed voltage or time, and nested
PCR.

A specimen categg(lbxisting at the Department of Forensic

Biology LDIS Qo New York State SDIS for the purpose of
uploading a ching profiles generated using low copy
number (a@Ii ation) techniques. Such profiles are not eligible
for ND,

F sic Unknown composite profiles that have been analyzed
L@ extra cycles during amplification. These samples are
ed in the Low Copy Number Specimen Category in the

\Q\%orensic Index.

For a given locus, an allelic value for one allele from one profile
is the same as an allelic value for one allele from another profile.

At least one locus matches at low stringency.
Marked profiles in Specimen Manager are profiles selected for

upload to SDIS. Unmarked profiles are those profiles deselected
for upload to SDIS. Pattern and suspect profiles are unmarked.
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Match A match occurs when CODIS makes an association between two
or more DNA profiles and a confirmation is performed by
designated laboratory personnel from each affected laboratory.
At the Casework Laboratory and for the purpose of match
evaluation, a high stringency match at all loci may be reviewed
and evaluated by an individual who is currently or was
previously a qualified DNA analyst. At the Casework
Laboratory, a match at any loci at less than high stringency shall
be reviewed and evaluated by a DN work analyst currently
qualified in the technology being r d.

Match Confirmation The process of determining tential candidate match
generated by CODIS or o tabase software is a true match
and should be reported investigating agency.

Match Manager Match Manager ()% Man) is the CODIS module that allows
for the managir%q sorting of matches discovered through the
use of CODI§. ches are added to Match Manager by the
Searcher a{d tosearcher programs.

Match Report El ct@report generated by CODIS when a potential
car&ate match is made by CODIS software.

Match Stringency N @e actual locus-level stringency (low, moderate or high) for a

match. The match stringency for the match between two DNA
profiles is determined by the lowest locus-level stringency for all
loci of the match. A Match Stringency is used to establish
whether or not two DNA profiles are identified as matching. The
CODIS software supports three Match Stringency levels: low,
moderate, and high. Low stringency matches occur when one or
more alleles match between the target and candidate profiles at a
given locus. Moderate stringency matches require all alleles to
match, but the target and candidate profiles can contain a
different number of alleles. That is, if the target profile has three
alleles and the sample profile has two, then two alleles must
match. High stringency matches require all alleles to match.
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Maternal Relative The known reference sample voluntarily provided by a maternal

biological relative who is not a mother, child or sibling of a
reported missing person. The DNA profiles for this specimen
category are stored in the Relatives of Missing Persons Index.
These DNA profiles are removed once the individual for whom
the samples were submitted has been identified or if the
individual voluntarily providing the reference sample has been
identified. This is also a disposition thatgan be used in NG
CODIS to describe a mtDNA match.®\

ical processes and
typing technology: for
anual vs. automated),
, fluorometry, real time), typing
ry electrophoresis, real-time gel and

Methodology The term used to describe the
procedures used to support
example, extraction meth
quantitation methods (s
test kit and platform

end-point gel systN

Mis-match (search) A paramet(r@n Searcher and Autosearcher which allows for
one locus gf a pfofile being searched to match (or not) below the
string el being searched, and still return the result as a
match: instance, during a moderate search, if all but one
loc ith entered alleles, in the two profiles being compared,
at moderate or high stringency, one locus which is either a
N % stringency match or not a match at all, will be displayed.
\Q\ earches allowing one mis-match are performed at LDIS and
c) SDIS; the purpose is to identify offender and forensic matches in
K spite of a possible typographical or interpretational error at one
?‘ locus of any given profile. If this parameter is set to “zero”,
then the match must occur with no mis-matches at the selected
stringency in order to be returned by the search.

Missing Person The known reference sample of an individual reported missing,
voluntarily provided by a relative or the person who filed the
missing person report. The source of the DNA has been verified
as originating from the missing person and is stored in the
Missing Persons Index.
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Missing Person Index A Missing Person Index consists of DNA records of missing

persons and deduced missing persons.

Mitochondrial DNA A small circular piece of DNA found outside the nucleus in most
cells and generally involved in the production of proteins
responsible for energy production in the body. It is inherited
maternally.

Mitotype A mitochondrial DNA profile consisti listing of nucleotide
sequence differences from a stan ference sequence;
typically the Cambridge Refere &quence (CRS) or revised
Cambridge Reference Sequ @rCRS). The mitotype will vary

depending upon the lengt sequence detected.
Moderate Stringency For a given locus, éain um number of common alleles and the
ues must be the same between two

corresponding alldégh

profiles. The m@? number is determined by the profile with

the fewest aI(e'b. his is the standard search stringency.
Moderate Stringency Match A mat tween two DNA profiles in which the locus-level

string atch for all the loci of the match was either at
mo?Bate or high stringency. No loci matched at low stringency.

NCIC o Q@onalCrime InformationCenter.

NCIC Miscellaneous F@ The designated free text field in NCIC where identifying
information as to the location where DNA profiles have been

?‘ produced may be placed. This field should also be used to enter
information when a candidate DNA sample does not yield a
DNA profile.
NCIC Unidentified The file in NCIC containing records for unidentified deceased
Person File persons; persons of any age who are living and unable to

ascertain their identity; unidentified catastrophe victims; and
body parts. For CODIS purposes, the DNA profile for
unidentified persons in the Unidentified Human Remains Index
is related to records in the NCIC Unidentified Person File.
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NDIS

NDIS Standards for
Acceptance of DNA
Data

Negative Amplification
Blank

TheNationalDNA Index §stem. NDIS is one component of
CODIS - the national and highest level index containing the
DNA records contributed from participating federal, state and
local laboratories. NDIS is administered by the FBI in
accordance with the provisions of the DNA Identification Act of
1994, as amended.

NDIS receives DNA records from everyower level index and
supports the searching functions of b@ These DNA records
are comprised of forensic DNA pr 'éconvicted offender
DNA profiles, arrestee DNA profi NA profiles from

missing persons and relative anonymous DNA profiles
contributed to a populatio ase.

The document pre d by the FBI specifying the requirements

for DNA data to t]x(jl epted for searching and storage at the
National level. s& must be reviewed by CODIS analysts
annually, an% ntly consist of a web-based training followed

by a quiz. K

Ane control sample containing amplification reagents
withoyt added DNA, used to detect DNA contamination of the
cation reagents during testing.

*

using DNA testing methods, should yield negative test results.

Negative Control \Q\ specimen included in a batch of specimens which, when tested

Negative Reage K
Blank Iv

NIST

No Match

A negative control sample containing all testing reagents without
added DNA which is used to detect DNA contamination of any
reagent during testing.

Stands for thé&ationall nstitute ofStandards and echnology.

CODIS case disposition for a moderate stringency candidate
match between two cases that are not a true match.
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No Suspect Case

NYPD

NYS Administrator

NYS DNA Databank

NYSID Number

1. A case with no suspect listed. This is determined by
checking all paperwork associated with the evidence
submission and case contacts.

2. A case in which DNA testing has been conducted and the
listed suspect(s) have been excluded.

Stands for the New York (City) Police Department.

The New York State Administrator i \ﬂ onsible for the
oversight and approval of CODIS f ns at the state level.
This includes supervising the S stodian.

The New York State Id@/@lon Index as used throughout

Executive Law Section hich is comprised of DNA profiles

in the Offender STR¢MdeX; the Forensic STR Index, the

Unidentified Huma'&iJ ex, the Missing Person Index and the
ersons Index.

Relatives of Mi@g
The NewY r&teldentification Number. A unique number

assig person upon fingerprinting. NOTE: This number is
only a ble to New York State Convicted Offenders, other
sta%have their own identifiers for offenders and arrestees.

Obligate Allele N Q@“Required Allele”.

Offender Q
O
v

Offender Duplicate

An individual who is required by statute to submit a sample for
DNA analysis and databasing. The term “offender” includes
individuals who are convicted or arrested for a crime or juveniles
adjudicated delinquent for an offense and required by state or
federal law to provide a DNA sample for analysis and
databasing.

CODIS case disposition when the same offender matches a case
more than one time due to duplicate testing of the offender. This
also serves as a quality control of the database.
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Offender Hit (OH)

Offender Laboratory

Offender Match Letter

ORI

Other

CODIS case disposition when a DNA profile generated from
crime scene evidence in an open case (case with no conviction)
matches a convicted offender profile (or arrestee) at SDIS or
NDIS.

The laboratory responsible to NDIS for a DNA profile developed
from a sample provided by a known offender. The offender
laboratory for the State of New York is Igcated at and
administered by the New York State PNlie€ Laboratory.

A letter from NYS DCJS (for s onvicted offender matches)
or the offender lab (offender Qes at NDIS) documenting a
confirmed Offender Match ides the offender’s identifying
information and the invéS@igating agency. It is used by the
agency investigatin case to obtain a court order to acquire
another biological grrﬁe from the convicted offender for
comparison to cene evidence.

Stands for (létmg Agency dentifier. Unique laboratory
identifi number that associates a specimen with a particular
labqra OCME - NY030011K).

ODIS specimen category that the Department of Forensic
N Q ogy uses for forensic DNA profiles generated from the

forensic DNA profiles in the LINKAGE and/or LDIS databases;

Q\testing of crime scene evidence that are known to match other

?S

one of which has already been uploaded to the upper levels of
CODIS. These (pattern) profiles are unmarked for upload to
SDIS and only get searched in LINKAGE and/or LDIS.
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Ownership Ownership occurs when any of the following criteria are

Partial Match

applicable:

(1) The originating laboratory will use any samples, extracts or
any materials from the vendor laboratory for the purposes
of forensic testing (i.e. a vendor laboratory prepares an
extract that will be analyzed by the originating laboratory);

(2) The originating laboratory will interpret the data generated
by the vendor laboratory;

(3) The originating laboratory will i report on the results
of the analysis; or

(4) The originating laboratory ter or search a DNA
profile in CODIS from d nerated by the vendor

laboratory. §
Forensic Biology tak@ﬁ ership of CODIS specimens
submitted by othe% cies for testing at OCME, for instance
Unidentified H emains that were received for

mitochondria(i/ testing.

An as odon between two single-source (clean or fully
decon d profiles), showing similarities but short of an exact
ma that suggests that the source of an evidentiary profile is
ially a relative of the source of the other, partially
N ching, profile. Partial matches are inadvertent, and may be

at the bench, LINKAGE, or CODIS searches).

\Q\ ound at the local, state, or national levels (through comparison

Paternal Relative?S

Pedigree Tree (Index)

The known reference sample voluntarily provided by a paternal
biological relative who is not a father, child or sibling of a
reported missing person. The DNA profiles for this specimen
category are stored in the Relatives of Missing Person Index.
These DNA profiles are removed once the individual for whom
the samples were submitted has been identified or if the
individual voluntarily providing the reference sample is
determined not to be related to the missing person.

The Pedigree Tree Index consists of DNA records of relatives
and spouses of missing persons that are associated with a
Pedigree Tree.
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Pending A CODIS disposition choice used temporarily while awaiting the
final results from a confirmed match from the investigating
agencies.
Perpetrator The individual who commits a crime. The identity of the

perpetrator may or may not be known to the police.

Personally Identifiable Information that includes, but is not ligited to, names, dates of

Information birth, and social security numbers u identify individuals.
Personally identifiable information not include information
derived from the examination O&NA sample.

Platform The type of analytical sys ilized to generate DNA profiles
such as capillary electr sis, real-time gel, and end-point gel

instruments or syste(mj

Positive Human DNA Control A known refe e'DNA sample traceable to the NIST standard
reference m:ﬂi{ or which the DNA profile is known, and is
used to de{o rate the acceptable performance of a DNA test.

Popstats CO Ié@ram available within the CODIS software to perform
sta&:a calculations using the FBI population databases.

Privacy Act N ulation which determines what information can be entered

Q\into CODIS in order to protect the rights of the individual.
Proficiency Testi KO A quality assurance measure used to monitor performance and
$ identify areas in which improvement may be needed. Proficiency

tests may be classified as: (1) An internal proficiency test, which
is produced by the agency undergoing the test. (2) An external
proficiency test, which may be open or blind, is a test obtained
from an approved proficiency test provider

Qualified Auditor A current or previously qualified DNA analyst who has
successfully completed the FBI DNA Auditor’s training course.
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Qualified DNA Analyst A DNA analyst who has satisfied and continues to satisfy the

experience, education, training, proficiency testing and

continuing education requirements of the FBI Director’s Quality
Assurance Standards (Standards 5 and 13), issued in accordance
with the DNA Identification Act of 1994, as well as successful
completion of a qualifying test prior to beginning casework or
databasing responsibilities.

In the Department of Forensic Biolo alified DNA Analyst
is defined as an Interpreting Analy is a Criminalist 1l or
higher title meeting the above @ment&

Quality Assurance Those planned or systemi ns necessary to provide adequate
confidence that a produ ervice will satisfy given

requirements for qu

Quality Control The day-to-day "thonal techniques and activities used to

fulfill requirenﬁi/ of quality.

Ranks AssocCj @made in NG CODIS from Relatives of Missing
Per a pedigree tree to Unidentified Human Remains. The
s%are ranked in joint pedigree likelihood ratio order.

Reference sample % sework reference sample is biological material obtained
rom a known individual and collected for purposes of
c) comparison to forensic samples. Also known as an exemplar or
& known DNA sample.
Relatives of MissK Consists of DNA records from the biological relatives of
Person (Index) individuals reported missing.
Requesting Laboratory A laboratory that sends a request to the SDIS or NDIS Custodian

to search SDIS or NDIS.

Required Allele Specific designated alleles of a specimen are required to match in
order for CODIS to declare a match. Required alleles are
attributable to the perpetrator in a mixture, and are designated
with a “+.” Only one allele per locus can be so designated.
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Required Alleles Specimen A specimen category of forensic unknowns and/or forensic
Category mixtures which can have up to one allele marked as an
obligate, per locus. Samples in this category are only searched at
LDIS and SDIS, not NDIS.

Revised Cambridge A revision of the standard sequence (CRS) used in mitochondrial

Reference Sequence (rCRS) DNA typing.

“Scientific Reason” A statement that supports a search %fewer than the required
minimum of STR loci at the state fonal level, such as the
apparent presence of mixtures, le degradation or limited
sample availability. @

SDIS TheStateDNA Index & he State’s repository of DNA

records under the cqfﬁl f state authorities. SDIS is typically
the central point of\gortact between all New York State local
labs and NDIS. e‘also Convicted Offender Laboratory).

SDIS Custodian An employge o¥'designee of the New York State Police
responsi r, among other duties, maintaining SDIS, fulfilling
techni quirements of CODIS and proper operation of the
co@ter hardware on which the DNA Databank resides.

Search N q{ethod for comparing target and candidate profiles to see if

\any match.
&

Search Stringen Allows the user to define the number of alleles per locus that

Parameters % the target profile and candidate profile must have in common. It
Is a user-defined setting that is used as a filter to report locus
matches of equal or higher stringency (see Low Stringency,
Moderate Stringency, High Stringency).

Search Results After CODIS determines that two or more DNA profiles match,
an electronic report is generated by CODIS and is distributed to
the laboratories responsible for the matching profiles.

Searcher Searcher is an application within the CODIS suite of software
products. It provides a means of locating specific DNA profiles
by searching the profiles within the CODIS indexes for potential
matches to a target DNA profile.
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Specimen/Sample The biological sample (for example, blood, semen or epithelial

cells) that is the object of DNA analysis for purposes related to
forensic identification or statistical population sampling.

Specimen Category Used to classify a DNA profile and determine into which index a
specimen can be transferred. For example, unidentified person,
forensic unknown and low copy number categories will be
inserted into the Forensic index. %

Specimen ID Identification number associated
the CODIS system. Specimen
can be no longer than 24 ch
Forensic Biology uses a s
section 4.1 of this man

NA profile entered into
bers must be unique and

s. The OCME Department of
d format which is explained in

Specimen Manager Specimen Managg pecMan) is a CODIS module that provides
a simplified, ce%i terface for managing specimens (DNA
records). In Ga/ an, views of specimens can be created using
different crigerid/ specimens can be marked/unmarked for upload
and u oécan be sent.

Spouse Th own reference sample voluntarily provided by a
ptive parent of a common child. The DNA profiles for
N specimen category are stored in the Spouse Index. The DNA
\record of a spouse shall be removed if the missing person
CJQ corresponding to this reference sample has been identified.

Spouse Index ?S A Spouse Index consists of the DNA records of a presumptive
parent of a common child of a missing person.

Statute of Limitation A statutory provision which sets forth the maximum period of
time that can lapse after a criminal act occurs for it to be taken to
court. If that maximum time period passes and the perpetrator
has not been formally charged for the criminal act, then he or she
never can be.

Stringency Stringency levels define the number of alleles that must match in
order to produce a match (low, moderate, or high).
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Subject Index

Submission Form

Submitting Agency

Suspect

*

An Index in the State DNA Database that contains samples from
convicted offenders seeking early release from prison or parole,
probation instead of prison, a plea bargain to a lesser offense or
those participating in the Department of Correctional Services’
discretionary program that results in early release of the offender
into the community.

which contains the bar code number offender’s sample, is

The DNA Databank Specimen Submigsion Form. This form,
submitted to the convicted offende; &ory along with the

offender’'s DNA sample. This f ntains the offender’s
identifying information, and t% ility responsible for the

sample collection. s
The agency that SLpﬁ':t evidence to a forensic DNA crime
laboratory. The supqi Mg agency is responsible for

investigating cr@s.

An individual wiose identity is known to the police and who is

allege the perpetrator of a crime. Exemplars collected

from a ect, such as blood or buccal specimens, or pseudo-

ex lars such as cigarette butts or soda bottles, received in the

I tory for DNA comparison purposes, are considered
entiary.

Suspect Case CJQ 1. A case in which DNA has been conducted and the listed

?S

Target DNA Profile

Technical Leader

suspect(s) have been included.
2. A case with a suspect listed and no DNA analysis has been
performed to exclude them.

A target profile is a DNA profile for which you are trying to find
a matching DNA profile. This profile is submitted by a criminal
justice agency for the purpose of searching against DNA profiles
maintained by SDIS and NDIS which could match an indexed
DNA profile.

An employee who is accountable for the technical operations of
the laboratory and who is authorized to stop or suspend
laboratory operations.
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Technology The type of forensic DNA analysis performed in the laboratory,

Unidentified Human
(Remains) Index

Unidentified Person

Upload

User

User Defined 1, 2, 3

such as RFLP, STR, YSTR, or mitochondrial DNA.

Consists of DNA records from recovered living persons (for
example, children who can’t and others who can’t or refuse to
identify themselves), and recovered dead persons (including their
body parts and tissues) whose identities are not known.

The DNA profile developed from th \&vered deceased
(including body parts and tissue) o mdividual who is
unidentified (for example, childr 0 can’'t and others who
can't or refuse to identify the s). The DNA profile for this

specimen category is stor&'igthe Unidentified Human
(Remains) Index.

The transfer of eIN(jhc data from a lower level of CODIS
(LDIS or SDIS) nupper level (SDIS or NDIS).

DNA who are responsible for producing the DNA
profile ed in NDIS.

Personnel $&ave login access to CODIS and/or qualified

@IS case dispositions that can be defined by the user in the
nt that the others are not appropriate.

CJQ User Defined 1 is not used in OCME’s LDIS.

?S

User Defined 2 is generally used when a forensic sample hits an
additional sample taken from the same offender which the
forensic sample had hit previously. This is defined by agreement
among all the NY labs.

User Defined 3 is generally used when a forensic sample hits a
known sample at SDIS which turns out to be a victim, witness,
consensual partner or other elimination sample which was unable
to be obtained for in-house testing. Forensic samples involved in
matches/hits of this type are then removed from the database.
This disposition is also the “catch-all” for all other uncommon
match resolutions. This disposition is defined as needed by the
LDIS lab upon concurrence by SDIS.
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Use and Dissemination
Agreement

Waiting for More Data

Warm match/hit

An official document allowing the transfer of Databank
information from one agency to another. This document
contains requirements for the confidentiality and dissemination
of DNA information and procedures for laboratories participating
in SDIS and NDIS.

Disposition in CODIS 5.7.4 and NG CODIS. Additional testing
may be needed to confirm or refute the@tch or rank.

A warm match occurs when COD A profiles match based
on prior knowledge. A typical e e is when DNA profiles
from several cases match th submitted to the laboratory as
a pattern, or when a susp mplar submitted for a particular
case matches that case®

%
D

QO
O
v
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9NYCRR Part 6192
The policy which provides for the establishment and operation of the DNA Identification Index
in New York State.

ASCII
American $andardCode for hformationinterchange. Text-only, with no formatting such as
tabs, bold or underlining.

Accredited laboratory \%
A DNA laboratory that has received formal recognition that it m e@r exceeds a list of
standards, including the FBI Director’s Quality Assurance S@ds, to perform specific tests by

a nonprofit professional association of persons actively in in forensic science that is
nationally recognized within the forensic science com n accordance with the provisions
of the Federal DNA Identification Act (42 U.S.C.814 subsequent laws.

Administrative removal (b

The deletion of a DNA record upon verificati@f e fact that the DNA record is not eligible for
inclusion in SDIS and/or NDIS. (1/

Allele

In classical genetics, one of the Ité% forms of the gene at a particular locus. In DNA
analysis, the term “alleles” is copqonly extended to include DNA fragments of variable length
and/or sequence which may 0 known transcriptional product but are detected in a
polymorphic system. N

Arrestee §
The known samp a person who has been arrested and in accordance with the law of the
applicable jurisdi%ﬂs required to provide a DNA sample for analysis and entry into a state
DNA database. The term “arrestee” includes persons who have been charged in a formal
criminal instrument, such as an indictment.

Arrestee Index
An Arrestee Index consists of DNA records of persons who have been arrested or indicted with a
crime and are required by law to provide DNA samples.

Assessment

A review of a laboratory, conducted by the FBI's CODIS Unit, to ensure compliance with the
NDIS Operational Procedures and State/Federal law with respect to the laboratory’s participation
in NDIS.
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Autosearcher

A CODIS program that automatically searches all DNA profiles in a user specified index against
all profiles in one or more other user specified indexes.

Base Pair Distance
When profiles containing particular loci are compared, the base pair distance is the microvariant
amount that can exist for the alleles to still be considered a match. For example, a base pair

distance of 1 would allow an allele 4 to match any of the following: 4,and 4.1. This
parameter can be set by the administrator. During review of a canidate match, the reviewer
must check whether the alleles are indeed matching. 0

Biological Child

provided voluntarily by an adult child or provided wit arental/guardian consent for a minor
child of a reported missing person. The DNA recq%)r his specimen category is stored in the
Relatives of Missing Person Index. These DNA iles are removed once the individual for
whom the samples were submitted has bee ntified or if the individual voluntarily providing
the reference sample is determined not to(bb ated to the missing person.

The CODIS specimen category for DNA profiles gen@ awn reference samples

Biological Father/Mother K

The CODIS specimen category for profiles generated from known reference samples
provided voluntarily by the biolo | father/mother of a reported missing person. Profiles in
this specimen category are st n the CODIS index known as “Relatives of Missing Persons
Index.” These DNA profile emoved once the individual for whom the samples were
submitted has been idag# or if the individual voluntarily providing the reference sample is
determined not to be d to the missing person.

Biological Sibling?

The CODIS specimen category for DNA profiles generated from known reference samples
provided voluntarily by the biological sibling of a reported missing person. Profiles in this
specimen category are stored in the CODIS index known as “Relatives of Missing Persons
Index”. These DNA profiles are removed once the individual for whom these samples were
submitted has been identified or if the individual voluntarily providing the reference sample is
determined not to be related to the missing person.

Cambridge Reference

The CRS is the standard sequence used in mitochondrial sequence DNA typing to which other
mitochondrial DNA types are compared. Mitochondrial DNA profiles are reported as differences
from the standard reference sequence [Anderson, S., et al. Sequence and organization of the
human mitochondrial genome. Nature 1981; 290:457-465].
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Candidate Match

A possible match between two or more DNA profiles discovered by CODIS software. A
gualified DNA analyst from each affected laboratory must verify a candidate match. Candidate
matches must complete a confirmation process before being reported as a match or hit.

Candidate Profile
A DNA profile matching the target DNA profile (see target DNA profile)

Case Disposition

The final outcome (confirmed conviction, offender hit, forensm&@c) of a criminal case aided
by CODIS.

Case Report
A report generated by a forensic laboratory docume e results of the analyses of the crime
scene evidence.

Casework Laboratory
A forensic DNA laboratory responsible fo rofiles developed from crime scene evidence.

CJIS-WAN

The FBI'sCriminal Justicel nformati V|cesW|de AreaNetwork that provides

communications network for the @gited States law enforcement community. Originally

designed to support the Inte Automated Fingerprint Identification System (IAFIS), the FBI
is expanding the scope ot IS-WAN to include all federal, state and local crime laboratories
participating in the Nat' A Index System.

CMF 0

CommonM essag%’ﬁnat an ASCII text file format necessary for importing data into CODIS.

CODIS

The COmbined INA Index_§stem administered by the FBI. CODIS links DNA evidence
obtained from crime scenes, thereby identifying serial criminals. CODIS also compares crime
scene evidence to DNA profiles obtained from offenders, thereby providing investigators with
the identity of the putative perpetrator. In addition, CODIS contains profiles from missing
persons, unidentified human remains and relatives of missing persons.

There are three levels of CODIS: the Local DNA Index System (LDIS), used by individual
laboratories; the State DNA Index System (SDIS), used at the state level to serve as a state’s
DNA database containing DNA profiles from LDIS laboratories; and the National DNA Index
System (NDIS), managed by the FBI as the nation’s DNA database containing all DNA profiles
uploaded by participating states.
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CODIS Administrator

An employee of the laboratory responsible for administration and security of the laboratory’s
CODIS at a laboratory performing DNA analysis on forensic and casework reference samples.
This is also a defined role within the software.

CODIS Core Loci

The 13 autosomal DNA loci that are accepted and required by CODIS for a particular DNA

testing method. Currently the STR core loci are CSF1PO, D13S317,16S539, D18S51,

D21S11, D3S1358, D5S818, D75820, D8S1179, FGA, THO1, TP d vVWA. D19S433,
D2S1338, Penta E and Penta D are accepted but not searchedo ey are NOT CODIS core loci.

CODIS Information Technology (IT) User

A government employee of a CODIS laboratory who h access to the CODIS system for
computer hardware/software and telecommunication tenance purposes but who is not
authorized to add, modify or delete DNA records mQODIS.

CODIS Custodian/Supervisor 6\
A member of the CODIS staff responsible% erseeing the CODIS system and all its functions
(also called “LDIS Custodian”). This pe{o Ifills the role of Casework CODIS Administrator
as defined by the FBI QA Standardf.\o

CODIS User

A government employee who; as login access to the CODIS system and is authorized to
read, add, modify or dele records in CODIS; or (2) is a qualified DNA analyst
responsible for produci profiles stored in NDIS. This is a defined role within the

software.
&0

CODIS User PIUY
A CODIS User who has also been granted the ability to edit the assigned analyst of a profile.
This is a laboratory-defined role within the software.

Contract Laboratory
A laboratory, usually in the private sector, that performs DNA analyses under contract to a
forensic laboratory.

Control Certification Form

This document certifies that the positive human DNA control(s) and the negative controls satisfy
the requirements established by NIST. One document must be completed and submitted
annually to the SDIS Custodian before DNA profiles can be uploaded into SDIS.
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Cold Hit

Two DNA profiles matching with no prior indication that the profiles are related.

Composite DNA Profile

A DNA profile generated by combining typing results from different loci obtained from multiple
injections of the same amplified sample and/or multiple amplifications of the same DNA extract.
When separate extracts from a given evidentiary item are combined prior to amplification, the
resulting DNA profile is not considered a composite profile. Unless there is a reasonable
expectation of sample(s) originating from a common source (e.g., ate vaginal swabs,
known reference samples, or a bone), allelic data from separat ctions from different
locations on a given evidentiary item should not be combine@a composite profile.

Convicted Offender @

The CODIS specimen category for a DNA profile ge d from any person who has been
convicted of a crime in federal, state, and/or Ioca% where the applicable law permits
establishment of a DNA record for this person. York State, this is a person convicted of
one of the crimes listed in Executive Law, S€CWoN*995(7). Profiles in this specimen category are
stored in the CODIS index known as the ted Offender Index” (or Offender Index). As of
June 2006, all convicted felons in New ust give a sample to the database; as of October
2012, all those convicted in New Y & felony or misdemeanor must give a sample to the
database.

Convicted Offender Index
A Convicted Offender Inde ists of DNA records from offenders convicted of qualifying
state crimes and juveni quired by the relevant jurisdiction to provide DNA samples.

Convicted Offen g)

A forensic DNA | tory responsible for DNA profiles developed from Convicted Offender
samples. In New York State, this is the New York State Police Forensic Investigation Center in
Albany.

Convicted Offender Sample
A biological sample containing DNA that is collected from a designated convicted offender for
the purpose of DNA profiling.

Convicted Offender Profile

A DNA profile generated from a convicted offender sample. These DNA profiles are put into the
CODIS specimen category “Convicted Offender” and are stored in CODIS index known as the
“Convicted Offender Index.” These profiles establish an index of DNA identification records
that are searched for matches against the DNA profiles generated from crime scene evidence.
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Conviction Match

The DNA profile generated from crime scene evidence matches a DNA profile from a convicted
offender, but the offender has already been convicted of the crime for which that evidence was
collected.

Criminal Justice Agency

A criminal justice agency is an agency or institution of the federal, state, or local government,
other than the office of the public defender, which performs as part ofits principal function,
activities relating to the apprehension, investigation, prosecution, \@cation, incarceration,
supervision or rehabilitation of criminal offenders. For purposes rticipation in the National
DNA Index System, the DNA Identification Act of 1994 was ed by Public Law 106-546
to include the Secretary of Defense in accordance with 10 . 81565.

Criminal History Record $
Documents generated by DCJS that contain arreclBh ges, conviction, sentence, location and
identifying information of a convicted offender. r\

DAO Q
Stands for District Attorney’s Office. Th{glfone in each of the five boroughs of New York

City. O
Databank Coordinator s\

An employee or designee of t ision of Criminal Justice Services responsible for
administrative requirementw ed to the New York State DNA Databank.

DCJS Q

Stands for Divisi minal Justice Services. Acts as a liaison between local New York
laboratories and ew York State Police Laboratory. DCJS manages the program responsible
for collection of offender samples in New York State, handles requests to expedite samples and
database searches and handles legal requests for convicted offender information.

DCJS Match Letter

A letter generated by DCJS after a match between a forensic DNA profile and a New York State
Police convicted offender profile has been confirmed. The purpose of this letter is to notify the
laboratory of a confirmed match, provide case and agency information, the identity of the
offender, and current offender location.

The DCJS Match Letter is provided to the DAQO’s upon request.
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Deduced Missing Person

The CODIS specimen category for DNA profiles generated from examining reference samples
(for example, toothbrush, hair brush) of a reported missing person. Profiles in this specimen
category are considered reference samples and are stored in the CODIS Missing Person Index.
This index is searched and compared against the Relatives of Missing Persons Index and the
Unidentified Human (Remains) Index.

Detainee
The known sample from a non-United States (U.S.) person detain \%der the authority of the
U.S. and required by law to provide a DNA sample for analysis @ntry into a state/national
DNA database. 06

Detainee Index @

Detainee Index consists of DNA records from non-U tates (U.S.) persons detained under
the authority of the U.S. and required by law to pyfyidea DNA sample.

DNA Analysis Backlog Elimination Act '\
Authorized the collection of DNA samplesm ersons convicted of specified Federal Felony
offenses, certain District of Columbia COQ/i d offenders, and military offenders.

DNA Analyst s\o
An employee that has successfyfiwcompleted the laboratory’s training requirements for
casework, database, known work reference sample analysis; passed a competency test;

and entered into a proficie ting program in accordance with the@i&l'sy Assurance
Standards for Forensic ing or DNA Databasing Laboratories. This individual conducts
and/or directs the an of samples, interprets data and reaches conclusions. See also,

Interpreting Anal)éit, lified DNA Analyst.

DNA Databank

The New York State Identification Index (as used throughout Executive Law Section 995)
comprised of DNA profiles in the Convicted Offender index, the Forensic index and the Missing
Persons index.

DNA Identification Act
DNA Identification Act of 1994; 42 U.S.C. 814132, as amended by the DNA Analysis Backlog
Elimination Act of 2000, the Justice for All Act of 2004 and the DNA Fingerprint Act of 2005.
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DNA Profile

The genetic constitution of an individual at defined locations (also known as loci) in the DNA. A
DNA type derived from nuclear DNA typically consists of one or two alleles at several loci (e.g.,
short tandem repeat loci). The DNA type derived from mitochondrial DNA is described in
relation to the revised Cambridge Reference Sequence (Nature Genetics 1999, 23, 147). Also
known as a DNA type.

DNA Record A database record that includes the DNA profile as WG%S data required to
manage and operate NDIS, i.e., the Originating Agency Identifier serves to identify the
submitting agency; the Specimen Identification Number; and D rsonnel associated with the

DNA profile analyses. Q

Elimination Sample

A biological sample from a known individual (commo usband or consensual partner),
other than the alleged perpetrator or victim, whicl'(ban lyzed for purposes of identifying those
portions of a forensic DNA profile attributable t(}% lleged perpetrator. This DNA profile for
this specimen categorgay be stored at the s%a d/or local levels but is not eligible for upload
to NDIS. Such samples are considered t% identiary.

Employee K

A person: (1) in the service of th a?f& ble federal, state or local government, subject to the
terms, conditions and rules of feg®al/state/local employment and eligible for the
federal/state/local benefits of e; or (2) formerly in the service of a federal, state, or local
government who returns ce in the agency on a part time or temporary basis. For purposes
of a vendor laboratory, ployee is a person in the service of a vendor laboratory and subject
to the applicable termgyrQonditions and rules of employment of the vendor laboratory.

Exact Match Y‘
An association bettveen two profiles (single-source, fully deconvoluted, partially deconvoluted,
or mixtures) that concludes that the two profiles, or components of the profiles, are the same.

Executive Law Article 49-B Section 995 P
revisions of New York State law establishing the Commission on Forensic Science and the DNA
Identification Index.

Expert System

The software program or set of software programs that interprets the data generated from DNA
analysis instrument/platform in accordance with the laboratory-defined quality assurance rules
and accurately identifies the data that does or does not satisfy such rules.
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Expungement

The deletion of a DNA profile at the state and/or national index levels in response to the
following: (1) a court order that has overturned a convicted offender’s conviction for a
qualifying offense; (2) a court order establishing that charges were dismissed or resulted in
acquittal, or no charges were filed within the applicable time period; (3) a death certificate or
other document indicating that human remains have been identified; (4) if the missing person
corresponding to the reference sample from a relative has been identified.

FBI \%

TheFederalBureau of hvestigation is the federal agency authori @y the DNA Identification
Act of 1994 to issue quality assurance standards governing ic testing and DNA databasing
laboratories and to establish and administer the National dex System (NDIS).

FB-LDAS or LINKAGE §
Forensic Biology Local DNA Analyses System (L E) - the Paradox DNA database used
to search preliminary DNA results for case linkg\ LIWKAGE contains both casework non-

mixture profiles and suspect profiles. Q

Forensic DNA Laboratory

Any forensic laboratory operated b t@tate or unit of local government that performs forensic
DNA testing on crime scene eviden materials derived from the human body for use as
evidence in a criminal proceedi% for purposes of identification (Executive Law section

995(2)). 1%

*

Forensic DNA Profile \

A DNA profile genera@m the testing of crime scene evidence. These profiles are from
persons whose i I®$ are not known with certainty and who left DNA at the scene of a crime
or whose DNA W%Mrried away from the scene of a crime. These profiles are put in the CODIS
specimen category “Forensic Unknown”. Profiles in this category are stored in the CODIS index
known as “Forensic STR Index”.

Forensic DNA Testing
Any test that employs techniques to examine DNA derived from the human body for purpose of
providing information to resolve issues of identification (Executive Law section 995(2)).

Forensic Hit (FH)
CODIS case disposition when two or more forensic samples are linked; also called a case-to-case
hit.
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Forensic Index

A Forensic Index consists of DNA profiles originating from and associated with evidence found

at crime scenes. For example, evidence associated with a crime scene includes DNA that may be
carried away from a crime scene. The Forensic Index contains the specimen categories Forensic
Unknowns and Forensic mixtures; and at the New York State level, Low Copy Number samples.

Forensic Mixture

A specimen category in the CODIS software that is stored in the Forgnsic Index and originates
from a forensic sample (biological sample found at the scene of a that contains DNA
contributed from more than one source. 0

Forensic Match Letter
A letter from a laboratory documenting a confirmed F atch This letter provides
information regarding the investigating agency and o) r information (for solved cases).

Forensic Obligate Index

An index that contains the specimen categm@s ired Alleles, and contains six to nine loci,
searched at moderate stringency. Proflle(T/ index are only searched at SDIS, they have too
few alleles to be uploaded to NDIS.

N
Forensic Partial s\o

A specimen category in the CO software that is stored in the Forensic Partial Index and
originates from a single sourc fully deduced profile originating from a mixture) Forensic
Sample attributable to the e perpetrator with either locus or allelic dropout at any of the 13

core CODIS loci.
TS

Forensic Partial |

A Forensic Partia%!ﬁex consists of DNA profiles from forensic samples that do not
contain results for all 13 core CODIS loci and/or that may indicate a possibility of allelic
dropout.

Forensic STR Index
The CODIS index that contains forensic DNA records.

Forensic Sample

A biological sample originating from and associated with a crime scene. For example, a sample
associated with a crime scene may include a sample that has been carried away from the crime
scene.
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Forensic Unknown

The CODIS specimen category for forensic DNA profiles generated from the testing of crime
scene evidence. Profiles in this specimen category are stored in the CODIS index known as
“Forensic STR Index.”

Heteroplasmy
The occurrence of more than one mitochondrial DNA profile (mitotype) arising from a particular
tissue(s) within an individual; exhibiting more than one base at a par%lar nucleotide position.

High Stringency
The number of alleles and the corresponding allelic values a same between two DNA
profiles at a given locus. @6

High Stringency Match

All alleles at all loci match at high stringency. A d match between two or more DNA
profiles. Hits can occur at or between any Ievel(&&k| state and national) in the CODIS
hierarchy. Hits can be a Forensic Hit, an Offémeer*Hit, an Arrestee Hit (some states), or a

Detainee Hit (Federal). (1/
Homopolymeric Regions é
same nucleotide in a length of mtDNA (i.e. CCCCCCQC),

The occurrence of variable lengt s&
these generally occur around thg¢gion of 16183-16193 in HV1 and 303-309, 311-315 in HV2.

Hypervariable Region | « %6
A segment of increase \a ility in the mitochondrial DNA control region; the common
nucleotide positions u in forensic mtDNA typing are 16024 to 16365.

Hypervariable Regh I
A segment of incréased variability in the mitochondrial DNA control region; the common
nucleotide positions used in forensic mtDNA typing are 73 to 340.

Identification Aided

Similar to Investigation Aided; counted for a pedigree rank or direct match which leads to either
an “ID Confirmed” or “ID Pending” disposition. The FBI uses this metric to track the
effectiveness of the database program.

Identification Confirmed

ID confirmed. Disposition in CODIS when an individual is identified and confirmed; metadata
and other information such as a copy of the death certificate support the confirmation of the
identification.
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| dentifying Information
Information on a Convicted Offender’s personal characteristics and ID numbers, e.g. name,
NYSID#, DOB, SS#, etc. Identifying Information is prohibited in CODIS.

Identification Pending ID pending
A disposition in CODIS when an individual’s identification is still in the process of being

confirmed.
N

Index Offense
An offense defined in Executive Law Section 995, conviction Ich determines eligibility for
inclusion in the State DNA Databank. @

Indictment
A formal written accusation originating with a prog%ﬂ and issued by a grand jury against a
party charged with a crime. '\

Interpreting Analyst (l?
Forensic Biology analyst responsible for,intgpfreting the DNA results in a case. Interpreting
Analysts are CODIS analysts. s\oﬁ

Investigating Agency 6
See Submitting Agency. @

>
Investigations Aided (IA)aN\
A criminal investigatio ates to a case, which equates to a submission to a laboratory. An
investigation aided rc)casework laboratory is the number of cases submitted to the lab that
were assisted by%ls. Investigations aided = Investigations assisted = Cases aided = Cases
assisted.

Juvenile

The known sample from a juvenile (as that term is defined by the relevant jurisdiction) who is
required by state law to provide a DNA sample for analysis and entry into a state DNA database.
The DNA profile for this specimen category is stored in a Convicted Offender Index.

Keyboard Search
A manual search of CODIS initiated by a CODIS user. In SDIS or NDIS the search is initiated
by the SDIS or NDIS Custodian. In LDIS the search is done by a member of the CODIS group.
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Keyboard Search Request

A request from an agency for a keyboard search of the DNA Databank at LDIS, SDIS or NDIS.
This letter includes all of the information relating to the DNA profile, the requesting agency and
certification of the control values.

Keyboard Search Result_etter

A letter from the Databank Coordinator documenting the results (match/no match) of the
Keyboard Search. \%

Known Sample %

Biological material whose identity or type is established. Ex s of known samples would be
a buccal specimen from a victim or suspect; or a sample Ibuted by the close biological

relative of a missing person. ;

Laboratory

A facility: (1) employing at least two full time enmé:y)es who are qualified DNA analysts; and
(2) having and maintaining the capability to @or the DNA analysis of forensic and/or
casework reference samples at that facilitf.l/

LDAS K

The Local DNA AnalysisSystem, ox database which contains the local DNA profiles.
The LDAS for Forensic Biology goqtains casework non-mixture (or deduced) forensic DNA
profiles generated from case nd DNA profiles from suspects developed during the course
of criminal investigations.. Nsdatabase is commonly called “LINKAGE.”

LDIS Q\

The Local DNA Irg tem contains the DNA records selected from LDAS for searching for

DNA matches an those eligible) for inserting into higher level (SDIS and NDIS) CODIS
indexes. LDIS als® contains DNA records for profiles not suitable for entry into LINKAGE,
such as non-deduced mixtures or partial profiles.

LAB-TYPES

A database which contains DNA profiles from Department of Forensic Biology staff, known
contaminant DNA profiles, and other DNA profiles from known individuals (such as janitorial
staff or crime-scene and laboratory personnel from NYPD).
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Legal (sample)

The known reference sample from a person whose DNA sample is collected under applicable
legal authorities provided that DNA samples that are voluntarily submitted solely for elimination
purposes shall not qualify as a Legal specimen. An example of a Legal specimen is a sample
collected from a person found not guilty by reason of insanity who is required by the relevant
state law to provide a DNA sample for analysis and entry into a state DNA database. The DNA
profile for this specimen category is stored in a Legal Index.

Legal Index \
A Legal Index consists of DNA records of persons whose DNA @ es are collected under
applicable legal authorities.

LINKAGE @

See LDAS.

LINKAGE User

A laboratory employee who: (1) has login ao@l the LDAS/LINKAGE system and is

authorized to read, add, modify and/or deﬁt A records in it; or (2) is a qualified DNA
analyst responsible for producing DNA ( s stored in LDAS/LINKAGE.

As defined by NDIS, based uporralaboratory’s internal validation, any DNA typing results
generated from limited quanti‘@ /or quality DNA template using conditions that have
demonstrated increased st tic effects are defined as Low Template or Low Copy DNA
analyses. The stochast cts which may be observed in DNA samples subjected to these
conditions include allgfit Mrop-in or drop-out, increased stutter and increased intra-locus peak
height imbalance used to analyze limited quantity and/or quality DNA template below the
stochastic thresh??, Low Template or Low Copy DNA conditions may include the following:
additional amplification cycles, post-amplification purification, reduced reaction volume,
injection enhancement by increased voltage or time, and nested PCR.

Low Copy Number or Low Temp!ats‘@A Analysis

Low Copy Number

A specimen category existing at the Department of Forensic

Specimen Category Biology LDIS and at New York State SDIS for the purpose of
uploading and searching profiles generated using low copy number (amplification) techniques.
Such profiles are not eligible for NDIS.
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Low Copy Number Profile

Forensic Unknown composite profiles that have been analyzed using extra cycles during
amplification. These samples are stored in the Low Copy Number Specimen Category in the
Forensic Index.

Low Stringency
For a given locus, an allelic value for one allele from one profile is the same as an allelic value

for one allele from another profile. \%

Low Stringency Match
At least one locus matches at low stringency. (\\>

Marked/Unmarked Profile

Marked profiles in Specimen Manager are profiles s for upload to SDIS. Unmarked
profiles are those profiles deselected for upload t IS. Pattern (historical) and suspect profiles
are unmarked. r\

and a confirmation is performed by {Jwated laboratory personnel from each affected

Match A match occurs when CODIS m§gslfn association between two or more DNA profiles
laboratory. At the Casework Lab%‘

nd for the purpose of match evaluation, a high
stringency match at all loci may eviewed and evaluated by an individual who is currently or
was previously a qualified DN lyst. At the Casework Laboratory, a match at any loci at less
than high stringency shall lewed and evaluated by a DNA casework analyst currently
qualified in the technolq@emg reviewed.

Match Confirmati n&o
The process of d%’nining if a potential candidate match generated by CODIS or other database
software is a true rhatch and should be reported to the investigating agency.

Match Estimation Utility
A module within CODIS Popstats which estimates the number of moderate matches a profile
will generate in a database of a given $ize

Match Manager

Match Manager (MatchMan) is the CODIS module that allows for the managing and sorting of
matches discovered through the use of CODIS. Matches are added to Match Manager by the
Searcher and Autosearcher programs.
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Match Report
Electronic report generated by CODIS when a potential candidate match is made by CODIS
software.

Match Stringency
The actual locus-level stringency (low, moderate or high) for a match. The match stringency for
the match between two DNA profiles is determined by the lowest locus-level stringency for all
loci of the match. A Match Stringency is used to establish whether ognot two DNA profiles are
identified as matching. The CODIS software supports three Matc S@gency levels: low,
moderate, and high. Low stringency matches occur when one %e alleles match between the
target and candidate profiles at a given locus. Moderate stri y matches require all alleles to
match, but the target and candidate profiles can contain a nt number of alleles. That is, if
the target profile has three alleles and the sample profi two, then two alleles must match.
High stringency matches require all alleles to match.

Maternal Relative (b
The known reference sample voluntarily pro%d y a maternal biological relative who is not a
mother, child or sibling of a reported missfu‘rﬁ son. The DNA profiles for this specimen
category are stored in the Relatives of Miss#fg Persons Index. These DNA profiles are removed
once the individual for whom the s were submitted has been identified or if the individual
voluntarily providing the reference %e has been identified. This is also a disposition that can
be used in CODIS to describe a A match.

Methodology N @

The term used to descr{@be analytical processes and procedures used to support a DNA typing
technology: for exam Xtraction methods (manual vs. automated), quantitation methods (slot
blot, fluorometry, re e), typing test kit and platform (capillary electrophoresis, real-time gel
and end-point ge ems).

Mis-match (search)

A parameter within Searcher and Autosearcher which allows for one locus of a profile being
searched to match (or not) below the stringency level being searched, and still return the result as
a match. For instance, during a moderate search, if all but one locus with entered alleles, in the
two profiles being compared, match at moderate or high stringency, one locus which is either a
low stringency match or not a match at all, will be displayed. Searches allowing one mis-match
are performed at LDIS and SDIS; the purpose is to identify offender and forensic matches in

spite of a possible typographical or interpretational error at one locus of any given profile. If

this parameter is set to “zero”, then the match must occur with no mis-matches at the selected
stringency in order to be returned by the search.
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Missing Person

The known reference sample of an individual reported missing, voluntarily provided by a relative
or the person who filed the missing person report. The source of the DNA has been verified as
originating from the missing person and is stored in the Missing Persons Index.

Missing Person Index

A Missing Person Index consists of DNA records of missing persons and deduced missing
persons. \%

Mitochondrial DNA

A small circular piece of DNA found outside the nucleus in % IIs and generally involved in

the production of proteins responsible for energy producti he body. It is inherited
maternally.

Mitotype ((b]

A mitochondrial DNA profile consisting of a Iistlﬁ%r ucleotide sequence differences from a
standard reference sequence; typically the ‘n dge Reference Sequence (CRS) or revised
Cambridge Reference Sequence (rCRS).% itotype will vary depending upon the length of
the sequence detected.

Moderate Stringency s\o

For a given locus, a minimum n er of common alleles and the corresponding allelic values
must be the same between t files. The minimum number is determined by the profile with
the fewest alleles. This is.t ndard search stringency.

Moderate Stringency @
A match betweenyt A profiles in which the locus-level stringency match for all the loci of
the match was eli-kﬁat moderate or high stringency. No loci matched at low stringency.

NamuUs

National Missing andJnidentified PersonSystem; they maintain a website with sections for
missing persons, unidentified persons, and unclaimed persons. Contains information relevant to
missing persons DNA work.

NCIC
NationalCrime InformationCenter.
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NCIC Miscellaneous Field

The designated free text field in NCIC where identifying information as to the location where
DNA profiles have been produced may be placed. This field should also be used to enter
information when a candidate DNA sample does not yield a DNA profile.

NCIC Unidentified Person File

The file in NCIC containing records for unidentified deceased persons; persons of any age who
are living and unable to ascertain their identity; unidentified catastro% victims; and body parts.
For CODIS purposes, the DNA profile for unidentified persons in t identified Human
Remains Index is related to records in the NCIC Unidentified Ps ile.

NCMEC
NationalCenter forMissing andexploited Children. Re@&r missing persons work.

NDIS

The NationalDNA Index §stem. NDIS is one cdqg ent of CODIS - the national and highest
level index containing the DNA records cont%[e from participating federal, state and local
laboratories. NDIS is administered by theFT/ accordance with the provisions of the DNA
Identification Act of 1994, as amended.ﬁ

NDIS receives DNA records from e&Qower level index and supports the searching functions
of CODIS. These DNA records comprised of forensic DNA profiles, convicted offender
DNA profiles, arrestee DNA p , DNA profiles from missing persons and relatives, and
anonymous DNA profiles.cqm uted to a population database.

NDIS Standards for Ag%ance of DNA Data
The document pr, y the FBI specifying the requirements for DNA data to be accepted for
searching and st%ge at the National level. These must be reviewed by CODIS analysts
annually, and curréntly consist of a web-based training followed by a quiz.

Negative Amplification Blank

A negative control sample containing amplification reagents without added DNA, used to detect
DNA contamination of the amplification reagents during testing.

Negative Control
A specimen included in a batch of specimens which, when tested using DNA testing methods,
should yield negative test results.
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Negative Reagent Blank
A negative control sample containing all testing reagents without added DNA which is used to
detect DNA contamination of any reagent during testing.

NIST
Stands for thé&lationall nstitute ofStandards and echnology.

No Match
CODIS case disposition for a moderate stringency candidate ma%ween two cases that are

not a true match. 0

No Suspect Case

1. A case with no suspect listed. This is determined b @king all paperwork associated with
the evidence submission and case contacts.

2. A case in which DNA testing has been conduqf%a d the listed suspect(s) have been

excluded. r\

NYPD ( ]Q
Stands for the New York (City) Police Dgpa#nent.

NYS Administrator s\o
The New York State Administral%’s responsible for the oversight and approval of CODIS
functions at the state level. T@ ludes supervising the SDIS custodian.

*

NYS DNA Databank s AN\

The New York State I@caﬂon Index as used throughout Executive Law Section 995, which
is comprised of A(g iles in the Offender STR Index, the Forensic STR Index, the
Unidentified Hurg% ndex, the Missing Person Index and the Relatives of Missing Persons
Index.

NYSID Number

The New York Sateld entification Number. A unique number assigned to a person upon
fingerprinting. NOTE: This number is only applicable to New York State Convicted Offenders;
other states have their own identifiers for offenders and arrestees.

Obligate Allele
See “Required Allele”.
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Offender

An individual who is required by statute to submit a sample for DNA analysis and databasing.
The term “offender” includes individuals who are convicted or arrested for a crime or juveniles
adjudicated delinquent for an offense and required by state or federal law to provide a DNA
sample for analysis and databasing.

Offender Duplicate
CODIS case disposition when the same offender matches a case mgse than one time due to
duplicate testing of the offender. This also serves as a quality co the database.

Offender Hit (OH) 0
CODIS case disposition when a DNA profile generated fr@ne scene evidence in an open
p

case (case with no conviction) matches a convicted off rofile (or arrestee) at SDIS or
NDIS.

Offender Laboratory (b

The laboratory responsible to NDIS for a D rofile developed from a sample provided by a

known offender. The offender laboratory 6‘{5 State of New York is located at and
administered by the New York State Po{e boratory.

Offender Match Letter s\o

A letter from NYS DCJS (for stagghgonvicted offender matches) or the offender lab (offender
matches at NDIS) documenti onfirmed Offender Match. Provides the offender’s identifying
information and the investiga{Mg agency. It is used by the agency investigating the case to obtain
a court order to acquir er biological sample from the convicted offender for comparison to
crime scene evidenc c

ORI Y
Stands folOriginatihg Agencyl dentifier. Unique laboratory identification number that
associates a specimen with a particular laboratory (OCME - NY030011K).

Other (pattern)

A legacy CODIS specimen category that the Department of Forensic Biology used for forensic
DNA profiles generated from the testing of crime scene evidence that were known to match
other forensic DNA profiles in the LINKAGE and/or LDIS databases; one of which had already
been uploaded to the upper levels of CODIS. These (pattern) profiles were unmarked for upload
to SDIS and were only searched in LINKAGE and/or LDIS.
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Ownership

Ownership occurs when any of the following criteria are applicable:

(1) The originating laboratory will use any samples, extracts or any materials from the
vendor laboratory for the purposes of forensic testing (i.e. a vendor laboratory prepares
an extract that will be analyzed by the originating laboratory);

(2) The originating laboratory will interpret the data generated by the vendor laboratory;

(3) The originating laboratory will issue a report on the results gisthe analysis; or

(4) The originating laboratory will enter or search a DNA profj ODIS from data
generated by the vendor laboratory. 0
Forensic Biology takes ownership of CODIS specimens s | ed by other agencies for testing

at OCME, for instance Unidentified Human Remams@ e received for mitochondrial DNA
testing.

Partial Match \

An association between two single-source ((@ r fully deconvoluted profiles), showing
similarities but short of an exact match, tl-ﬂt{ gests that the source of an evidentiary profile is
potentially a relative of the source of th partially matching, profile. Partial matches are
inadvertent, and may be found at t %ﬂ state, or national levels (through comparison at the
bench, LINKAGE, or CODIS sea6

Paternal Relative

The known reference sam untarlly provided by a paternal biological relative who is not a
father, child or sibling orted missing person. The DNA profiles for this specimen
category are stored i elatives of Missing Person Index. These DNA profiles are removed

once the individugl om the samples were submitted has been identified or if the individual
voluntarily provid%'me reference sample is determined not to be related to the missing person.
Pedigree Tree (Index)

The Pedigree Tree Index consists of DNA records of relatives and spouses of missing persons
that are associated with a Pedigree Tree.

Pending
A CODIS disposition choice used temporarily while awaiting the final results from a confirmed
match from the investigating agencies.

Perpetrator
The individual who commits a crime. The identity of the perpetrator may or may not be known

to the police.
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Personally Identifiable Information

Information that includes, but is not limited to, names, dates of birth, and social security numbers
used to identify individuals. Personally identifiable information does not include information
derived from the examination of the DNA sample.

Platform
The type of analytical system utilized to generate DNA profiles such as capillary electrophoresis,

real-time gel, and end-point gel instruments or systems. \%

Positive Human DNA Control %

A known reference DNA sample traceable to the NIST stand ference material for which the
DNA profile is known, and is used to demonstrate the acc e performance of a DNA test.

Popstats $
CODIS program available within the CODIS soft to’ perform statistical calculations using
the FBI population databases. r\

Q

Privacy Act %
Regulation which determines what infor{ati can be entered into CODIS in order to protect the

rights of the individual. s\o

Proficiency Testing

A guality assurance measure to monitor performance and identify areas in which
improvement may be need oficiency tests may be classified as: (1) An internal proficiency
test, which is produce Ne agency undergoing the test. (2) An external proficiency test, which
may be open or innd,g}est obtained from an approved proficiency test provider

Qualified AuditorY
A current or previously qualified DNA analyst who Isagcessfully completed the FBI DNA
Auditor’s training course.

Qualified DNA Analyst

A DNA analyst who has satisfied and continues to satisfy the experience, education, training,
proficiency testing and continuing education requirements of the FBI Director’s Quality
Assurance Standards (Standards 5 and 13), issued in accordance with the DNA Identification Act
of 1994, as well as successful completion of a qualifying test prior to beginning casework or
databasing responsibilities.

In the Department of Forensic Biology a Qualified DNA Analyst is defined as an Interpreting
Analyst who is a Criminalist Il or higher title meeting the above requirements.
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Quality Assurance
Those planned or systemic actions necessary to provide adequate confidence that a product or
service will satisfy given requirements for quality.

Quality Control
The day-to-day operational techniques and activities used to fulfill requirements of quality.

Ranks
Associations made in CODIS from Relatives of Missing Persons i \@digree tree to
Unidentified Human Remains. The cases are ranked in joint p %e likelihood ratio order.

Reference sample
A casework reference sample is biological material obt&) rom a known individual and
collected for purposes of comparison to forensic sa .» Also known as an exemplar or known

DNA sample.
N

Relatives of MissingPerson (Index) Q
Consists of DNA records from the biologi(ﬁlr/ tives of individuals reported missing.

Requesting Laboratory K
A laboratory that sends a request t SDIS or NDIS Custodian to search SDIS or NDIS.

Required Allele @

Specific designated alleles pecimen are required to match in order for CODIS to declare a
match. Required allel attributable to the perpetrator in a mixture, and are designated with a
“+.” Only one allele p us can be so designated.

Required Alleles ?&lmen

A specimen categdry of forensic unknowns and/or forensic Category mixtures which can have
up to one allele marked as an obligate, per locus. Samples in this category are only searched at
LDIS and SDIS, not NDIS.

Revised Cambridge Reference Sequence (rCRS)

A revision of the standard sequence (CRS) used in mitochondrial DNA typing.

“Scientific Reason”

A statement that supports a search using fewer than the required minimum of STR loci at the
state or national level, such as the apparent presence of mixtures, sample degradation or limited
sample availability.
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SDIS

The SateDNA Index §stem. The State’s repository of DNA records under the control of state
authorities. SDIS is typically the central point of contact between all New York State local labs
and NDIS. (See also Convicted Offender Laboratory).

SDIS Custodian

An employee or designee of the New York State Police responsible for, among other duties,
maintaining SDIS, fulfilling technical requirements of CODIS and pro%r operation of the
computer hardware on which the DNA Databank resides. %

Search
A method for comparing target and candidate profiles to s@ny match.

Search Stringency Parameters %

Allows the user to define the number of alleles p cus that the target profile and candidate
profile must have in common. It is a user-defin ing that is used as a filter to report locus
matches of equal or higher stringency (see IQS ingency, Moderate Stringency, High
Stringency).

Search Results K
After CODIS determines that tw o’@e DNA profiles match, an electronic report is generated
by CODIS and is distributed to t%aboratories responsible for the matching profiles.

Searcher @

*

Searcher is an applicat jthin the CODIS suite of software products. It provides a means of
locating specific DNA iles by searching the profiles within the CODIS indexes for potential

matches to a tarﬁtg profile.
Specimen/Sample

Y
The biological sample (for example, blood, semen or epithelial cells) that is the object of DNA

analysis for purposes related to forensic identification or statistical population sampling.

Specimen Category

Used to classify a DNA profile and determine into which index a specimen can be transferred.
For example, unidentified person, forensic unknown and low copy number categories will be
inserted into the Forensic index.

Specimen ID

Identification number associated with a DNA profile entered into the CODIS system. Specimen
ID numbers must be unigque and can be no longer than 24 characters. The OCME Department of
Forensic Biology uses a standard format which is explained in section 4.1 of this manual.
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Specimen Manager

Specimen Manager (SpecMan) is a CODIS module that provides a simplified, central interface
for managing specimens (DNA records). In SpecMan, views of specimens can be created using
different criteria, specimens can be marked/unmarked for upload and uploads can be sent.

Spouse

The known reference sample voluntarily provided by a presumptive parent of a common child.
The DNA profiles for this specimen category are stored in the SpousgrIndex. The DNA record of

a spouse shall be removed if the missing person corresponding toN eference sample has been

identified. )
O

Spouse Index

A Spouse Index consists of the DNA records of a pres e parent of a common child of a
missing person.

Statute of Limitation (b

A statutory provision which sets forth the m urh period of time that can lapse after a criminal
act occurs for it to be taken to court. If thzﬂu mum time period passes and the perpetrator has
not been formally charged for the crimir@a , then he or she never can be.

Stringency s\o
Stringency levels define the nun@ of alleles that must match in order to produce a match (low,

moderate, or high).
. \AQ)

Subject Index

An Index in the State @Database that contains samples from convicted offenders seeking
early release fro or parole, probation instead of prison, a plea bargain to a lesser offense
or those participa n the Department of Correctional Services’ discretionary program that
results in early rel@ase of the offender into the community.

Submission Form

The DNA Databank Specimen Submission Form. This form, which contains the bar code
number of the offender’'s sample, is submitted to the convicted offender laboratory along with
the offender's DNA sample. This form contains the offender’s identifying information, and the
facility responsible for the sample collection.

Submitting Agency
The agency that submitted evidence to a forensic DNA crime laboratory. The submitting agency
is responsible for investigating crimes.
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Suspect

An individual whose identity is known to the police and who is alleged to be the perpetrator of a
crime. Exemplars collected from a suspect, such as blood or buccal specimens, or pseudo-
exemplars such as cigarette butts or soda bottles, received in the laboratory for DNA comparison
purposes, are considered evidentiary.

Suspect Case
1. A case in which DNA testing has been conducted and the listed syspect(s) have been included.
2. A case with a suspect listed and no DNA analysis has been pe‘%@d to exclude them.

Target DNA Profile 0

A target profile is a DNA profile for which you are trying to& matching DNA profile. This
profile is submitted by a criminal justice agency for the e of searching against DNA
profiles maintained by SDIS and NDIS which could an indexed DNA profile.

Technical Leader '\(ob
An employee who is accountable for the tec%a perations of the laboratory and who is
authorized to stop or suspend laboratory ¢p ons.

Technology K
The type of forensic DNA analysijs med in the laboratory, such as RFLP, STR, YSTR, or
mitochondrial DNA. 6

Unidentified Human (Remai dex

Consists of DNA recor recovered living persons (for example, children who can’'t and
others who can’t or re to identify themselves), and recovered dead persons (including their
body parts and ti%& hose identities are not known.

Unidentified Perso

The DNA profile developed from the recovered deceased (including body parts and tissue) or an
individual who is unidentified (for example, children who can’t and others who can’t or refuse to
identify themselves). The DNA profile for this specimen category is stored in the Unidentified
Human (Remains) Index.

Upload

The transfer of electronic data from a lower level of CODIS (LDIS or SDIS) to an upper level
(SDIS or NDIS).

User
Personnel who have login access to CODIS and/or qualified DNA analysts who are responsible
for producing the DNA profiles stored in NDIS.
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User Defined 1, 2, 3
CODIS case dispositions that can be defined by the user in the event that the others are not
appropriate.

User Defined 1 is used when OCME tests and enters a sample into the database that was
previously tested and entered by another lab. Typically, this occurs in missing persons cases
where OCME performs not only STR but mitochondrial testing as well.

User Defined 2 is generally used when a forensic sample hits an nal sample taken from
the same offender which the forensic sample had hit previously is defined by agreement
among all the NY labs. 0

turns out to be a victim, witness, consensual partner er elimination sample which was
unable to be obtained for in-house testing. Fore les involved in matches/hits of this
type are then removed from the database. Th|@3ltlon is also the “catch-all” for all other
uncommon match resolutions. This disposit{O™\s Yefined as needed by the LDIS lab upon

concurrence by SDIS. (1/

Use and Dissemination Agreement Q

An official document allowing the tr r of Databank information from one agency to another.
This document contains require ts for the confidentiality and dissemination of DNA
information and procedures f ratories participating in SDIS and NDIS.

User Defined 3 is generally used when a forensic sa@% a known sample at SDIS which

*

Waiting for More Data \

Disposition in CODIS.@tional testing may be needed to confirm or refute the match or rank.
This may or may o ossible; therefore this could end up being a “final” disposition for a
match, however t%ﬁs not optimal

Warm match/hit

A warm match occurs when CODIS DNA profiles match based on prior knowledge. A typical
example is when DNA profiles from several cases match that were submitted to the laboratory as
a pattern, or when a suspect exemplar submitted for a particular case matches that case.
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9 NYCRR Part 6192
The policy which provides for the establishment and operation of the DNA Identification Index
in New York State.

ASCII
American $andard @de for hformation hterchange. Text-only, with no formatting such as
tabs, bold or underlining.

Accredited laboratory \%
A DNA laboratory that has received formal recognition that it m @r exceeds a list of
standards, including the FBI Director’s Quality Assurance S@ds, to perform specific tests by

a nonprofit professional association of persons actively in in forensic science that is
nationally recognized within the forensic science com n accordance with the provisions
of the Federal DNA Identification Act (42 U.S.C.814 subsequent laws.

Administrative removal (b

The deletion of a DNA record upon verificati@f e fact that the DNA record is not eligible for
inclusion in SDIS and/or NDIS. (1/

Allele

In classical genetics, one of the Ité% forms of the gene at a particular locus. In DNA
analysis, the term “alleles” is copqonly extended to include DNA fragments of variable length
and/or sequence which may o known transcriptional product but are detected in a
polymorphic system. N

Arrestee §
The known samp a person who has been arrested and in accordance with the law of the
applicable jurisdi%ﬂs required to provide a DNA sample for analysis and entry into a state
DNA database. The term “arrestee” includes persons who have been charged in a formal
criminal instrument, such as an indictment.

Arrestee Index
An Arrestee Index consists of DNA records of persons who have been arrested or indicted with a
crime and are required by law to provide DNA samples.

Assessment

A review of a laboratory, conducted by the FBI's CODIS Unit, to ensure compliance with the
NDIS Operational Procedures and State/Federal law with respect to the laboratory’s participation
in NDIS.
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Autosearcher

A CODIS program that automatically searches all DNA profiles in a user specified index against
all profiles in one or more other user specified indexes.

Base Pair Distance
When profiles containing particular loci are compared, the base pair distance is the microvariant
amount that can exist for the alleles to still be considered a match. For example, a base pair

distance of 1 would allow an allele 4 to match any of the following: 4,and 4.1. This
parameter can be set by the administrator. During review of a canidate match, the reviewer
must check whether the alleles are indeed matching. 0

Biological Child

provided voluntarily by an adult child or provided wit arental/guardian consent for a minor
child of a reported missing person. The DNA recmr his specimen category is stored in the
Relatives of Missing Person Index. These DNA iles are removed once the individual for
whom the samples were submitted has bee ntified or if the individual voluntarily providing
the reference sample is determined not to(bb ated to the missing person.

The CODIS specimen category for DNA profiles gen@ own reference samples

Biological Father/Mother K

The CODIS specimen category for profiles generated from known reference samples
provided voluntarily by the biolo | father/mother of a reported missing person. Profiles in
this specimen category are st n the CODIS index known as “Relatives of Missing Persons
Index.” These DNA profile emoved once the individual for whom the samples were
submitted has been idag# or if the individual voluntarily providing the reference sample is
determined not to be d to the missing person.

Biological Sibling?

The CODIS specimen category for DNA profiles generated from known reference samples
provided voluntarily by the biological sibling of a reported missing person. Profiles in this
specimen category are stored in the CODIS index known as “Relatives of Missing Persons
Index”. These DNA profiles are removed once the individual for whom these samples were
submitted has been identified or if the individual voluntarily providing the reference sample is
determined not to be related to the missing person.

Cambridge Reference

The CRS is the standard sequence used in mitochondrial sequence DNA typing to which other
mitochondrial DNA types are compared. Mitochondrial DNA profiles are reported as differences
from the standard reference sequence [Anderson, S., et al. Sequence and organization of the
human mitochondrial genome. Nature 1981; 290:457-465].
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Candidate Match

A possible match between two or more DNA profiles discovered by CODIS software. A
qgualified DNA analyst from each affected laboratory must verify a candidate match. Candidate
matches must complete a confirmation process before being reported as a match or hit.

Candidate Profile
A DNA profile matching the target DNA profile (see target DNA profile)

Case Disposition

The final outcome (confirmed conviction, offender hit, forensm&@c .) of a criminal case aided
by CODIS.

Case Report
A report generated by a forensic laboratory docume e results of the analyses of the crime
scene evidence.

Casework Laboratory
A forensic DNA laboratory responsible fo rofiles developed from crime scene evidence.

CJIS-WAN

The FBI'sCriminal Justice hform t| V|cesW|de AreaNetwork that provides

communications network for the @gited States law enforcement community. Originally

designed to support the Inte Automated Fingerprint Identification System (IAFIS), the FBI
is expanding the scope ot IS-WAN to include all federal, state and local crime laboratories
participating in the Nat' A Index System.

CMF 0

Common Messag%’ﬁnat an ASCII text file format necessary for importing data into CODIS.

CODIS

The COmbined INA Index_§stem administered by the FBI. CODIS links DNA evidence
obtained from crime scenes, thereby identifying serial criminals. CODIS also compares crime
scene evidence to DNA profiles obtained from offenders, thereby providing investigators with
the identity of the putative perpetrator. In addition, CODIS contains profiles from missing
persons, unidentified human remains and relatives of missing persons.

There are three levels of CODIS: the Local DNA Index System (LDIS), used by individual
laboratories; the State DNA Index System (SDIS), used at the state level to serve as a state’s
DNA database containing DNA profiles from LDIS laboratories; and the National DNA Index
System (NDIS), managed by the FBI as the nation’s DNA database containing all DNA profiles
uploaded by participating states.
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CODIS Administrator

An employee of the laboratory responsible for administration and security of the laboratory’s
CODIS at a laboratory performing DNA analysis on forensic and casework reference samples.
This is also a defined role within the software.

CODIS Core Loci

The 13 autosomal DNA loci that are accepted and required by CODIS for a particular DNA

testing method. Currently the STR core loci are CSF1PO, D13S317,16S539, D18S51,

D21S11, D3S1358, D5S818, D75820, D8S1179, FGA, THO1, TP d VWA. D19S433,
D2S1338, Penta E and Penta D are accepted but not searchedo ey are NOT CODIS core loci.

CODIS Information Technology (IT) User

A government employee of a CODIS laboratory who h access to the CODIS system for
computer hardware/software and telecommunication tenance purposes but who is not
authorized to add, modify or delete DNA records mQODIS.

CODIS Custodian/Supervisor 6\
A member of the CODIS staff responsible% erseeing the CODIS system and all its functions
(also called “LDIS Custodian”). This pe{o Ifills the role of Casework CODIS Administrator
as defined by the FBI QA Standardf.\o

CODIS User

A government employee who; as login access to the CODIS system and is authorized to
read, add, modify or dele records in CODIS; or (2) is a qualified DNA analyst
responsible for produci profiles stored in NDIS. This is a defined role within the

software.
&0

CODIS User PIUY
A CODIS User who has also been granted the ability to edit the assigned analyst of a profile.
This is a laboratory-defined role within the software.

Contract Laboratory
A laboratory, usually in the private sector, that performs DNA analyses under contract to a
forensic laboratory.

Control Certification Form

This document certifies that the positive human DNA control(s) and the negative controls satisfy
the requirements established by NIST. One document must be completed and submitted
annually to the SDIS Custodian before DNA profiles can be uploaded into SDIS.
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Cold Hit

Two DNA profiles matching with no prior indication that the profiles are related.

Composite DNA Profile

A DNA profile generated by combining typing results from different loci obtained from multiple
injections of the same amplified sample and/or multiple amplifications of the same DNA extract.
When separate extracts from a given evidentiary item are combined prior to amplification, the
resulting DNA profile is not considered a composite profile. Unless there is a reasonable
expectation of sample(s) originating from a common source (e.g., ate vaginal swabs,
known reference samples, or a bone), allelic data from separat ctions from different
locations on a given evidentiary item should not be combine@a composite profile.

Convicted Offender @

The CODIS specimen category for a DNA profile ge d from any person who has been
convicted of a crime in federal, state, and/or Iocakﬁ/rvt where the applicable law permits
establishment of a DNA record for this person. York State, this is a person convicted of
one of the crimes listed in Executive Law, S€CWoN*995(7). Profiles in this specimen category are
stored in the CODIS index known as the ted Offender Index” (or Offender Index). As of
June 2006, all convicted felons in New ust give a sample to the database; as of October
2012, all those convicted in New Y & felony or misdemeanor must give a sample to the
database.

Convicted Offender Index
A Convicted Offender Inde ists of DNA records from offenders convicted of qualifying
state crimes and juveni quired by the relevant jurisdiction to provide DNA samples.

Convicted Offen g)

A forensic DNA | tory responsible for DNA profiles developed from Convicted Offender
samples. In New York State, this is the New York State Police Forensic Investigation Center in
Albany.

Convicted Offender Sample
A biological sample containing DNA that is collected from a designated convicted offender for
the purpose of DNA profiling.

Convicted Offender Profile

A DNA profile generated from a convicted offender sample. These DNA profiles are put into the
CODIS specimen category “Convicted Offender” and are stored in CODIS index known as the
“Convicted Offender Index.” These profiles establish an index of DNA identification records
that are searched for matches against the DNA profiles generated from crime scene evidence.
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Conviction Match

The DNA profile generated from crime scene evidence matches a DNA profile from a convicted
offender, but the offender has already been convicted of the crime for which that evidence was
collected.

Criminal Justice Agency

A criminal justice agency is an agency or institution of the federal, state, or local government,
other than the office of the public defender, which performs as part of«its principal function,
activities relating to the apprehension, investigation, prosecution, \@cation, incarceration,
supervision or rehabilitation of criminal offenders. For purposes rticipation in the National
DNA Index System, the DNA Identification Act of 1994 was ed by Public Law 106-546
to include the Secretary of Defense in accordance with 10 . 81565.

Criminal History Record $
Documents generated by DCJS that contain arreclBh ges, conviction, sentence, location and
identifying information of a convicted offender. r\

DAO Q
Stands for District Attorney’s Office. Th{glfone in each of the five boroughs of New York

City. O
Databank Coordinator s\

An employee or designee of t ision of Criminal Justice Services responsible for
administrative requirementw ed to the New York State DNA Databank.

DCJS Q

Stands for Divisi minal Justice Services. Acts as a liaison between local New York
laboratories and ew York State Police Laboratory. DCJS manages the program responsible
for collection of offender samples in New York State, handles requests to expedite samples and
database searches and handles legal requests for convicted offender information.

DCJS Match Letter

A letter generated by DCJS after a match between a forensic DNA profile and a New York State
Police convicted offender profile has been confirmed. The purpose of this letter is to notify the
laboratory of a confirmed match, provide case and agency information, the identity of the
offender, and current offender location.

The DCJS Match Letter is provided to the DAQO’s upon request.
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Deduced Missing Person

The CODIS specimen category for DNA profiles generated from examining reference samples
(for example, toothbrush, hair brush) of a reported missing person. Profiles in this specimen
category are considered reference samples and are stored in the CODIS Missing Person Index.
This index is searched and compared against the Relatives of Missing Persons Index and the
Unidentified Human (Remains) Index.

Detainee
The known sample from a non-United States (U.S.) person detain \%der the authority of the
U.S. and required by law to provide a DNA sample for analysis @ntry into a state/national
DNA database. 06

Detainee Index @

Detainee Index consists of DNA records from non-U tates (U.S.) persons detained under
the authority of the U.S. and required by law to pyfyidea DNA sample.

DNA Analysis Backlog Elimination Act '\
Authorized the collection of DNA samplesm ersons convicted of specified Federal Felony
offenses, certain District of Columbia COQ/i d offenders, and military offenders.

DNA Analyst s\o
An employee that has successfyfiwcompleted the laboratory’s training requirements for
casework, database, known work reference sample analysis; passed a competency test;

and entered into a proficie ting program in accordance with the FBI's Quality Assurance
Standards for Forensic ing or DNA Databasing Laboratories. This individual conducts
and/or directs the an of samples, interprets data and reaches conclusions. See also,

Interpreting Anal)éit, lified DNA Analyst.

DNA Databank

The New York State Identification Index (as used throughout Executive Law Section 995)
comprised of DNA profiles in the Convicted Offender index, the Forensic index and the Missing
Persons index.

DNA Identification Act
DNA Identification Act of 1994; 42 U.S.C. 814132, as amended by the DNA Analysis Backlog
Elimination Act of 2000, the Justice for All Act of 2004 and the DNA Fingerprint Act of 2005.
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DNA Profile

The genetic constitution of an individual at defined locations (also known as loci) in the DNA. A
DNA type derived from nuclear DNA typically consists of one or two alleles at several loci (e.g.,
short tandem repeat loci). The DNA type derived from mitochondrial DNA is described in
relation to the revised Cambridge Reference Sequence (Nature Genetics 1999, 23, 147). Also
known as a DNA type.

DNA Record A database record that includes the DNA profile as WE%S data required to
manage and operate NDIS, i.e., the Originating Agency Identifier serves to identify the
submitting agency; the Specimen Identification Number; and D rsonnel associated with the

DNA profile analyses. Q

Elimination Sample

A biological sample from a known individual (commo usband or consensual partner),
other than the alleged perpetrator or victim, whicl'(zaan lyzed for purposes of identifying those
portions of a forensic DNA profile attributable t(}% lleged perpetrator. This DNA profile for
this specimen categorgay be stored at the st%a d/or local levels but is not eligible for upload
to NDIS. Such samples are considered t% identiary.

Employee K

A person: (1) in the service of th a?f& ble federal, state or local government, subject to the
terms, conditions and rules of feg®al/state/local employment and eligible for the
federal/state/local benefits of e; or (2) formerly in the service of a federal, state, or local
government who returns ce in the agency on a part time or temporary basis. For purposes
of a vendor laboratory, ployee is a person in the service of a vendor laboratory and subject
to the applicable termgyrQonditions and rules of employment of the vendor laboratory.

Exact Match Y‘
An association bettveen two profiles (single-source, fully deconvoluted, partially deconvoluted,
or mixtures) that concludes that the two profiles, or components of the profiles, are the same.

Executive Law Article 49-B Section 995 P
revisions of New York State law establishing the Commission on Forensic Science and the DNA
Identification Index.

Expert System

The software program or set of software programs that interprets the data generated from DNA
analysis instrument/platform in accordance with the laboratory-defined quality assurance rules
and accurately identifies the data that does or does not satisfy such rules.
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Expungement

The deletion of a DNA profile at the state and/or national index levels in response to the
following: (1) a court order that has overturned a convicted offender’s conviction for a
qualifying offense; (2) a court order establishing that charges were dismissed or resulted in
acquittal, or no charges were filed within the applicable time period; (3) a death certificate or
other document indicating that human remains have been identified; (4) if the missing person
corresponding to the reference sample from a relative has been identified.

FBI \%

TheFederal Rireau of hvestigation is the federal agency authori @y the DNA Identification
Act of 1994 to issue quality assurance standards governing ic testing and DNA databasing
laboratories and to establish and administer the National dex System (NDIS).

Forensic DNA Laboratory @
Any forensic laboratory operated by the state or L%)f ocal government that performs forensic
DNA testing on crime scene evidence or materipls dérived from the human body for use as
evidence in a criminal proceeding or for pur[@s f identification (Executive Law section
995(2)).

Forensic DNA Profile K

A DNA profile generated from th té&@ of crime scene evidence. These profiles are from
persons whose identities are no&own with certainty and who left DNA at the scene of a crime
or whose DNA was carried a\/\%< m the scene of a crime. These profiles are put in the CODIS
specimen category “Foremnsi nown”. Profiles in this category are stored in the CODIS index
known as “Forensic ST ex”.

O

Forensic DNA Tegti
Any test that em(;%s techniques to examine DNA derived from the human body for purpose of
providing informatidn to resolve issues of identification (Executive Law section 995(2)).

Forensic Hit (FH)
CODIS case disposition when two or more forensic samples are linked; also called a case-to-case
hit.
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Forensic Index

A Forensic Index consists of DNA profiles originating from and associated with evidence found

at crime scenes. For example, evidence associated with a crime scene includes DNA that may be
carried away from a crime scene. The Forensic Index contains the specimen categories Forensic
Unknowns and Forensic mixtures; and at the New York State level, Low Copy Number samples.

Forensic Mixture

A specimen category in the CODIS software that is stored in the Forgnsic Index and originates
from a forensic sample (biological sample found at the scene of a that contains DNA
contributed from more than one source. 0

Forensic Match Letter
A letter from a laboratory documenting a confirmed F atch This letter provides
information regarding the investigating agency and o) r information (for solved cases).

Forensic Obligate Index

An index that contains the specimen categm@s ired Alleles, and contains six to nine loci,
searched at moderate stringency. Proflle(T/ index are only searched at SDIS, they have too
few alleles to be uploaded to NDIS.

N
Forensic Partial s\o

A specimen category in the CO software that is stored in the Forensic Partial Index and
originates from a single sourc fully deduced profile originating from a mixture) Forensic
Sample attributable to the e perpetrator with either locus or allelic dropout at any of the 13

core CODIS loci.
O

Forensic Partial |

A Forensic Partia%ﬁex consists of DNA profiles from forensic samples that do not
contain results for all 13 core CODIS loci and/or that may indicate a possibility of allelic
dropout.

Forensic SDIS Only Category

Formerly known as the Required Alleles category, this category contains samples which either
have <10 core loci, or do not meet the Match Estimation Utility threshold for the current
database size for NDIS, but which does meet the threshold for current database &ze N

SDIS. A minimum of 6 core loci must be present in specimens submitted to this category.
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Forensic SDIS Only Index

An index at New York SDIS which contains crime scene evidence not eligible for NDIS, and

will be uploaded no higher than SDIS. There are three main reasons a profile would not be
eligible for NDIS; (1) the profile is between 6-9 loci and therefore not enough loci for NDIS; (2)
the profile has 10 or more loci, cannot meet the Match Estimation Utility threshold at the current
database size for NDIS, but can meet the threshold for the current database $meSNIS; or

(3) the profile was generated using LCN methods. It is highly recommended that obligate alleles
are marked when appropriate for more stringent searching of partial and mixture profiles. The
Forensic SDIS Only Index contains two specimen categories: the sic SDIS Only category
and the Low Copy Number category. 0

Forensic STR Index
The CODIS index that contains forensic DNA records. §®

Forensic Sample

A biological sample originating from and associ |th a crime scene. For example, a sample
associated with a crime scene may include Q le that has been carried away from the crime
scene.

Forensic Unknown K

The CODIS specimen category for sic DNA profiles generated from the testing of crime
scene evidence. Profiles in this cimen category are stored in the CODIS index known as
“Forensic STR Index.” @

*

Heteroplasmy \

The occurrence of m@m one mitochondrial DNA profile (mitotype) arising from a particular
tissue(s) within aQ inQ tdual; exhibiting more than one base at a particular nucleotide position.
High Stringency

The number of alleles and the corresponding allelic values are the same between two DNA
profiles at a given locus.

High Stringency Match

All alleles at all loci match at high stringency. A confirmed match between two or more DNA
profiles. Hits can occur at or between any level (local, state and national) in the CODIS
hierarchy. Hits can be a Forensic Hit, an Offender Hit, an Arrestee Hit (some states), or a
Detainee Hit (Federal).
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Homopolymeric Regions
The occurrence of variable lengths of the same nucleotide in a length of mtDNA (i.e. CCCCCC),
these generally occur around the region of 16183-16193 in HV1 and 303-309, 311-315 in HV2.

Hypervariable Region |
A segment of increased variability in the mitochondrial DNA control region; the common
nucleotide positions used in forensic mtDNA typing are 16024 to 16365.

Hypervariable Region II \%
A segment of increased variability in the mitochondrial DNA co @egion; the common
nucleotide positions used in forensic mtDNA typing are 73 tg

Identification Aided @

Similar to Investigation Aided; counted for a pedigre or direct match which leads to either
an “ID Confirmed” or “ID Pending” disposition. T Bl*uses this metric to track the
effectiveness of the database program. r\

Identification Confirmed Q

ID confirmed. Disposition in CODIS wh ndividual is identified and confirmed; metadata

and other information such as a co 6 e death certificate support the confirmation of the
identification. g\

Identifying Information

Information on a Convict der s personal characteristics and ID numbers, e.g. name,
NYSID#, DOB, SS#, e ntifying Information is prohibited in CODIS.

Identification Pendm@pendmg
A disposition in when an individual’s identification is still in the process of being
confirmed.

Index Offense
An offense defined in Executive Law Section 995, conviction of which determines eligibility for
inclusion in the State DNA Databank.

Indictment
A formal written accusation originating with a prosecutor and issued by a grand jury against a
party charged with a crime.
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Interpreting Analyst
Forensic Biology analyst responsible for interpreting the DNA results in a case. Interpreting
Analysts are CODIS analysts.

Investigating Agency
See Submitting Agency.

Investigations Aided (1A)

A criminal investigation equates to a case, which equates to a su on to a laboratory. An
investigation aided for a casework laboratory is the number of submitted to the lab that
were assisted by CODIS. Investigations aided = Investigati@sisted = Cases aided = Cases

assisted.
s

Juvenile

The known sample from a juvenile (as that term i(ﬁfi d by the relevant jurisdiction) who is
required by state law to provide a DNA sample [Qr a#alysis and entry into a state DNA database.
The DNA profile for this specimen category Qo d in a Convicted Offender Index.

Keyboard Search

A manual search of CODIS initiate ODIS user. In SDIS or NDIS the search is initiated
by the SDIS or NDIS Custodian. _In the search is done by a member of the CODIS group.
Keyboard Search Request g{

A request from an agency eyboard search of the DNA Databank at LDIS, SDIS or NDIS.
This letter includes all \information relating to the DNA profile, the requesting agency and
certification of the cor&llues.

Keyboard Search?&ulﬂ_etter
A letter from the Databank Coordinator documenting the results (match/no match) of the

Keyboard Search.

Known Sample

Biological material whose identity or type is established. Examples of known samples would be
a buccal specimen from a victim or suspect; or a sample contributed by the close biological
relative of a missing person.

Laboratory

A facility: (1) employing at least two full time employees who are qualified DNA analysts; and
(2) having and maintaining the capability to perform the DNA analysis of forensic and/or
casework reference samples at that facility.

Controlled versions of Department of Forensic Biology Documents only exist electronically on the
Forensic Biology network. All printed versions are non-controlled copies.



FORENSIC BIOLOGY CODIS MANUAL

1.0 CODIS TERMS AND ABBREVIATIONS

DATE EFFECTIVE LAST REVISED APPROVED BY PAGE
03-24-2010 10-07-2013 MARIE SAMPLES 14 OF 28
LAB-TYPES

A database which contains DNA profiles from Department of Forensic Biology staff, known
contaminant DNA profiles, and other DNA profiles from known individuals (such as janitorial
staff or crime-scene and laboratory personnel from NYPD).

LDIS
The Local DNA Index §stem contains the DNA records selected from LDAS for searching for
DNA matches and (for those eligible) for inserting into higher level (S®1S and NDIS) CODIS

indexes.
\{b

LDIS Only Index

An index in LDIS which contains forensic profiles deemed@ible for SDIS and/or NDIS.
Examples include profiles from suspects’ persons, or s rom guns seized via search
warrants.

Legal (sample) (b

The known reference sample from a person s& DNA sample is collected under applicable

legal authorities provided that DNA samp are voluntarily submitted solely for elimination
purposes shall not qualify as a Legal spgcin¥n. An example of a Legal specimen is a sample
collected from a person found not gui reason of insanity who is required by the relevant

state law to provide a DNA sample alysis and entry into a state DNA database. The DNA
profile for this specimen categor%stored in a Legal Index.

Legal Index . AQ
A Legal Index consis(t)s@&l records of persons whose DNA samples are collected under
DS,

applicable legal auth

LINKAGE &

The Paradox DNKatabase used to search preliminary DNA results for case links. LINKAGE
contains both casework non-mixture profiles (or deduced) forensic DNA profiles generated from
casework and DNA profiles from suspects developed during the course of criminal
investigations. As of October 2013, no further samples are being added to it however it is still
available for searching as before.

LINKAGE User

A laboratory employee who: (1) has login access to the LDAS/LINKAGE system and is
authorized to read, add, modify and/or delete DNA records in it; or (2) is a qualified DNA
analyst responsible for producing DNA profiles stored in LDAS/LINKAGE.
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Low Copy Number or Low Template DNA Analysis

As defined by NDIS, based upon a laboratory’s internal validation, any DNA typing results
generated from limited quantity and/or quality DNA template using conditions that have
demonstrated increased stochastic effects are defined as Low Template or Low Copy DNA
analyses. The stochastic effects which may be observed in DNA samples subjected to these
conditions include allelic drop-in or drop-out, increased stutter and increased intra-locus peak
height imbalance. When used to analyze limited quantity and/or quality DNA template below the
stochastic thresholds, Low Template or Low Copy DNA conditions include the following:
additional amplification cycles, post-amplification purification, red action volume,

injection enhancement by increased voltage or time, and neste$

Low Copy Number specimen category
A specimen category existing at the Department of For @Blology LDIS and at New York

State SDIS for the purpose of uploading and searchi files generated using low copy number
(amplification) techniques. Such profiles are not jblé for NDIS. This category is a member
of the Forensic SDIS Only Index. r\

Low Copy Number Profile

Forensic Unknown composite profile e been analyzed using extra cycles during
amplification. These samples are §n the Low Copy Number Specimen Category in the
Forensic Index.

Low Stringency gé
For a given locus, an alleli for one allele from one profile is the same as an allelic value
for one allele from ano ofile.

Low Stringency Ma 0
At least one locu ches at low stringency.

Marked/Unmarked Profile

Marked profiles in Specimen Manager are profiles selected for upload to SDIS. Unmarked
profiles are those profiles deselected for upload to SDIS. Pattern (a local legacy index), the
LDIS Only index, and suspect profiles are unmarked by definition.
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Match A match occurs when CODIS makes an association between two or more DNA profiles
and a confirmation is performed by designated laboratory personnel from each affected
laboratory. At the Casework Laboratory and for the purpose of match evaluation, a high
stringency match at all loci may be reviewed and evaluated by an individual who is currently or
was previously a qualified DNA analyst. At the Casework Laboratory, a match at any loci at less
than high stringency shall be reviewed and evaluated by a DNA casework analyst currently
qualified in the technology being reviewed.

Match Confirmation \?

The process of determining if a potential candidate match gene y CODIS or other database

software is a true match and should be reported to the invesji g agency.
Match Estimation Utility @
A module within CODIS Popstats which estimates th ber of moderate matches a profile

will generate in a database of a given size N (b

Match Manager %}

Match Manager (MatchMan) is the CODI&]’Efg le that allows for the managing and sorting of
matches discovered through the use of EOMS. Matches are added to Match Manager by the
Searcher and Autosearcher progragw\b

Match Report
Electronic report generated b IS when a potential candidate match is made by CODIS
software. N

N\
Match Stringency §
The actual locus-le ingency (low, moderate or high) for a match. The match stringency for
the match betwe%o DNA profiles is determined by the lowest locus-level stringency for all
loci of the match. A Match Stringency is used to establish whether or not two DNA profiles are
identified as matching. The CODIS software supports three Match Stringency levels: low,
moderate, and high. Low stringency matches occur when one or more alleles match between the
target and candidate profiles at a given locus. Moderate stringency matches require all alleles to
match, but the target and candidate profiles can contain a different number of alleles. That is, if
the target profile has three alleles and the sample profile has two, then two alleles must match.
High stringency matches require all alleles to match.
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Maternal Relative

The known reference sample voluntarily provided by a maternal biological relative who is not a
mother, child or sibling of a reported missing person. The DNA profiles for this specimen
category are stored in the Relatives of Missing Persons Index. These DNA profiles are removed
once the individual for whom the samples were submitted has been identified or if the individual
voluntarily providing the reference sample has been identified. This is also a disposition that can
be used in CODIS to describe a mtDNA match.

Methodology %

The term used to describe the analytical processes and proced @Jsed to support a DNA typing
technology: for example, extraction methods (manual vs. au d), quantitation methods (slot
blot, fluorometry, real time), typing test kit and platform (c electrophoresis, real-time gel
and end-point gel systems). g%

Mis-match (search) (b]

A parameter within Searcher and AutosearcherNgh‘; allows for one locus of a profile being
searched to match (or not) below the string Ievel being searched, and still return the result as
a match. For instance, during a moderate(T( h, if all but one locus with entered alleles, in the
two profiles being compared, match at ngodéfate or high stringency, one locus which is either a
low stringency match or not a matc will be displayed. Searches allowing one mis-match
are performed at LDIS and SDIS; t rpose is to identify offender and forensic matches in

spite of a possible typographical@sinterpretational error at one locus of any given profile. If

this parameter is set to “zero” the match must occur with no mis-matches at the selected
stringency in order to be by the search.

N\
Missing Person Q\?
The known refer ple of an individual reported missing, voluntarily provided by a relative
or the person Wh%ﬁd the missing person report. The source of the DNA has been verified as
originating from th@ missing person and is stored in the Missing Persons Index.

Missing Person Index
A Missing Person Index consists of DNA records of missing persons and deduced missing
persons.

Mitochondrial DNA

A small circular piece of DNA found outside the nucleus in most cells and generally involved in
the production of proteins responsible for energy production in the body. It is inherited
maternally.
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Mitotype

A mitochondrial DNA profile consisting of a listing of nucleotide sequence differences from a
standard reference sequence; typically the Cambridge Reference Sequence (CRS) or revised
Cambridge Reference Sequence (rCRS). The mitotype will vary depending upon the length of
the sequence detected.

Moderate Stringency

For a given locus, a minimum number of common alleles and the cogesponding allelic values
must be the same between two profiles. The minimum number is ined by the profile with
the fewest alleles. This is the standard search stringency. 0

Moderate Stringency Match
A match between two DNA profiles in which the locus-I @tringency match for all the loci of
the match was either at moderate or high stringency: ci matched at low stringency.

NamUs '\rb
National Missing and Widentified Personsyst%; ey maintain a website with sections for
missing persons, unidentified persons, andT/ imed persons. Contains information relevant to
missing persons DNA work.

O

National Gime Information Ganteb

NCIC Miscellaneous Field @

The designated free texiAekl iIn NCIC where identifying information as to the location where
DNA profiles have be oduced may be placed. This field should also be used to enter
information when‘a Q Idate DNA sample does not yield a DNA profile.

NCIC Unidentified Person File

The file in NCIC containing records for unidentified deceased persons; persons of any age who
are living and unable to ascertain their identity; unidentified catastrophe victims; and body parts.
For CODIS purposes, the DNA profile for unidentified persons in the Unidentified Human
Remains Index is related to records in the NCIC Unidentified Person File.

NCMEC
National Genter for Mssing and Kploited Children. Relevant for missing persons work.
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NDIS

The National DNA Index §stem. NDIS is one component of CODIS - the national and highest
level index containing the DNA records contributed from participating federal, state and local
laboratories. NDIS is administered by the FBI in accordance with the provisions of the DNA
Identification Act of 1994, as amended.

NDIS receives DNA records from every lower level index and supports the searching functions
of CODIS. These DNA records are comprised of forensic DNA profilgs, convicted offender
DNA profiles, arrestee DNA profiles, DNA profiles from missing p and relatives, and
anonymous DNA profiles contributed to a population databaseO

NDIS Standards for Acceptance of DNA Data

The document prepared by the FBI specifying the requ ts for DNA data to be accepted for
searching and storage at the National level. These e reviewed by CODIS analysts
annually, and currently consist of a web-based trqug ollowed by a quiz.

Negative Amplification Blank 9'0\
A negative control sample containing ampfi n reagents without added DNA, used to detect
DNA contamination of the amplificationﬁa nts during testing.

Negative Control s\o
A specimen included in a batch ecimens which, when tested using DNA testing methods,
should yield negative test res

B\
Negative Reagent Bla \
A negative control sa containing all testing reagents without added DNA which is used to
detect DNA cont$’~ ¥On of any reagent during testing.

NIST
Stands for the Btional Institute of $andards and echnology.

No Match
CODIS case disposition for a moderate stringency candidate match between two cases that are
not a true match.

No Suspect Case

1. A case with no suspect listed. This is determined by checking all paperwork associated with
the evidence submission and case contacts.

2. A case in which DNA testing has been conducted and the listed suspect(s) have been
excluded.
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NYPD
Stands for the New York (City) Police Department.

NYS Administrator
The New York State Administrator is responsible for the oversight and approval of CODIS
functions at the state level. This includes supervising the SDIS custodian.

NYS DNA Databank

The New York State Identification Index as used throughout Exec \@_aw Section 995, which
is comprised of DNA profiles in the Offender STR Index, the F@ STR Index, the
Unidentified Humans Index, the Missing Person Index and t% atives of Missing Persons

Index.
s

NYSID Number

The New York Sate Identification Number. A uniq urhber assigned to a person upon
fingerprinting. NOTE: This number is only applx to New York State Convicted Offenders;
other states have their own identifiers for offéreers and arrestees.

Obligate Allele (1/
See “Required Allele”. s\o&

Offender

An individual who is required tute to submit a sample for DNA analysis and databasing.
The term “offender” includ viduals who are convicted or arrested for a crime or juveniles
adjudicated delinquent offense and required by state or federal law to provide a DNA
sample for analysis a abasing.

Offender Duplica%*
CODIS case disposition when the same offender matches a case more than one time due to
duplicate testing of the offender. This also serves as a quality control of the database.

Offender Hit (OH)

CODIS case disposition when a DNA profile generated from crime scene evidence in an open
case (case with no conviction) matches a convicted offender profile (or arrestee) at SDIS or
NDIS.

Offender Laboratory

The laboratory responsible to NDIS for a DNA profile developed from a sample provided by a
known offender. The offender laboratory for the State of New York is located at and
administered by the New York State Police Laboratory.
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Offender Match Letter

A letter from NYS DCJS (for state convicted offender matches) or the offender lab (offender
matches at NDIS) documenting a confirmed Offender Match. Provides the offender’s identifying
information and the investigating agency. It is used by the agency investigating the case to obtain
a court order to acquire another biological sample from the convicted offender for comparison to
crime scene evidence.

ORI
Stands for Omginating Agency tlentifier. Unique laboratory identific umber that
associates a specimen with a particular laboratory (OCME - N@ 1K).

Other (pattern)

A legacy CODIS specimen category that the Departme orensic Biology used for forensic
DNA profiles generated from the testing of crime sce dence that were known to match
other forensic DNA profiles in the LINKAGE and/m's)bDl databases; one of which had already
been uploaded to the upper levels of CODIS. 1)’30 (pattern) profiles were unmarked for upload
to SDIS and were only searched in LINKAG@ r LDIS.

V

Ownership
Ownership occurs when any of the{o\@ﬁng criteria are applicable:
[

(1) The originating laborat Il use any samples, extracts or any materials from the

vendor laboratory for urposes of forensic testing (i.e. a vendor laboratory prepares
an extract that wil alyzed by the originating laboratory);
(2) The originatin ratory will interpret the data generated by the vendor laboratory;
(3) The originati boratory will issue a report on the results of the analysis; or

(4) The ori aboratory will enter or search a DNA profile in CODIS from data
generatqe% the vendor laboratory.

Forensic Biology takes ownership of CODIS specimens submitted by other agencies for testing
at OCME, for instance Unidentified Human Remains that were received for mitochondrial DNA
testing.

Partial Match

An association between two single-source (clean or fully deconvoluted profiles), showing
similarities but short of an exact match, that suggests that the source of an evidentiary profile is
potentially a relative of the source of the other, partially matching, profile. Partial matches are
inadvertent, and may be found at the local, state, or national levels (through comparison at the
bench, LINKAGE, or CODIS searches).

Controlled versions of Department of Forensic Biology Documents only exist electronically on the
Forensic Biology network. All printed versions are non-controlled copies.



FORENSIC BIOLOGY CODIS MANUAL

1.0 CODIS TERMS AND ABBREVIATIONS

DATE EFFECTIVE LAST REVISED APPROVED BY PAGE
03-24-2010 10-07-2013 MARIE SAMPLES 22 OF 28

Paternal Relative

The known reference sample voluntarily provided by a paternal biological relative who is not a
father, child or sibling of a reported missing person. The DNA profiles for this specimen
category are stored in the Relatives of Missing Person Index. These DNA profiles are removed
once the individual for whom the samples were submitted has been identified or if the individual
voluntarily providing the reference sample is determined not to be related to the missing person.

Pedigree Tree (Index)
The Pedigree Tree Index consists of DNA records of relatives an %ses of missing persons
that are associated with a Pedigree Tree. 0

Pending
A CODIS disposition choice used temporarily while aw&} @he final results from a confirmed
match from the investigating agencies.

Perpetrator (b

The individual who commits a crime. The idghty 6f the perpetrator may or may not be known

to the police. (1/

Personally Identifiable Information K

Information that includes, but is not d to, names, dates of birth, and social security numbers
used to identify individuals. PergdgQally identifiable information does not include information
derived from the examination DNA sample.

*

Platform \
The type of analytical m utilized to generate DNA profiles such as capillary electrophoresis,
real-time gel, an*en@- int gel instruments or systems.

Positive Human DNA Control
A known reference DNA sample traceable to the NIST standard reference material for which the
DNA profile is known, and is used to demonstrate the acceptable performance of a DNA test.

Popstats
CODIS program available within the CODIS software to perform statistical calculations using
the FBI population databases.

Privacy Act
Regulation which determines what information can be entered into CODIS in order to protect the
rights of the individual.
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Proficiency Testing

A quality assurance measure used to monitor performance and identify areas in which
improvement may be needed. Proficiency tests may be classified as: (1) An internal proficiency
test, which is produced by the agency undergoing the test. (2) An external proficiency test, which
may be open or blind, is a test obtained from an approved proficiency test provider

Qualified Auditor
A current or previously qualified DNA analyst who sagcessfully completed the FBI DNA
Auditor’s training course.

Qualified DNA Analyst 0

A DNA analyst who has satisfied and continues to satisfy experience, education, training,
proficiency testing and continuing education requireme he FBI Director’'s Quality
Assurance Standards (Standards 5 and 13), issued i rdance with the DNA Identification Act
of 1994, as well as successful completion of a qugijfying test prior to beginning casework or
databasing responsibilities. y\

In the Department of Forensic Biology a d DNA Analyst is defined as an Interpreting
Analyst who is a Criminalist Il or higher@e eeting the above requirements.

Quality Assurance s\o
Those planned or systemic acti necessary to provide adequate confidence that a product or
service will satisfy given requi ts for quality.

Quiality Control \
The day-to-day opera'@ﬁtechniques and activities used to fulfill requirements of quality.

Ranks Y‘
Associations made in CODIS from Relatives of Missing Persons in a pedigree tree to
Unidentified Human Remains. The cases are ranked in joint pedigree likelihood ratio order.

Reference sample

A casework reference sample is biological material obtained from a known individual and
collected for purposes of comparison to forensic samples. Also known as an exemplar or known
DNA sample.

Relatives of MissingPerson (Index)
Consists of DNA records from the biological relatives of individuals reported missing.
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Requesting Laboratory
A laboratory that sends a request to the SDIS or NDIS Custodian to search SDIS or NDIS.

Required Allele

Specific designated alleles of a specimen are required to match in order for CODIS to declare a
match. Required alleles are attributable to the perpetrator in a mixture, and are designated with a
“+.” Only one allele per locus can be so designated.

Required Alleles Specimen Category \%

A specimen category of forensic unknowns and/or forensic cat @mixtures which can have up
to one allele marked as an obligate, per locus. Samples in thi egory are only searched at
LDIS and SDIS, not NDIS. As of October 2013 this categ s renamed to Forensic SDIS

Only. ;
Revised Cambridge Reference Sequence (rCRsrrbi
A revision of the standard sequence (CRS) use& itochondrial DNA typing.

“Scientific Reason” (19
A statement that supports a search using feWer than the required minimum of STR loci at the
state or national level, such as the @nt presence of mixtures, sample degradation or limited

sample availability. 6

SDIS

The Sate DNA Index S'sterq% State’s repository of DNA records under the control of state
authorities. SDIS is typi the central point of contact between all New York State local labs
and NDIS. (See also icted Offender Laboratory).

SDIS Custodian Z“

An employee or designee of the New York State Police responsible for, among other duties,
maintaining SDIS, fulfilling technical requirements of CODIS and proper operation of the
computer hardware on which the DNA Databank resides.

Search
A method for comparing target and candidate profiles to see if any match.

Search Stringency Parameters

Allows the user to define the number of alleles per locus that the target profile and candidate
profile must have in common. It is a user-defined setting that is used as a filter to report locus
matches of equal or higher stringency (see Low Stringency, Moderate Stringency, High
Stringency).
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Search Results
After CODIS determines that two or more DNA profiles match, an electronic report is generated
by CODIS and is distributed to the laboratories responsible for the matching profiles.

Searcher
Searcher is an application within the CODIS suite of software products. It provides a means of
locating specific DNA profiles by searching the profiles within the CODIS indexes for potential

matches to a target DNA profile. ®\%

Specimen/Sample
The biological sample (for example, blood, semen or epitheli s) that is the object of DNA
analysis for purposes related to forensic identification or s@t al population sampling.

Specimen Category %

Used to classify a DNA profile and determine int iclt index a specimen can be transferred.
For example, unidentified person, forensic unkw nd low copy number categories will be
inserted into the Forensic index.

Specimen ID (1/

Identification number associated wijh A profile entered into the CODIS system. Specimen
ID numbers must be unique and ca no longer than 24 characters. The OCME Department of
Forensic Biology uses a standarg™ormat which is explained in section 4.1 of this manual.

Specimen Manager N @

Specimen Manager (Swg&an) iIs a CODIS module that provides a simplified, central interface
for managing specimm NA records). In SpecMan, views of specimens can be created using
different criteria, iseﬁ ns can be marked/unmarked for upload and uploads can be sent.
Spouse

The known reference sample voluntarily provided by a presumptive parent of a common child.
The DNA profiles for this specimen category are stored in the Spouse Index. The DNA record of
a spouse shall be removed if the missing person corresponding to this reference sample has been
identified.

Spouse Index
A Spouse Index consists of the DNA records of a presumptive parent of a common child of a
missing person.
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Statute of Limitation

A statutory provision which sets forth the maximum period of time that can lapse after a criminal
act occurs for it to be taken to court. If that maximum time period passes and the perpetrator has
not been formally charged for the criminal act, then he or she never can be.

Stringency
Stringency levels define the number of alleles that must match in order to produce a match (low,

moderate, or high).
N
O

Subject Index

An Index in the State DNA Database that contains samples f onvicted offenders seeking
early release from prison or parole, probation instead of p a plea bargain to a lesser offense
or those participating in the Department of Correctiona es’ discretionary program that
results in early release of the offender into the comm@

Submission Form

The DNA Databank Specimen Submission I"u h|s form, which contains the bar code
number of the offender’'s sample, is submf% the convicted offender laboratory along with
the offender’'s DNA sample. This for s the offender’s identifying information, and the
facility responsible for the sample c?\

Submitting Agency
The agency that submitted evj e to a forensic DNA crime laboratory. The submitting agency
is responsible for investigaﬁ@ imes.

Suspect Q

An individual wh tity is known to the police and who is alleged to be the perpetrator of a
crime. Exemplar ected from a suspect, such as blood or buccal specimens, or pseudo-
exemplars such as’cigarette butts or soda bottles, received in the laboratory for DNA comparison
purposes, are considered evidentiary.

Suspect Case
1. A case in which DNA testing has been conducted and the listed suspect(s) have been included.
2. A case with a suspect listed and no DNA analysis has been performed to exclude them.

Target DNA Profile

A target profile is a DNA profile for which you are trying to find a matching DNA profile. This
profile is submitted by a criminal justice agency for the purpose of searching against DNA
profiles maintained by SDIS and NDIS which could match an indexed DNA profile.
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Technical Leader
An employee who is accountable for the technical operations of the laboratory and who is
authorized to stop or suspend laboratory operations.

Technology
The type of forensic DNA analysis performed in the laboratory, such as RFLP, STR, YSTR, or
mitochondrial DNA.

Unidentified Human (Remains) Index %
Consists of DNA records from recovered living persons (for exa . children who can't and
others who can’t or refuse to identify themselves), and recov, ead persons (including their

body parts and tissues) whose identities are not known. @

Unidentified Person

The DNA profile developed from the recovered d%s d (including body parts and tissue) or an
individual who is unidentified (for example, chil ho can’t and others who can’t or refuse to
identify themselves). The DNA profile for thi etimen category is stored in the Unidentified

Human (Remains) Index. (1/
Upload
The transfer of electronic data from,a r level of CODIS (LDIS or SDIS) to an upper level

(SDIS or NDIS).

User 6

Personnel who have login @s to CODIS and/or qualified DNA analysts who are responsible
for producing the DNA S stored in NDIS.

User Defined 1, 3&0
CODIS case disp§ghttons that can be defined by the user in the event that the others are not
appropriate.

User Defined 1 is used when OCME tests and enters a sample into the database that was
previously tested and entered by another lab. Typically, this occurs in missing persons cases
where OCME performs not only STR but mitochondrial testing as well.

User Defined 2 is generally used when a forensic sample hits an additional sample taken from
the same offender which the forensic sample had hit previously. This is defined by agreement
among all the NY labs.
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User Defined 3 is generally used when a forensic sample hits a known sample at SDIS which
turns out to be a victim, witness, consensual partner or other elimination sample which was
unable to be obtained for in-house testing. Forensic samples involved in matches/hits of this
type are then removed from the database. This disposition is also the “catch-all” for all other
uncommon match resolutions. This disposition is defined as needed by the LDIS lab upon
concurrence by SDIS.

Use and Dissemination Agreement

An official document allowing the transfer of Databank informatio one agency to another.
This document contains requirements for the confidentiality anddig®emination of DNA
information and procedures for laboratories participating in nd NDIS.

Waiting for More Data @

Disposition in CODIS. Additional testing may be ne confirm or refute the match or rank.
This may or may not be possible; therefore this c ehd up being a “final” disposition for a
match, however this is not optimal. r\

Warm match/hit Q

example is when DNA profiles from,s | cases match that were submitted to the laboratory as

A warm match occurs when CODIS DN? prefiles match based on prior knowledge. A typical
a pattern, or when a suspect exem ubmitted for a particular case matches that case.
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Forensic Biology CODI S Overview

The Department of Forensic Biology will enter DNA profiles from evidentiary items into
LINKAGE and LDIS in accordance with departmental, New York State and FBI CODIS
procedures. These profiles will be compared to DNA profiles from other Forensic
Biology cases. The information in LDIS must either be eligible for entry into the New
York State SDIS or be unmarked for upload (such as pattern or suspect profiles).

The primary requirement for a DNA profile to be entered in S and NDIS is that it
be from an item of evidence that reasonably could be ex d to contain the alleles of
the perpetrator. To attempt to eliminate the possibilit alleles being from the
victim or other non-perpetrator, there must be a go h effort to obtain the necessary
victim exemplars or other elimination samples. appropriate, at least one such
effort should be made and documented in the record (e.g., NYPD paperwork,
communication log, etc.) (b

NOTE: DNA profiles are eligible for LQSOA E and/or LDIS only if a crime has been
committed. If a case has been deeﬁI{ be unfounded by the NYPD, no DNA profile
generated in that case is eIigibIe{r try.

Forensic DNA profiles in D&\Q be compared to all other forensic DNA profiles in
LDIS. After upload to SD¥3ythey will be compared to profiles contained within the New
York State SDIS. Tho A profiles eligible for NDIS will be uploaded to NDIS and
compared to profile% n NDIS.

Candidate mat@vill be subjected to a confirmation process, including review of the
associated.c e(s) and data. After a forensic-forensic, forensic-offender, forensic-
arrestee, %nsic-suspect match has been confirmed, the New York City Police
Department*and the appropriate District Attorney’s Office(s) will be notified.

Missing persons candidate matches will be subjected to a confirmation process, including
review of the associated case file(s) and data. After the match has been confirmed, the
Medical Examiner of record and the OCME Identification Unit will be notified.

The Department of Forensic Biology will track the usefulness of the CODIS databanking
program with the assistance of the Office of the Criminal Justice Coordinator, Offices of
the District Attorney and the New York City Police Department.
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Combined DNA Index System (CODIYS)

COmbined DNA Index System (CODIS) is the Federal Bureau of Investigation Program
that refers to the entire system of DNA indexes (convicted offender index, forensic index,
etc.). CODIS is a hierarchy of DNA databases from forensic laboratories around the
United States maintained at the Local, State and National levels. It contains DNA
profiles of individuals previously convicted of serious crimes as well as forensic DNA
profiles (collected from items of evidentiary value). Suspect pgefiles may be maintained
and searched at the local level only. Its function is to ident] A matches between
convicted individuals and forensic DNA profiles as well a matches between
forensic DNA profiles. As of January 2003, all 50 sta erto Rico, Guam and 2
federal labs participate in CODIS. The goal of CO js*'to provide investigative
assistance to law enforcement investigators ir@

Forensic Biology L ocal DNA Analysis S}/S'Q(b DASor LINKAGE)

The Department of Forensic BioIoW@tains a Local DNA Analysis System (LDAS or
LINKAGE). This is a Paradox databa®€ of DNA profiles generated during the analysis of

cases. LINKAGE does not mixed profiles or DNA profiles from convicted
offenders. It does contain D ofiles from suspects identified during the investigation
of offenses. LINKAGE is gMintained separately from the CODIS software. Its function
is to identify potential | its quickly before case completion so that these cases may

be expedited. A

Seealso Secticz@\

CODIS LOX| DNA Index System (LDIYS)

The CODIS Local DNA Index System (LDIS) contains forensic DNA records selected
from LINKAGE as well as forensic mixture profiles, missing person profiles, and
relatives of missing person profiles. LDIS may contain suspect profiles, which are not
eligible for SDIS or NDIS. One function of LDIS is to search for DNA matches
involving mixture profiles (not previously identified in LINKAGE) as well as those
matches already identified through LINKAGE. It also serves to select eligible profiles
for submission to the higher levels of the CODIS hierarchy.

See also Section 4.5.
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2.5

2.6

2.7

CODI S State DNA Index System (SDIYS)

The CODIS State DNA Index System (SDIS) contains the DNA records from all local
DNA laboratories within the state. SDIS is the next level after LDIS in the CODIS
hierarchy. It is the state’s repository of DNA identification records and is under control
of state authorities. In New York, the SDIS is maintained by the New York State Police
Forensic Investigation Center. In most states, including New York, SDIS has a Forensic
index and a Convicted Offender index. SDIS typically serves%the central point of
contact for the state and for access to NDIS. %

CODI S National DNA Index System (NDIS) ®Q

The CODIS National DNA Index System (NDISMNS the FBI-administered centralized
system of DNA identification records contr'pe)ie by all state and local participating
laboratories. NDIS is the highest level i ODIS hierarchy and receives records from
every lower level and supports the se@i function of CODIS.

Next-Generation CODIS, (C I@Sl and CODIS?7)

Persons cases. It also ree levels (local, state and national). It contains DNA (STR

and mitochondrial) om missing persons, unidentified remains, and relatives of

missing person@ IS 6.1 replaced CODIS+mito in 2009. CODIS 7 replaced CODIS
1

The Next-Generation C&system is the analogous database system for Missing

6.1 in Decemb

?S
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Forensic Biology CODI S Overview

The Department of Forensic Biology will enter DNA profiles from evidentiary items into
LINKAGE and LDIS in accordance with departmental, New York State and FBI CODIS
procedures. These profiles will be compared to DNA profiles from other Forensic
Biology cases. The information in LDIS must either be eligible for entry into the New
York State SDIS or be unmarked for upload (such as pattern or suspect profiles).

The primary requirement for a DNA profile to be entered in S and NDIS is that it
be from an item of evidence that reasonably could be ex d to contain the alleles of
the perpetrator. To attempt to eliminate the possibilit alleles being from the
victim or other non-perpetrator, there must be a go h effort to obtain the necessary
victim exemplars or other elimination samples. appropriate, at least one such
effort should be made and documented in the record (e.g., NYPD paperwork, case

contacts, etc.) (b

NOTE: DNA profiles are eligible for LQSOA E and/or LDIS only if a crime has been
committed. If a case has been deeﬁI{ be unfounded by the NYPD, no DNA profile
generated in that case is eIigibIe{r try.

Forensic DNA profiles in D&\Q be compared to all other forensic DNA profiles in
LDIS. After upload to SD¥3ythey will be compared to profiles contained within the New
York State SDIS. Tho A profiles eligible for NDIS will be uploaded to NDIS and
compared to profile% n NDIS.

Candidate mat@vill be subjected to a confirmation process, including review of the
associated.c e(s) and data. After a forensic-forensic, forensic-offender, forensic-
arrestee, %nsic-suspect match has been confirmed, the New York City Police
Department*and the appropriate District Attorney’s Office(s) will be notified.

Missing persons candidate matches will be subjected to a confirmation process, including
review of the associated case file(s) and data. After the match has been confirmed, the
Medical Examiner of record and the OCME Identification Unit will be notified.

The Department of Forensic Biology will track the usefulness of the CODIS databanking
program with the assistance of the Office of the Criminal Justice Coordinator, Offices of
the District Attorney and the New York City Police Department.
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2.3

24

Combined DNA Index System (CODIYS)

COmbined DNA Index System (CODIS) is the Federal Bureau of Investigation Program
that refers to the entire system of DNA indexes (convicted offender index, forensic index,
etc.). CODIS is a hierarchy of DNA databases from forensic laboratories around the
United States maintained at the Local, State and National levels. It contains DNA
profiles of individuals previously convicted of serious crimes as well as forensic DNA
profiles (collected from items of evidentiary value). Suspect pgefiles may be maintained
and searched at the local level only. Its function is to ident] A matches between
convicted individuals and forensic DNA profiles as well a matches between
forensic DNA profiles. All 50 states; Washington, DC; to Rico; Guam; and 3 federal
labs participate in CODIS. The goal of CODIS is t% de investigative assistance to

law enforcement investigators in the field. ;
Forensic Biology L ocal DNA Analysis Sysm DASor LINKAGE)

The Department of Forensic BioIoW@tains a Local DNA Analysis System (LDAS or
LINKAGE). This is a Paradox databa®€ of DNA profiles generated during the analysis of

cases. LINKAGE does not mixed profiles or DNA profiles from convicted
offenders. It does contain D ofiles from suspects identified during the investigation
of offenses. LINKAGE is gMintained separately from the CODIS software. Its function
is to identify potential | its quickly before case completion so that these cases may

be expedited. A

Seealso Secticz@\

CODIS LOX| DNA Index System (LDIYS)

The CODIS Local DNA Index System (LDIS) contains forensic DNA records selected
from LINKAGE as well as forensic mixture profiles, missing person profiles, and
relatives of missing person profiles. LDIS may contain suspect profiles, which are not
eligible for SDIS or NDIS. One function of LDIS is to search for DNA matches
involving mixture profiles (not previously identified in LINKAGE) as well as those
matches already identified through LINKAGE. It also serves to select eligible profiles
for submission to the higher levels of the CODIS hierarchy.

See also Section 4.5.
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2.5

2.6

2.7

CODI S State DNA Index System (SDIYS)

The CODIS State DNA Index System (SDIS) contains the DNA records from all local
DNA laboratories within the state. SDIS is the next level after LDIS in the CODIS
hierarchy. It is the state’s repository of DNA identification records and is under control
of state authorities. In New York, the SDIS is maintained by the New York State Police
Forensic Investigation Center. In most states, including New York, SDIS has a Forensic
index and a Convicted Offender index. SDIS typically serves%the central point of
contact for the state and for access to NDIS. %

CODI S National DNA Index System (NDIS) ®Q
The CODIS National DNA Index System (NDISMNS the FBI-administered centralized
system of DNA identification records contr'pe)ie by all state and local participating

laboratories. NDIS is the highest level i ODIS hierarchy and receives records from
every lower level and supports the se@i function of CODIS.

Retired versions of CODIS é

The Next-Generation CO (CODIS 6.x) system was the analogous database system for
Missing Persons case so had three levels (local, state and national). It contained

DNA (STR and mito rial) data from missing persons, unidentified remains, and
relatives of missi rsons. It had replaced CODIS+mito 1.4, in 2009. Data from
CODIS 6 was i ed into CODIS 7 when that was installed at OCME, uniting the

criminal ¢ and missing persons databases in one. Neither of the older versions of
the progrz;%available or supported anymore.
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Forensic Biology CODI S Overview

The Department of Forensic Biology will enter DNA profiles from evidentiary items into
LDIS in accordance with departmental, New York State and FBI CODIS procedures.
These profiles will be compared to DNA profiles from other Forensic Biology cases. The
information in LDIS must either be eligible for entry into the New York State SDIS or be
unmarked for upload (such as SDIS-ineligible forensic profiles, or suspect profiles).

The primary requirement for a DNA profile to be entered in S and NDIS is that it
be from an item of evidence that reasonably could be ex d to contain the alleles of
the perpetrator. To attempt to eliminate the possibilit alleles being from the
victim or other non-perpetrator, there must be a go h effort to obtain the necessary
victim exemplars or other elimination samples. appropriate, at least one such
effort should be made and documented in the record (e.g., NYPD paperwork, case

contacts, etc.) (b

NOTE: DNA profiles are eligible for only if a crime has been committed. If a case
has been deemed to be unfoundec(Bv NYPD, no DNA profile generated in that case is

eligible for entry. K

Forensic DNA profiles in D&\ be compared to all other forensic DNA profiles in
LDIS. After upload to SD¥3ythey will be compared to profiles contained within the New
York State SDIS. Tho A profiles eligible for NDIS will be uploaded to NDIS and
compared to profilesq& n NDIS.

Candidate mat@vill be subjected to a confirmation process, including review of the
associated.c e(s) and data. After a forensic-forensic, forensic-offender, forensic-
arrestee, %nsic-suspect match has been confirmed, the New York City Police
Department*and the appropriate District Attorney’s Office(s) will be notified.

Missing persons candidate matches will be subjected to a confirmation process, including
review of the associated case file(s) and data. After the match has been confirmed, the
Medical Examiner of record and the OCME Identification Unit will be notified.

The Department of Forensic Biology will track the usefulness of the CODIS databanking
program with the assistance of the Office of the Criminal Justice Coordinator, Offices of
the District Attorney and the New York City Police Department.
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2.3

24

Combined DNA Index System (CODIYS)

COmbined DNA Index System (CODIS) is the Federal Bureau of Investigation Program
that refers to the entire system of DNA indexes (convicted offender index, forensic index,
etc.). CODIS is a hierarchy of DNA databases from forensic laboratories around the
United States maintained at the Local, State and National levels. It contains DNA
profiles of individuals previously convicted of serious crimes as well as forensic DNA
profiles (collected from items of evidentiary value). Suspect pgefiles may be maintained
and searched at the local level only. Its function is to ident] A matches between
convicted individuals and forensic DNA profiles as well a matches between
forensic DNA profiles. All 50 states; Washington, DC; to Rico; Guam; and 3 federal
labs participate in CODIS. The goal of CODIS is t% de investigative assistance to

law enforcement investigators in the field. ;

LINKAGE \(b

The Department of Forensic Biolo@tains a separate Paradox database of DNA
ySi

profiles generated during the an i%/0f cases. LINKAGE does not contain mixed
profiles or DNA profiles from cegmcted offenders. It does contain DNA profiles from
suspects identified during thé\{westigation of offenses. LINKAGE is maintained

quickly before case co on so that these cases may be expedited. Asof October
2013 DNA profllesw onger beentered into LINKAGE. Instead, these profiles
will be uploaded in theLDIS-only CODI S specimen category.

See also se$asgl

CODIS Local DNA Index System (LDIS)

separately from the CO’%gof ware. Its function is to identify potential local hits

The CODIS Local DNA Index System (LDIS) contains forensic DNA records including
forensic mixture profiles, missing person profiles, and relatives of missing person
profiles. LDIS may contain suspect profiles, which are not eligible for SDIS or NDIS.
One function of LDIS is to search for DNA matches involving mixture profiles (not
previously identified in LINKAGE) as well as those matches already identified through
LINKAGE. It also serves to select eligible profiles for submission to the higher levels of
the CODIS hierarchy.

See also Section 4.5.

Controlled versions of Department of Forensic Biology Documents only exist electronically on the
Forensic Biology network. All printed versions are non-controlled copies.



FORENSIC BIOLOGY CODISMANUAL

20 OVERVIEW OF THE CODISPROGRAM

DATE EFFECTIVE LAST REVISED APPROVED BY PAGE

03-24-2010 10-07-2013 MARIE SAMPLES 3 OF3

2.5

2.6

2.7

CODI S State DNA Index System (SDIYS)

The CODIS State DNA Index System (SDIS) contains the DNA records from all local
DNA laboratories within the state. SDIS is the next level after LDIS in the CODIS
hierarchy. It is the state’s repository of DNA identification records and is under control
of state authorities. In New York, the SDIS is maintained by the New York State Police
Forensic Investigation Center. In most states, including New York, SDIS has a Forensic
index and a Convicted Offender index. SDIS typically serves%the central point of
contact for the state and for access to NDIS. %

CODI S National DNA Index System (NDIYS) ®Q
The CODIS National DNA Index System (NDISNS the FBI-administered centralized
system of DNA identification records contr'pe)ie by all state and local participating

laboratories. NDIS is the highest level i ODIS hierarchy and receives records from
every lower level and supports the se@i function of CODIS.

Retired versions of CODIS é

from criminal casewor ding suspects). It did not have the capability to work with

CODIS 5.7.4 was retirWte 2010. It was the system which held the DNA profiles
mitochondrial data.ogk gree trees.

The Next-Gen@] CODIS (CODIS 6.x) system was the analogous database system for

Missing Pers ases. It also had three levels (local, state and national). It contained
DNA (STF;%H mitochondrial) data from missing persons, unidentified remains, and
relatives of Missing persons. It had replaced CODIS+mito 1.4, in 2009.

Data from CODIS 5.7.4 and CODIS 6.x was imported into CODIS 7.0 when that was
installed at OCME, uniting the criminal casework and missing persons databases into
one.

None of the older versions of the program are available or supported anymore.
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3.1

Interpreting Analyst (Qualified DNA Analyst)

311

3.1.2

3.1.3

3.1.4

The interpreting analyst has the responsibility of determining whether or not a
DNA profile is eligible for entry into LINKAGE and/or CODIS. The FBI has
prepared a flowchart which is available to aid in the determination of CODIS
eligibility; it is available in the CODIS directory on the network.

For those cases not easily resolved through the guida provided in the
flowchart, it is important to document your reasonin etermining eligibility.
The DB Profile documentation has a notes sectio %should be used to
document any such reasoning. If this reasonin cumented, it should be
communicated to the CODIS group upon su}ﬁon of the CODIS eligible

profile. §

The interpreting analyst communica‘lﬁh /her determination(s) to their
designated supervisor (Criminalisrgr ssistant Director, CODIS Program
Manager and the CODIS supp taff through the use of the DB Profile
Evaluation documentation irﬂl/ MS system.

It is primarily the res \Oility of the interpreting analyst to compare appropriate
preliminary DNA profi those in LINKAGE and LDIS, determine if there are

any local matches g&ther to another case or to a suspect), and expedite any needed
testing. If a pendf atch is confirmed, the analyst must enter the appropriate

data on the FITS secure website. The DNA-HITS entry must be reviewed
before it i oved and notification made.

CO elated actions on their case work. Such actions would include
subseéquent determination that a profile should be removed from CODIS (sample
known to have come from the victim, husband or boyfriend) or an incorrect
interpretation was made so a profile must be modified. The supervisor will then
alert the appropriate Assistant Director and the CODIS Program Manager. The
supervisor will ensure the appropriate paperwork is filled out and provide this
information to the CODIS support staff for processing.

It ii thﬁg%ponsibility of the interpretingpdyst to alert their supervisor of any
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3.2

3.3

Criminalist I11s

3.2.1

3.2.2

Criminalist llls are responsible for entering selected DNA profiles associated with
evidence into LINKAGE, based on the DNA Profile Evaluation Forms prepared

by the Interpreting Analyst, prior to technical review of the case. Criminalist llis
are also responsible for entering selected DNA profiles associated with exemplars
or pseudo-exemplars from suspects into LDIS, based on the DNA Profile
Evaluation Forms prepared by members of the X-Tean&srior to technical review
of the case.

This processis for the purpose of timely entry of D files into LINKAGE and
is not sufficient for entry of CODISeligible DN% Itesinto LDIS.

Any such entry must be documented ying the event in the section
referring to LINKAGE and/or LDIS Qfa oh the DB Profile documentation.
Since entry into LINKAGE and/orpgt n this manner is neither a technical
review of the case, nor an adn‘%tr ive review of a report and supporting
documentation, it is not nec(s't/ to note it on the schedule of analysis.

Criminalist I1Vs s\oﬁ

3.3.1 Criminalist IVs Qsponsible for reviewing CODIS profiles submitted with each

3.3.2

3.3.3

case they revi r accuracy, completeness, correct specimen identification
numbers cal matches, ensuring profiles are not from elimination sources
and me iteria for entry into CODIS. For cases reviewed by Criminalist IVs

onl a& ot Assistant Directors), the reviewing Criminalist IV is responsible for
trar%ﬂng appropriate DNA profiles into LINKAGE and routing the DB Profile
doculmentation to the CODIS support staff for entry into LDIS.

Criminalist 1Vs are responsible for notifying the NYPD designee and the
appropriate DAO bureau chief after completion of the match confirmation process
for local DNA matches discovered in LINKAGE and/or LDIS. This includes
ensuring that the DNA-HITS data entry has been completed.

Criminalist Vs are responsible for communication with other laboratories and
law enforcement agencies needed to investigate local, state, and national
confirmed CODIS matches. The interpreting analyst will aid in this process.
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3.3.4 Criminalist IVs are primarily responsible for requesting exemplars and

elimination samples from victims, family members, employees of businesses or
any other exemplars as needed. These requests go to the NYPD and/or the
appropriate district attorney’s office.

Assistant Directors

3.4.1

3.4.2

3.4.3

Assistant Directors are responsible for reviewing CODJ& profiles submitted with
each case they review for accuracy, completeness, Béft specimen identification
numbers, any local matches, ensuring profiles ar rom elimination sources
and meet criteria for entry into CODIS. This in bringing any CODIS
considerations related to a case that may nq, pparent from the DB Profile
documentation to the attention of CODIS

sferring appropriate DNA profiles into

Assistant Directors are responsible%
cumentation to the CODIS support staff

LINKAGE and routing the DB Profd{

for entry in LDIS. Q
ol

Assistant Directors are regpoméible for reviewing data required for match
confirmations and hit @ations for local matches made in LINKAGE and/or

LDIS. 6

CODI S Support StanQ)

3.5.1

3.5.2

N\
Wherev&sible, the CODIS support staff is responsible for reviewing the data
conjai the DB Profile documentation submitted with each case for
co%ness before entering data into LDIS. A copy of each sheet will be made
and placed in the case file; the original will be kept in a binder in the CODIS area.

The CODIS support staff is responsible for performing autosearches of the
database, sending the New York State SDIS a regularly-scheduled upload of
forensic profiles, processing CODIS data modifications, expungements, deletions,
monthly hit counting and general maintenance of the database.
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3.5.3 The CODIS support staff is responsible for the retrieval of Forensic Biology files

3.54

3.5.5

3.5.6

involved in candidate matches made through the CODIS software, evaluating
candidate matches and ensuring that the appropriate agencies are notified of all
confirmed matches made through the CODIS software.

Exceptions to the above are made for candidate matchesinvolving LCN profiles

and Missing Persons/Unidentified Persons profiles. For LCN candidate matches,

the evaluation of the candidate match is done by a mepgaber of the LCN group,
with the notification done by the CODIS support sta \g MP/UP candidate
matches, both the evaluation and notification is c@y a member of the Missing

Persons group.

CODIS support staff is responsible for m& ing system records including all
relevant paperwork, maintenance of all'}§jers containing the DB Profile
documentation, CODIS user inform , and all other CODIS documentation.

All binders will be maintained in t IS area.

CODIS support staff is respﬁ@e for training system users and new CODIS staff
concerning practical CODIS iswles.

The LDIS databas&iéﬁgked up automatically, by the city’s network systems.

CODIS Administrator

3.6.1

3.6.2

*

A CODiI inistrator is a member of the CODIS staff with administrative

rights a; ined by the CODIS Supervisor. The CODIS Supervisor, CODIS
Mapa d designated members of the CODIS group as designated by the
Co%upervisor, have Administrator rights.

These rights include, but are not limited to: entering profiles into CODIS,
software updates, autosearches in LDIS, keyboard searches in LDIS,
deleting/modifying profiles in LDIS, user maintenance and processing uploads.
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3.7

CODI S Custodian/Supervisor (Criminalist V)

3.7.1

3.7.2

3.7.3

3.7.4

3.7.5

3.7.6

3.7.7

The CODIS Custodian/Supervisor is the system administrator of the laboratory’s
CODIS network. The CODIS Custodian is responsible for overseeing all
operations of the CODIS system. This responsibility includes, but is not limited
to: entering profiles into CODIS, software updates, user maintenance, processing
uploads, evaluating candidate matches, hit notifications, oversight of CODIS
computer training, quality assurance and security of DN profile data stored in
CODIS.

The CODIS Custodian/Supervisor has the authgxgy*to terminate the laboratory’s
participation in CODIS in the event of a prob}& ntil the reliability of the

computer data can be assured. h&

The CODIS Custodian/Supervisor g}he faison between the Forensic Biology
Department and the SDIS CustoN the New York State Police Forensic
Investigation Center. Q

The CODIS Custodian/Su&S(ra!or is responsible for reviewing the biweekly
upload resolution, mo tm it counting and ensuring that all candidate matches
have been evaluat d§Q ispositioned.

The CODIS Cu n/Supervisor is responsible for the oversight of maintenance
and filing of erwork required for NDIS participation such as proficiency
test and ocumentation.

Th glé Custodian/Supervisor is responsible for supervising the CODIS
sup%rstaff and ensuring that all functions associated with CODIS staff are
perfotmed in a timely manner.

The CODIS Custodian/Supervisor and the CODIS Program Manager, together,
have the authority to modify or remove profiles from the database which are
causing an excessive amount of spurious (false) candidate matches.
Modifications could be accomplished by the addition of the obligate allele
designation to one or more loci or by other methods as deemed appropriate to the
sample.
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3.8

39

CODI S Program Manager (Assistant Director)

3.8.1

3.8.2

3.8.3

Network Support Staff (19

3.9.1

3.9.2

The CODIS Program Manager is responsible for the supervision of the CODIS
staff.

The CODIS Program Manager is responsible for insuring the Forensic Biology
Department is in compliance with the FBI Quality Assurance standards relevant

to CODIS. %

The CODIS Program Manager is responsible for ining if there is an
acceptable need to request a keyboard searck& IS/INDIS at the request of the

NYPD or DAO. @
In the absence of the CODIS Program er, a keyboard search at SDIS/NDIS
may be approved by the CODIS C iah or a member of the management team.

N

Information technolo ﬁsialists from DOITT, the city’s computer service, are
responsible for day-t maintenance (including regular backups) and physical
and electronic secy™y of the CODIS servers and other hardware.

Those IT smﬁ@g{]bers with access to the CODIS server must undergo the FBI
security ce process and be added to the user list as CODIS IT users. They
are not rized to enter profiles or manipulate them.

?S

Controlled versions of Department of Forensic Bigl@pcuments only exist electronically on the

Forensic Biology network. All printed versions are non-controlled copies.



FORENSIC BIOLOGY CODIS MANUAL

3.0 ORGANIZATION AND MANAGEMENT

DATE EFFECTIVE LAST REVISED APPROVED BY PAGE
03-24-2010 01-31-2013 MARIE SAMPLES 10F6

3.1

Interpreting Analyst (Qualified DNA Analyst)

3.11

3.1.2

3.1.3

3.14

The interpreting analyst has the responsibility of determining whether or not a
DNA profile is eligible for entry into LINKAGE and/or CODIS. The FBI has
prepared a flowchart which is available to aid in the determination of CODIS
eligibility; it is available in the CODIS directory on the network.

For those cases not easily resolved through the guidance pro%id in the
flowchart, it is important to document your reasoning for ining eligibility.
The DB (database) Profile documentation has a notes that should be used
to document any such reasoning. 6

The interpreting analyst communicates his/he %ﬂination(s) to their
designated supervisor (Criminalist 1V), As Director, CODIS Program
Manager and the CODIS support staff gt the use of the DB Profile
documentation in the LIMS system. r\

It is primarily the responsibilit % interpreting analyst to compare appropriate
preliminary DNA profiles to ghos#’in LINKAGE, LDIS and Lab Types, determine
if there are any local majc <§either to another case, a suspect, or profile in Lab
Types), and expedite_an ded testing. If a pending match is confirmed, the
analyst must enter t propriate data on the DNA-HITS secure website. The
DNA-HITS entr e reviewed before it is approved and notification made.

>
Itis there \bllity of the interpreting analyst to alert their supervisor of any
CODIS-r&%actions on their case work. Such actions would include

subseq etermination that a profile should be removed from CODIS (sample
kno?'m have come from the victim, husband or boyfriend) or an incorrect
interpretation was made so a profile must be modified. The supervisor will then
alert the appropriate Assistant Director and the CODIS Program Manager. The
supervisor will ensure the appropriate forms are filled out and provide this

information to the CODIS support staff for processing.
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3.2

3.3

Criminalist I11s

3.2.1

3.2.2

Criminalist I1Is are responsible for entering selected DNA profiles associated with
evidence into LINKAGE, based on the DNA Profile Evaluation Forms prepared
by the Interpreting Analyst, prior to technical review of the case. Criminalist Ills
are also responsible for entering selected DNA profiles associated with exemplars
or pseudo-exemplars from suspects into LDIS.

This process is for the purpose of timely entry of DNA pr %nto LINKAGE and
is not sufficient for entry of CODIS eligible evidence D ofiles into LDIS.

Any such entry must be documented by dating a
to LINKAGE and/or LDIS entry on the DB P
into LINKAGE and/or LDIS in this manne
case, nor an administrative review of a(@{;s
not necessary to note it on the schedLN)

Italing the section referring
ocumentation. Since entry
ther a technical review of the

rt and supporting documentation, it is
nalysis form.

Criminalist 1Vs (19

33.1

3.3.2

3.3.3

Criminalist Vs are resp & for reviewing CODIS profiles submitted with each
case they review for ac rg completeness, correct specimen identification
numbers, any local hes, ensuring profiles are not from elimination sources
and meet criteria ry into CODIS. For cases reviewed by Criminalist 1Vs
only (and not nt Directors), the reviewing Criminalist 1V is responsible for
transferri opriate DNA profiles into LINKAGE and routing the DB Profile
docume to the CODIS support staff for entry into LDIS.

Crir?ﬂst IVs are responsible for notifying the NYPD designee and the
appropriate DAO bureau chief after completion of the match confirmation process
for local DNA matches discovered in LINKAGE and/or LDIS. This includes
ensuring that the DNA-HITS data entry has been completed.

Criminalist Vs are responsible for communication with other laboratories and
law enforcement agencies needed to investigate local, state, and national
confirmed CODIS matches. The interpreting analyst will aid in this process.
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3.3.4 Criminalist 1Vs are primarily responsible for requesting exemplars and
elimination samples from victims, family members, employees of businesses or
any other exemplars as needed. These requests go to the NYPD and/or the
appropriate district attorney’s office.

34 Assistant Directors

3.4.1 Assistant Directors are responsible for reviewing CODIS r%&:} submitted with
each case they review for accuracy, completeness, correc en identification
numbers, any local matches, ensuring profiles are not f Imination sources
and meet criteria for entry into CODIS. This inclu ging any CODIS
considerations related to a case that may not be ent from the DB Profile
documentation to the attention of CODIS sup

3.4.2 Assistant Directors are responsible for felring appropriate DNA profiles into
LINKAGE and routing the DB ProfiN mentation to the CODIS support staff

for entry in LDIS. Q

3.4.3 Assistant Directors are resp for reviewing data required for match
confirmations and hit n t|@ ns for local matches made in LINKAGE and/or
LDIS. 2\

3.5  CODIS Support Staff @

>

3.5.1 Wherever %e the CODIS support staff is responsible for reviewing the data
containeginkhe DB profile documentation submitted with each case for
corrglefg s before entering and/or importing data into LDIS.

3.5.2 The CODIS support staff is responsible for performing autosearches of the
database, sending the New York State SDIS a regularly-scheduled upload of
forensic profiles, processing CODIS data modifications, expungements, deletions,
monthly hit counting and general maintenance of the database.
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3.5.3 The CODIS support staff is responsible for the retrieval of Forensic Biology files

3.54

3.55

3.5.6

involved in candidate matches made through the CODIS software, evaluating
candidate matches and ensuring that the appropriate agencies are notified of all
confirmed matches made through the CODIS software.

Exceptions to the above are made for candidate matches involving LCN profiles
and Missing Persons/Unidentified Persons profiles. For LCN candidate matches,
the evaluation of the candidate match is done by a member e LCN group,
with the notification done by the CODIS support staff. F UP candidate
matches, both the evaluation and notification is done b mber of the Missing
Persons group. é

CODIS support staff is responsible for maint ystem records including all
relevant paperwork, and maintenance of ali\q#ylers containing the DB Profile
documentation, CODIS user informatiq‘lﬁr; Il other CODIS documentation.
All binders will be maintained in the& area.

CODIS support staff is respondﬂ% training system users and new CODIS staff
concerning practical CODIS j

The LDIS database |8§@ up automatically, by the city’s network systems.

CODIS Administrator

3.6.1

3.6.2

rights as ed by the CODIS Supervisor. The CODIS Supervisor, CODIS
Ma designated members of the CODIS group as designated by the
Coﬁﬁupervisor, have Administrator rights.

A CODI?@V\lstrator is a member of the CODIS staff with administrative

These rights include, but are not limited to: entering profiles into LDIS, importing
profiles electronically into LDIS, autosearches in LDIS, keyboard searches in
LDIS, deleting/modifying profiles in LDIS, user maintenance, software updates,
and processing uploads.
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3.7

CODIS Custodian/Supervisor (Criminalist 1V)

3.7.1

3.7.2

3.7.3

The CODIS Custodian/Supervisor is the system administrator of the laboratory’s
CODIS network. The CODIS Custodian is responsible for overseeing all
operations of the CODIS system. This responsibility includes, but is not limited
to: entering profiles into CODIS, software updates, user maintenance, processing
uploads, evaluating candidate matches, hit notifications, oversight of CODIS
computer training, quality assurance and security of DNA p@e data stored in
COoDiIs.

The CODIS Custodian/Supervisor has the authority, inate the laboratory’s
participation in CODIS in the event of a problen}b' he reliability of the

computer data can be assured. §
The CODIS Custodian/Supervisor is th%is between the Forensic Biology
Department and the SDIS Custodian N New York State Police Forensic
Investigation Center. Q

3.7.4 The CODIS Custodian/Super{Cis(ol(s responsible for reviewing the biweekly

3.75

3.7.6

3.7.7

upload resolution, montjl ounting and ensuring that all candidate matches
have been evaluated an ositioned.

The CODIS Cust upervisor is responsible for the oversight of maintenance
and filing of & mentation required for NDIS participation such as

proficienq@nd audit documentation.

The CC? Custodian/Supervisor is responsible for supervising the CODIS
supmi aff and ensuring that all functions associated with CODIS staff are
perfoPmed in a timely manner.

The CODIS Custodian/Supervisor and the CODIS Program Manager, together,
have the authority to modify or remove profiles from the database which are
causing an excessive amount of spurious (false) candidate matches. The CODIS
Match Estimation Utility can be used to document such profiles.

Modifications could be accomplished by the addition of the obligate allele
designation to one or more loci or by other methods as deemed appropriate to the
sample.
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3.8

3.9

CODIS Program Manager (Assistant Director)

3.8.1

3.8.2

3.8.3 The CODIS Program Manager is responsible for detergj@

Network Support Staff Q

3.9.1

3.9.2

The CODIS Program Manager is responsible for the supervision of the CODIS
staff.

The CODIS Program Manager is responsible for insuring the Forensic Biology
Department is in compliance with the FBI Quality Assurance standards relevant

to CODIS. \%

Y If there is an
acceptable need to request a keyboard search at SD IS at the request of the

NYPD or DAO. @

In the absence of the CODIS Program Man keyboard search at SDIS/NDIS
may be approved by the CODIS Custod’lajor member of the management team.

N

responsible for day-to- Wtenance (including regular backups) and physical

Information technology specjalis®trom DOITT, the city’s computer service, are
Y
and electronic securi dgénoms servers and other hardware.

Those IT staff me with access to the CODIS server must undergo the FBI
security cleawm‘% ocess and be added to the user list as CODIS IT users. They
are not au to enter profiles or manipulate them.

?30
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3.1

Interpreting Analyst (Qualified DNA Analyst)

311

3.1.2

3.1.3

3.1.4

The interpreting analyst has the responsibility of determining whether or not a
DNA profile is eligible for entry into CODIS. The FBI has prepared a flowchart
which is available to aid in the determination of CODIS eligibility; it is available
in the main CODIS directory on the network.

For those cases not easily resolved through the guida provided in the
flowchart, it is important to document your reasonin etermining eligibility.
The DB (database) Profile documentation has a n ection that should be used
to document any such reasoning. 6

The interpreting analyst communicates h determination(s) to their
designated supervisor (Criminalist IV), ant Director, CODIS Program
Manager and the CODIS support st@'Bhr ugh the use of the DB Profile
documentation in the LIMS systert\

It is primarily the responsibiﬂ't}?he interpreting analyst to compare appropriate
preliminary DNA profiles tg thd€e in LINKAGE, LDIS and Lab Types, determine

if there are any local ées (to another case, a suspect, or profile in Lab Types),
and expedite any nee esting. If a pending match is confirmed, the analyst
must enter the app@riate data on the DNA-HITS secure website. The DNA-
HITS entry mus@ viewed before it is approved and notification made.

>
It is the r. sibility of the interpretingadyst to alert their supervisor of any
CODIS- d actions on their case work. Such actions would include
subgse determination that a profile should be removed from CODIS (sample
kno?m have come from the victim, husband or boyfriend) or an incorrect
interpretation was made so a profile must be modified. The supervisor will then
alert the appropriate Assistant Director and the CODIS Program Manager. The
supervisor will ensure the appropriate forms are filled out and provide this
information to the CODIS support staff for processing.
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3.2

3.3

34

Supervisors

3.2.1 Supervisors are responsible for reviewing CODIS profiles submitted with each
case they review for accuracy, completeness, correct specimen identification
numbers, any local matches, ensuring profiles are not from elimination sources
and meet criteria for entry into CODIS. For cases reviewed by Criminalist Vs
only (and not Assistant Directors), the reviewing Criminalist IV is responsible for
routing the DB Profile documentation to the CODIS suQ%rt staff for entry into
LDIS.

3.2.2 The review of the database profile must be d@nted in the case record.
Criminalist Vs @

3.3.1 Criminalist IVs are responsible for %i g the NYPD designee and the
appropriate DAO contact after coiaplet#on of the match confirmation process for
local DNA matches discovere INKAGE and/or LDIS. This is accomplished
by ensuring that the DNA-H a entry has been completed.

3.3.2 Criminalist IVs are re péible for communication with other laboratories and
law enforcement a e& needed to investigate local, state, and national
confirmed CODIS %{Ches. The interpreting analyst will aid in this process.

3.3.3 Criminalistd @primarily responsible for requesting exemplars and

eliminati ples from victims, family members, employees of businesses or
any oth mplars as needed. These requests go to the NYPD and/or the

appﬁop(& district attorney’s office.
Assistant DiPectors

3.4.1 Assistant Directors are responsible for reviewing CODIS profiles submitted with
each case they review for accuracy, completeness, correct specimen identification
numbers, any local matches, ensuring profiles are not from elimination sources
and meet criteria for entry into CODIS. This includes bringing any CODIS
considerations related to a case that may not be apparent from the DB Profile
documentation to the attention of CODIS support staff.

3.4.2 Assistant Directors are responsible for routing the DB Profile documentation to
the CODIS support staff for entry in LDIS.
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3.4.3 Assistant Directors are responsible for reviewing data required for match

confirmations and hit notifications for local matches made in LINKAGE and/or
LDIS.

CODI S Support Staff

3.5.1

3.5.2

3.5.3

3.54

3.5.5

3.5.6

Wherever possible the CODIS support staff is responsible for reviewing the data
contained in the DB profile documentation submitted wj#h each case for
completeness before entering and/or importing data DIS.

The CODIS support staff is responsible for per,
database, sending the New York State SDI

forensic profiles, processing CODIS datag

g autosearches of the
eyularly-scheduled upload of
cations, expungements, deletions,
monthly hit counting and general maint e of the database.

The CODIS support staff is respc’gi for the retrieval of Forensic Biology files
involved in candidate matches@mde through the CODIS software, evaluating
candidate matches and ensgr at the appropriate agencies are notified of all

confirmed matches made thro¥gh the CODIS software.

and Missing Perso identified Persons profiles. For LCN candidate matches,

the evaluation o andidate match is done by a member of the LCN group,
with the notlfica done by the CODIS support staff. For MP/UP candidate
ranks or es, any kinship calculation and notification is done by a member of
the Missg ersons group.

Exceptions to the abqv de for candidate matches involving LCN profiles
n?
|

CO??support staff is responsible for maintaining system records including all
relevant paperwork, and maintenance of all binders containing the DB Profile
documentation, CODIS user information, and all other CODIS documentation.
All binders will be maintained in the CODIS area.

CODIS support staff is responsible for training system users and new CODIS staff
concerning practical CODIS issues.

The LDIS database is backed up automatically, by the city’s network systems.
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3.6

3.7

CODIS Administrator

3.6.1

3.6.2

3.7.1

3.7.2

3.7.3

3.7.4

3.7.5

CODI S Custodian/Supervisor (Criminalist V) §®
S

A CODIS Administrator is a member of the CODIS staff with administrative
rights as defined by the CODIS Supervisor. The CODIS Supervisor, CODIS
Manager and designated members of the CODIS group as designated by the
CODIS supervisor, have Administrator rights.

These rights include, but are not limited to: entering prgfiles into LDIS, importing
profiles electronically into LDIS, autosearches in LD board searches in
LDIS, deleting/modifying profiles in LDIS, user maj nce, software updates,
and processing uploads.

The CODIS Custodian/Supervisor Kﬁ:& tem administrator of the laboratory’s
CODIS network. The CODIS Cu$%d; is responsible for overseeing all
operations of the CODIS syst J Nis responsibility includes, but is not limited
to: entering profiles into CO ftware updates, user maintenance, processing
uploads, evaluating ca atches, hit notifications, oversight of CODIS
computer training, qual gsurance and security of DNA profile data stored in
CODIS.

The CODIS Cu n/Supervisor has the authority to terminate the laboratory’s
participation i IS in the event of a problem until the reliability of the
computer can be assured.

Th Custodian/Supervisor is the liaison between the Forensic Biology
Dey%ﬂﬂent and the SDIS Custodian of the New York State Police Forensic
Investigation Center.

The CODIS Custodian/Supervisor is responsible for reviewing the biweekly
upload resolution, monthly hit counting and ensuring that all candidate matches
have been evaluated and dispositioned.

The CODIS Custodian/Supervisor is responsible for the oversight of maintenance
and filing of all documentation required for NDIS participation such as
proficiency test and audit documentation.
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3.8

39

3.7.6 The CODIS Custodian/Supervisor is responsible for supervising the CODIS
support staff and ensuring that all functions associated with CODIS staff are
performed in a timely manner.

3.7.7 The CODIS Custodian/Supervisor and the CODIS Program Manager, together,
have the authority to modify or remove profiles from the database which are
causing an excessive amount of spurious (false) candidate matches. The CODIS
Match Estimation Utility can be used to document sucF@ofiles.

designation to one or more loci or by other me as deemed appropriate to the

sample.
O

CODI S Program Manager (Assistant Director)

Modifications could be accomplished by the additii@F the obligate allele

3.8.1 The CODIS Program Manager |S’{bn3|ble for the supervision of the CODIS
staff.

3.8.2 The CODIS Program S respon5|ble for insuring the Forensic Biology
Department is in com & with the FBI Quality Assurance standards relevant

to CODIS.

3.8.3 The CODIS Pro Manager is responsible for determining if there is an
acceptable n request a keyboard search at SDIS/NDIS at the request of the
NYPD or

In the ge?nce of the CODIS Program Manager, a keyboard search at SDIS/NDIS
ma pproved by the CODIS Custodian or a member of the management team.

Network Support Staff

3.9.1 Information technology specialists from DOITT, the city’'s computer service, are
responsible for day-to-day maintenance (including regular backups) and physical
and electronic security of the CODIS servers and other hardware.

3.9.2 Those IT staff members with access to the CODIS server must undergo the FBI
security clearance process and be added to the user list as CODIS IT users. They
are not authorized to enter profiles or manipulate them.
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4.1

CODIS Identification Number (Specimen ID Number)

4.1.1 Each profile entered into CODIS will have a unique identifier. Only letters and

numbers will be used in the body of the description. Do not use any other spaces
or any other characters, except a dash (-) or grant-tracking special characters (# or
$) when indicated below. The standardized format for entering specimen
information into CODIS is as follows:

%sic Biology laboratory
preceding a four or five
en is from a contract

y abbreviation (Bode

s (CD) or Genescreen (GS)).

The first eight to ten characters will encompass the
number (last two digits of the year, followed by a
digit case number) followed by a dash. Ifthe s
laboratory the year will be preceded by a lab
Technologies (BT or BTB), Cellmark Dia

Vouchered items:add the last threeﬂB’tS f the voucher followed by a dash.

Post mortem items add PM fol%'}‘by the item number followed by a dash.

The final set of characters«ﬂnﬂe reserved for sample type and identification:

Stained items (sheetss,‘g’ ing, etc.add a few (2 to 6) letters that describe the
item, the item r@ber, and the stain designation followed by a dash. If there
is only one it that type in the case (e.g. one pair of jeans, one beer bottle,
or one ba cap) the specimen ID need not contain the item or stain
numbgra IS segment may need to be shortened to help the Specimen ID
com;(y) ith the 24-character upper limit.

For%hs with differential extractions the designations below will apply to the
fractidbns.
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Sexual assault kit items the abbreviated descriptions for source and differential
extraction fraction (if appropriate) below will be used. Stain designations or
the dried secretion swab numbers should NOT be used unless there are
multiple DNA contributors from the same case on the same sample type, and
samples need to be distinguished from one another:

Dried secretions swak described aBS

Oral swabs or smear described a®S

Vaginal swabs or smear described a¥S \%
Vulvar swabs or smear«described a¥U %
Cervical swabs or smeardescribed a€S 0

Anal swabs or smear described a8S

Perianal swabs or smearslescribed as

Penile swabs or smeardescribed as

Underwear described abW (b

Sperm fraction described as SF)\£

Epithelial fraction describe(@E
Substrate/swab remains % described as SR

Missing and Unidentifj.ecl-ébrsons Caseshe specimen ID will follow the same

general format as casework:
o Case numb llowed by a dash
* Forvou items, add last three digits of the voucher followed by a

dashe

. To@entiate between sample types, Rder Relatives of Missing
qu ns, Mor Missing Persons (or Deduced Missing Persons) samples,
&1 Ufor Unidentified Human Remains.

. - for cases worked with grant-funded supplies

Relatives of Missing Personsthe abbreviated descriptions below will be

used for samples from relatives. If more than one sibling, other maternal
relative or other paternal relative is submitted, designate each with a number
after the abbreviated description:

Mother described ad

Father described &s

Biological Sibling (brother or sister) describedsas
Other Maternal Relative described@s!

Other Paternal Relative described2d3
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Missing Personsadd 4-5 letters describing the item, item number, and/or
cutting followed by a dash. This segment may need to be shortened to help the
specimen ID comply with the 24-character upper limit.

Unidentified Human Remains: utilize “PM” and item number followed by a
dash or item number depending on where the item is submitted from

Grant-Funded cases add the special character followe a dash. This

The first instance of grant assistance determin

ich symbol is used, it

segment should be omitted from the specimen I?z\ ther condition applies.

cannot be both.

# - for cases worked on weekend ovemram money

$ - for cases worked with qrant-fun@ﬁgplies

Case type indicator the last notatib{h pair of letters indicating the case type.

AS
BU
DR
HO
MP
RO
SA
WE
AU

assault, attempted (cﬁde, and related cases
burglary and relatgd defses
drug posses '0@ related cases
homicide cas
missing a nidentified persons cases
robber pted robbery, and related cases
se ault and related cases

ns possession and related cases

heft (grand larceny auto), unauthorized use of vehicle, and related cases

%TK e for any case type not covered above
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4.1.2 Examples

4.1.3

Example 1 case no: FB07-00022, voucher N123456, item #1: purple shirt, stain
1B; assault. Specimen ID number will be: 07-00022-456-PS1B-AS

Example 2 case no: FB00-1257, post mortem kit item PM 2F, vaginal swab,
sperm cell fraction, homicide. Specimen ID number will be: 00-1257-PM2F-
VSSF-HO

Example 3 case no: FB08-01034, voucher P124 em #1B glove, scrapings,
burglary, examined on a weekend. Spemmen ber will be: 08-01034-589-
GLSCR-#-BU

Example 4 case no: FB11-05500, vou 000099832 item #1, auto theft case,
cigar butt, sample amped using prim‘as pturchased on grant. Specimen ID number
will be 11-05500-832-CB1-$-AU. r\

Example 5 Cellmark Diagn gacklog case CD01-0001, voucher K321123,
sexual assault kit underw in 1A1, sperm cell fraction, sexual assault.
Specimen ID number @wm 0001-123-UWI1A1S--SA

Example 6case n 1 01234, bone, PM1, unidentified human remains.
Specimen ID nu will be: 11-01234-PM1-U-MP

Example \e no: FB04-1234, voucher number K123456 , brother and sister of
Missing on. Specimen ID number will B4:1234-456-0110-S1-R-MP and
04-

%\ -2-R-MP

There is a maximum limit of 24 characters for the specimen identification number
in CODIS. The above specimen identification system should not be deviated
from unless it is necessary to distinguish two samples, or under unusual case
situations.

Suspect profiles entered into LDIS will have specimen ID’s of the form XXX-
10-S0000.This radically different format is intended to prevent the CODIS team
and others from placing the suspect in the wrong index where it might be
accidentally uploaded.
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4.2 General Guidelines for Entering STR Profiles into CODIS (see also table at the end
of this section)

4.2.1 Procedures for determining STR typing results are detailed in the current Forensic
Biology STR manual.

4.2.2 All STR profiles and mtDNA sequences that are CODIg eligible must undergo
technical review prior to entry into LDIS. The techni X lew includes
evaluation of associated positive and negative co @ the eligibility of the DNA
profile for LINKAGE and/or CODIS, as well as ing that appropriate
exemplars and/or elimination samples have equested at least once.

4.2.3 All 13 core STR loci and appropriate a@al technologies as needed must be
attempted on appropriate samples igMarder for that sample’s data to be eligible for

CODIS. \

424 a. A minimum of 6 cor%gre necessary for entry into CODIS in order to
inimum of 10 core loci are necessary in order to

be uploaded to SDIg.
be uploaded tg
b. For Missing Pé& s and Unidentified Human Remeases, the

following mighaum core loci plus Amelogenin are necessary for upload
into COD d Next Generation CODIS:

*

un ifled Human Remains: 6 for SDIS, 8 for NDIS
rsMg Persons and Deduced Missing Persons: 8 for SDIS and NDIS
Q tives of Missing Persons: 13 for SDIS and NDIS

42,5 The ENA result from each locus will be entered on the DB Profile documentation
in the form p, q for heterozygotes (in ascending order) and p, p for homozygotes
(for example, THO1 6, 7 or 6, 6).

4.2.6 In certain circumstances, a single obligate allele may be entered as p+. For
single-source DNA profiles, this is allowable only as described in section 4.3.6b.
This convention may not be used for Missing Persons, Relatives of Missing
Persons, and Unidentified Human Remains cases. This convention may not be
used for suspect samples.
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4.3

4.2.7 Forensic mixture DNA profiles shall have up to 4 alleles at a maximum of 4 core
loci (the “4 x 4 rule”). Any of the remaining core loci shall have no more than 2
alleles at each locus. NOTE: this means that a 2-allele mixture identified by peak
imbalancedoes not count against the rule and is not considered a mixture by the
CODIS software. Non-core loci (e.g. Powerplex Pentas or Identifiler D251338
and D19S433jlo count for this rule.

This convention may not be used for Missing Persons, Relatives of Missing
Persons, and Unidentified Human Remains cases. %

4.2.8 Only DNA data derived from analysis of NDIS ac PCR loci/systems shall
be entered into CODIS. NDIS accepted PCR I tems are referenced in the
FBI NDIS Sandards for Acceptance of DNA Da}b

4.2.9 Forensic Biology Laboratory reports th%tain results eligible for entry into
CODIS contain a statement indicati this information has been added to and

will be maintained in the CODIS s&

4.2.9.1 When a profilﬁt?noved from CODIS for any reason, a
statement in ghe ¥€port must indicate that the profile was previously
searchee@has been removed. Depending on the timing of the

remoyal? statement may be in the initial report or in an
additésgl report.

4.2.10 Currently, prg@developed using Low Copy Number amplification techniques
are not eligt or entry into NDIS. They can, however, be uploaded to NY-
SDIS fo rching, via the Low Copy Number Index. Samples in this SDIS

Ind§§ & nmarked for any further upload (i.e. to NDIS).

Guidelines tor Entering STR Profiles Derived from Mixed Samples into CODIS (see
also table at the end of this section)

4.3.1 All mixtures refer to the situation where the DNA profile from the evidence is
composed of alleles from more than one individual.

4.3.2 A minimum of six fully-deduced loci must be present in a mixture sample for the
mixture profile to be eligible for entry into NDIS. As many loci and alleles as
possible should be included in the profile submitted to the database.
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4.3.3 When a locus can be only partially deduced, use of the obligate allele designator,

4.3.4

4.3.5

4.3.6

a “+” aids in stringency searches by preventing some of the spurious moderate
matches possible at mixed loci.

A locus may be designated inconclusive (“INC”) on the DNA Profile Evaluation
form at the discretion of the interpreting analyst and their supervisor if an
ambiguity exists at that locus (see section for Type Il mixtures below). This
locus, however, should still be used in the confirmationgrocess once a candidate
match is made.

e to determine/deduce a
i.¥ The deduced profile of the
entered into LINKAGE and

Type | mixture - the results are such thatitis p
complete profile of a contributor at 6 or mor
major contributor or the major componen
LDIS.

Only if the allele intensities are s@t the minor component can clearly be
deduced at six or more loci wil% duced DNA profile of the minor component
be entered into LINKAGE arﬁlL/

Type Il mixture - the are such that it is not possible to determine/deduce a
complete profile of a utor at all loci; the allele intensities are such that the
contributor can be uced at some loci but not at other loci. Enter the alleles at
all deduced loci. loci that cannot be deduced can be entered as a mixture
with the obli ele indicated on the DNA Profile Evaluation Form with a “+”.
l%&ible allele sharing, all alleles at these loci must be listed on the

Because
DB Profi cumentation (even if you know they belong to the victim).

The ure loci cannot be entered into LINKAGE but will be entered into LDIS.
There are two options for entering partially known loci when not all of the
possible alleles at that locus are confirmed.

Type Il mixture —option onefor entry of a mixture locus: Enter the locus as

“INC”. This may be the method of choice when your profile contains good data
at most of the loci, and the loss of one or two loci still leaves a profile expected to
be seenin 1 in more than a trillion people.
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Type Il mixture —option two for entry of a mixture locus: If only one of the
potentially two alleles of the profile at that locus can be determined (due to LCN
interpretation rules) or after all attempts to get results for a clearly visible but
below threshold peak have failed, enter the one known allele with a “+”. This is a
CODIS method of designating that “another allele may be present at this locus.”
The advantage of listing one known allele over none or “INC” is that a match
might be found at moderate stringency, but will prevent at least most of the
spurious candidate matches which might occur if nothi%at all is entered for that
locus.

anything that contained no 10 allele, for exa 29,9;9,11;9,12... would not
match, in contrast to an “INC”, or no entr t locus, which would allow any
allele to appear at that locus and not b match.

This option is only meant to enhafge &/limited number of loci in a profile, for
instance to enable a profile \1‘\/@0 I to meet the minimum amount (10 loci)

For example, a 10+ would match 9, 10; 10, 10;;@1... but would preclude

needed in order to be searc NDIS instead of being stopped at SDIS. Certain
criteria must be met and d{:u ented for the CODIS group in order to justify
using this method: O

= Maximum 2 logg/®ahanced by this method.

= A statistical i cance of the profile (or deduced loci) being approximately
1in great 500,000,000. A copy of the population statistics printout

must \owded to the CODIS group with a DNA profile of this type.

= This &one and only instance on a DB Profile documentation when a

ingk lele is entered in the box for that locus. The “+” must also be present.

" %ﬂnterpreting analyst and/or supervisor submitting such a profile may be
cadlled upon to evaluate all candidate matches found when the profile is
searched.

NOTE: Since DNA profiles developed using Low Copy Number techniques are
not eligible for entry into NDIS, and are searched only at LDIS and SDIS, as
indicated by the first criterion listed above, can be waived.
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4.4

Entering STR Profiles into LINKAGE

44.1

4.4.2

4.4.3

4.4.4

4.4.5

4.4.6

DNA profiles will be entered into LINKAGE by Criminalist Ills, Criminalist Vs,
or management only. DNA profiles may be entered into LINKAGE without
technical review; however, at the time the case file receives technical review the
previously entered DNA profiles must be checked for eligibility and accuracy.

LINKAGE will be maintained separately from the CODJ& software in the
LINKAGE database on the Forensic Biology networ

LINKAGE contains STR loci from STR system Q(or previously on-) line in
the Forensic Biology laboratory. LINKAGE equires a minimum number of
6 loci to be entered, but requires non-mix lyfdeduced) loci only be
entered. @

Profiles matching the victim or eIWx n samples (for example, a family
member or a consensual sex F%In ) unambiguously will not be entered into
LINKAGE. For a profile to béb biguously attributed to the victim or
elimination sample, an ex must be tested and compared to the profile in
guestion. It isnot suffi Q make an assumption based on case information

that the profilein qu §Q tches the victim or consensual sex partner.

NOTE: DNA pr are eligible for LINKAGE and/or LDIS only if a crime has
been commit a case has been deemed to be unfounded by the NYPD, no
DNA profi erated in that case is eligible for entry.

Local ggect profiles will be entered into LINKAGE and/or LDIS (Suspect,
Knt%ndex), unless:

4.45.1 A properly executed court order dictates otherwise concerning a
specific sample. When any court order or similar paperwork is
received, the OCME Legal Department must be consulted and provided
a copy of the paperwork.

4.45.2 The exemplar was submitted subsequent to a partial match notification
and does not match the case for which it was submitted.

Non-victim DNA profiles derived from evidence that are not eligible for CODIS
entry will be entered into LINKAGE (for example, a profile obtained from the
clothing of a suspect).
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4.5

Entering STR Profiles into LDIS

45.1

45.2

45.3

45.4

4.5.5

4.5.6

CODIS eligible profiles will be entered into LDIS by CODIS software-trained
staff only. The profiles entered into LDIS must fall into one of the following
CODIS categories: Forensic Unknown; Forensic Mixture; Required Alleles; Low
Copy Number; Suspect, Known; Missing Persons Index; the Relatives of Missing
Persons Index or the Unidentified Human (Remains) Index) or Other (see section
1.0 - CODIS Terms and Abbreviations for definitions; fge procedural guidelines
on how to enter a profile into LDIS, see the FBI COD, ining Manudror a

list of NDIS-approved STR PCR kits, consult the versinDo B

Procedures.
N

Profiles matching the victim or eliminatio les (for example. a family
member or a consensual sex partner) iguously will not be entered into
CODIS. For a profile to be unambi sly attributed to the victim or elimination
sample, an exemplar must be tesﬁg@d d compared to the profile in quksson.
not sufficient to make an assumpti on case information that the profile in
guestion matches the victim or% sual sex partner.

Profiles that are clear)y ‘elated to a case or crime will not be entered into
CODIS. For example] men profile from a condom from which a female
profile was determj and the victim is excluded as the female contributor of
DNA. This will he discretion of the appropriate Assistant Director and the
CODIS Progr. anager. The determination can be aided using the CODIS
Guideto Ining What is Allowable for Entry into the Forensic Index at

NDIS 0

Lo?&uspect profiles reside in the LINKAGE system and/or LDH&y are not
eligibte for upload to higher levels of CODIS.

Entry of a profile into LDIS will be documented on the DB Profile
documentation. The DB Profile documentation report will be put in the file and
the original will be filed in binders in the CODIS area.

Upload of a profile to SDIS will be documented by including a printout of the
CODIS Specimen Detail Report in the case file. While secondary and later
profiles in a pattern are not uploaded to SDIS, the Specimen Detail Report should
still be generated, as it indicates the specimen’s entry into the Pattern/Other index
at LDIS.
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4.5.7 Off ladder alleles above or below the allelic ladder are entered as < (lowest allele
at that locus) or > (highest allele), respectively. The official standardized NDIS
allelic ladder can be found on the CODIS website.

4.5.8 Off ladder alleles should be entered as determined by the analysis software (e.qg.
an allele called as 9.1 should be entered as 9.1, not 9.x).

4.5.9 |If a discrepancy exists on theDB Profile documentatio%or example, , reviewer’s
initials are missing, the specimen ID appears incorr s too long) the
Interpreting Analyst (IA) or the reviewing Criminali or Assistant Director for
that sheet must resolve the discrepdmefpre the om that sheet is entered.
Specimen ID problems may be corrected by ber of the CODIS support
staff. Interpretation issues should be dis with the appropriate Assistant
Director.

4.6 Modifying or Deleting an STR Profile froﬁ{(bDlS
4.6.1 Modification of data alreadyélt/ d into CODIS may be due to several reasons:

= Additional testing n completed on the sample.
= Aninterpretatio as discovered regarding the profile.
= The profile coué}e Improved by the addition of the obligate allele designator

Onceith \en determined that a profile must be modified in CODIS, a Profile
Modifica&rm (see Appendix 9.2) should be filled out and submitted to the
COpI f for processing. The original Profile Modification form will be
ma%ﬁed in the Profile Modification form binder and a copy will be placed in
the case file.

4.6.2 Any modification to a DNA profile previously uploaded to SDIS will be
documented in the profile modification log (see Appendix 9.3).

Controlled versions of Department of Forensic Bigl@pcuments only exist electronically on the
Forensic Biology network. All printed versions are non-controlled copies.



FORENSIC BIOLOGY CODIS MANUAL

4.0 PROFILE MANAGEMENT

4.7

DATE EFFECTIVE LAST REVISED APPROVED BY PAGE
03-24-2010 07-16-2012 MARIE SAMPLES 12 OF 17
4.6.3 Reasons for administrative removal/expungement might include:

4.7.1

4.7.2

4.7.3

. A profile entered is later determined to be an elimination sample.
" Documentation is provided for legal expungement.
" A determination was made that the profile should not have been entered

into CODIS due to a user problem (for example, the 1A has failed a
proficiency test during the time the data was generated) or a systemic

laboratory problem.

" Profiles from missing persons and/or relative X@ssing persons are
removed once a person is identified. Profil m unidentified human
remains will be removed only if the body, ered is intact.

Once it has been determined that a profil be deleted from CODIS, a CODIS

deletion form (see Appendix 9.4) must d out and submitted to the CODIS

staff for processing. Unless there a(a:im restraints surrounding the deletion [(for
example, in response to a court o'q%a quiring it before the next local upload; if
so, an Expungement Request r Will be sent to the SDIS custodian (see
Appendix 9.5)], the deletionﬂl/ processed with the next upload to SDIS.

The original form will e@ntained in the Case Deletion/Expungement form
binder and a copy wil laced in the case file. The deletion will also be
d

recorded in the Up eletion/Expungement log (see Appendix 9.6) at the time

it Is processed. eletion portion of the reconciliation report from the upload
will also be pu and placed in the Case Deletion/Expungement form binder
confirmin the deletion was completed.

Routine sﬁla@ of LINKAGE and LDIS

Interpreting analysts and their supervisors will routinely compare appropriate
preliminary DNA profiles to those in LINKAGE and LDIS.

LDIS autosearches will be conducted after the addition of new profiles into LDIS
and before an upload to SDIS. This search will serve to ensure that no intra-
laboratory DNA matches were overlooked and to track local DNA hits using the
CODIS system. LDIS autosearches will be performed by the CODIS staff only.

All LDIS autosearches will be conducted at moderate or high stringency using a
minimum of six loci. The default setting is moderate.
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4.8

4.9

4.7.4 Samples with 10 or more loci will also be searched, allowing one locus to have

4.7.5

either low-stringency or non-matching results (“one-mismatch search”).

All LDIS candidate matches will be examined. The CODIS staff will investigate
any matches not already documented and ensure that all proper notifications are
prepared, reviewed and made expeditiously. The CODIS group may return such
matching files to the 1A and supervisor who submitted the specimen, and delegate
the match notifications to them. %

Uploading Profiles to SDIS/NDISand Search Policies %

4.8.1 All appropriate LDIS profiles will be uploade

@SDIS by the CODIS staff.
upload to SDIS biweekly, with

Currently New York State local DNA labor
the SDIS search performed shortly ther > Forensic STR Index, Unidentified
Human (Remains) Index and Missin%rs n Index profiles containing 10 or more
loci are searched at both high and)& rate stringency. Profiles with 6-9 loci are
searched at high stringency onl less placed in the “Required Alleles” index.

4.8.2 LDIS profiles for upload to $D)I3=Vill be from evidentiary samples ddhder

no circumstances will known man reference samples be uploaded to SDIS
forensic indexes. Su iles may be entered into the Missing Persons
Index, the Relative sing Persons Index or the Unidentified Human
(Remains) Index) i%propriate.

4.8.3 Onlyone (l&fve perpetrator profile per Forensic Biology DNA pattern will

be uploa DIS. Additional profiles from patterns will be placed in the
Pattern/ r Index in LDIS, and will be unmarked for upload.

4.8.4 Upwé to NDIS will take place as scheduled by the SDIS custodian.

Other Searches

4.9.1 Only DNA profiles developed by the Department of Forensic Biology may be

compared to and entered into LINKAGE. Requests to compare other DNA
profiles to LINKAGE will not be approved and are not allowed.

4.9.2 Keyboard searches of LDIS, SDIS, and NDIS are only allowed of DNA profiles

derived from evidence. Keyboard searches of DNA profiles from known
individuals is not allowed.
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4.9.3 Keyboard search requests of SDIS/NDIS are addressed to the Databank

49.4

coordinator. This search is requested through the DCJS Databank coordinator and
is executed at the discretion of the SDIS custodian.

Keyboard search requests of LDIS are addressed to the CODIS custodian, CODIS
Program Manager, or the laboratory director.

There are assorted reasons a keyboard search would Jae requested by a laboratory.
All requests must be accompanied by a Justification yboard Search Request
form (see Appendix 9.7).
Reason #1 The requesting laboratory wants rch a profile that does not
meet the minimum loci requirements f S or NDIS entry or would not be
searched based upon SDIS or NDI@QN search policy. Keyboard searches
for this reason must be, accom ith a documented scientific reason
justifying the search (for exa p\d parent presence of mixtures, sample
degradation or limited sam ilability). Scientific justification must
include but is not Iimited(’l{ﬁ atistical significance of the profile (or deduced
loci) being approximatgly 1¥h greater than 500,000,000. A copy of the
population statisti out must be provided to the CODIS group with a
justification of this

Reason #2 - Th esting agency wants to search a profile before the next
search iR tion where a known convicted offender is a suspect in a
particw \ase and there is an urgency for an expedited search. The initial
req om a Bureau Chief from one of the District Attorney’s Offices must

itted in written formmust be accompanied with a valid
cation for the urgency, andit must be confirmed that the suspect in
estion is, in fact, in the databank.This confirmation is the
respon5|b|I|tv of the requesting agency.There must also be a documented
conversation with an Assistant Director and appropriate case information.
Case information from the DAO must include:the suspect’s full name,
NYSID number, social security #, and any known aliases.
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The following reasons are considered valid urgency justifications by the
Department of Forensic Biology to request a keyboard search to expedite a
CODIS search at SDIS or NDIS:

* A suspect has been arrested for a particular case and will be released
without the search. Additionally, there is no other evidence (eyewitness,
fingerprints, etc.) to hold the suspect and attempts to obtain a DNA sample

from the suspect have been exhausted. %

» A strong investigative lead has developed @‘pect in a particular case
and the search will lead to an arrest. AdelNghally, there is no other
evidence (eyewitness, prints, etc.) to the suspect and attempts to

obtain a DNA sample from the s$ ave been exhausted.

NOTE: Even if the DAO O%P can confirm a potential suspect
has qualified fork‘t In the convicted offender databank
this does not re’the sample has been collected,
processed, (o ered into the offender databank.

Expeditigp of¥a convicted offender sample by DCJS does
not é be in response to a keyboard request. If the
S sp’g based on a strong investigative lead and the

i tigator wants to insure the corresponding convicted
der sample is in the offender databank before the next

0\4 utine search they should be referred to DCJS.

\Q Investigators should always be advised to attempt to obtain
c) a DNA sample from the suspect and submit it directlyo

‘ K Forensic Biology.

Reason #3- The requesting agency and/or the Department of Forensic Biology
wants to search a profile before the next search in a situation where there is an
urgency for an expedited search to attempt to identify an offender in a serious
or serial crime.

Reason #4 The requesting laboratory is not CODIS ready. This type of search
method is performed for criminal justice agencies that do not have access to
CODIS. All requests for keyboard searches from agencies that do not
have CODIS should be referred to the NYS DCJS Databank coordinator.
This will enable the requesting agency to benefit from a statewide search and
avoid duplicate local searches.
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4.9.5 Both the CODIS Custodian/Supervisor and the CODIS Program Manager must

4.9.6

4.9.7

approve keyboard search requests. Disagreements between the CODIS Program
Manager and the analyst, supervisor, or manager requesting a keyboard search
will be resolved by the laboratory director.

Once a keyboard search request has been approved, the interpreting analyst will
fill out a Forensic Biology Keyboard Search Request form (see Appendix 9.8) and
forward it to the CODIS staff for processing. All keybo%search requests will

be processed by the CODIS staff. If the keyboard s \ request is for SDIS, the
CODIS supervisor will discuss the request and ca %formation with the DCJS
Databank coordinator via telephone and fax th est form accordingly. The
original request form and search results will tin the case folder. Keyboard
search requests from outside laboratorie ept in the Keyboard Search
requests binderThe interpreting analys@sting the keyboard search will

be responsible for evaluating all car@&;lt match results from the search

within 15 days of receiving the resw m the CODIS staff.

NOTE: Prior to faxing a Ke)@;% Search Request form to SDIS, the
CODIS staff will figst p€rform an autosearch to identify any local
candidate m?c\&

A forensic profile be searched at a non-CODIS databank (for example, via
Interpol). Seet IS Procedures for further information.

>
A non-U Msic profile may be searched at NDIS upon request to the FBI and
at their dgf ion. Such a profile may NOT be searched at LDIS.

?S
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Table — DNA Profile Evaluation Form entries for STR profiles derived from mixed samples
STR result Interpretation DNA Profile Will match
Evaluation Form

7,8,9 deduced contributor is

9,9 9,9 9,9
(high stringency)

7,8,9 deduced contributor is @\?

8,9 8,9

N
1\\~>(high stringency)

7,8,9 deduced contributor is "\
9’ Z @
(where Z is either a 7 or 8 or 9Y, (Q 7,90r8,90r9,9
(moderate stringency)
7,8, 9** deduced contributor is ¢ C n/a
9,7 s\oK or
(other non-called e, o+ 9 plus any other allele
possible drop or LCN (moderate stringency)

possible fat omozygote)

Controlled versions of Department of Forensic Bigl@pcuments only exist electronically on the
Forensic Biology network. All printed versions are non-controlled copies.



FORENSIC BIOLOGY CODIS MANUAL

4.0 PROFILE MANAGEMENT

DATE EFFECTIVE LAST REVISED APPROVED BY PAGE
03-24-2010 01-31-2013 MARIE SAMPLES 10F 17

4.1  CODIS Identification Number (Specimen ID Number)

4.1.1 Each profile entered into CODIS will have a unique identifier. Only letters and
numbers will be used in the body of the description. Do not use any other spaces
or any other characters, except a dash (-), period, or grant-tracking special
characters (# or $) when indicated below. The standardized format for entering
specimen information into CODIS is as follows:

%Iogy laboratory
ding a four or five

The first eight to ten characters will encompass the Foren
number (last two digits of the year, followed by a dash
digit case number) followed by a dash. If the speci from a contract
laboratory the year will be preceded by a laborat reviation (Bode

Technologies (BT or BTB), Cellmark Diag@ D) or Genescreen (GS)).
Vouchered items: add the last three die‘l5of he voucher followed by a dash.

Post mortem items: add PM foll@y the item number followed by a dash.

The final set of characters wi gl/eserved for sample type and identification:

an, etc.): add a few (2 to 6) letters and/or numbers
, the item number, and the stain designation followed by
ly one item of that type in the case (e.g. one pair of jeans,

Stained items (sheets
that describe the ¢
a dash. If theyg)

one beer b ,0r one baseball cap) the specimen ID need not contain the
item o number. This segment may need to be shortened to help the
Speci ID comply with the 24-character upper limit.

For%ﬁﬁ with differential extractions the designations below will apply to the
fractions.
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Sexual assault kit items: the abbreviated descriptions for source and differential

extraction fraction (if appropriate) below must be used. Stain designations or
the dried secretion swab numbers should NOT be used unless there are
multiple DNA contributors from the same case on the same sample type, and
samples need to be distinguished from one another:

Dried secretions swabs described as DS

Oral swabs or smears described as OS

Vaginal swabs or smears described as VS \
Vulvar swabs or smears described as VU %
Cervical swabs or smears described as CS 0
Anal swabs or smears described as AS @

Perianal swabs or smears described as P

Penile swabs or smears described as P
Underwear described as UW (b

Sperm fraction described as SF r\

Epithelial fraction described

Substrate/swab remains flﬁT/ described as SR

p
Missing and Unidentifieg-RBssons Cases: the specimen ID will follow the same

general format as ot 1sework:

o (Case number owed by a dash.
e For vo ems, add last three digits of the voucher followed by a
dash .

. ntlate between sample types, use R for Relatives of Missing
s s, M for Missing Persons (or Deduced Missing Persons) samples,
for Unidentified Human Remains.
for cases worked with grant-funded supplies

Relatives of Missing Persons: the abbreviated descriptions below will be
used for samples from relatives. If more than one sibling, other maternal
relative or other paternal relative is submitted, designate each with a number
after the abbreviated description:

Mother described as M

Father described as F

Biological Sibling (brother or sister) described as S

Other Maternal Relative described as OM

Other Paternal Relative described as OP

Spouse (other parent of child(ren) in common) described as SP
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Missing Persons: add 4-5 letters describing the item, item number, and/or
cutting followed by a dash. This segment may need to be shortened to help the
specimen ID comply with the 24-character upper limit.

Unidentified Human Remains: utilize “PM’ and item number followed by a
dash or item number depending on where the item is submitted from

Grant-Funded cases: add the special character followed by dash. This

segment should be omitted from the specimen ID if n \ ondition applies.
The first instance of grant assistance determines why mbol is used, it
cannot be both.

# - for cases worked on weekend overtim money
$ - for cases worked with grant-funded es

Case type indicator: the last notatio@air of letters indicating the case type.

AS assault, attempted honﬁl@ and related cases

BU burglary and relateg ca:
DR drug possessi lated cases

HO homicide case

MP  missing angrsaidentified persons cases

RO robbery, pted robbery, and related cases
SA sexua.@ It and related cases

WE \ns possession and related cases
AU &%ﬂeft (grand larceny auto), unauthorized use of vehicle, and related cases
%T& for any case type not covered above
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4.1.2 Examples

413

Example 1: case no: FB07-00022, voucher N123456, item #1: purple shirt, stain
1B; assault. Specimen ID number will be: 07-00022-456-PS1B-AS

Example 2: case no: FB00-1257, post mortem kit item PM 2F, vaginal swab,
sperm cell fraction, homicide. Specimen ID number will be: 00-1257-PM2F-
VSSF-HO %

Example 3: case no: FB08-01034, voucher P124589, i @#lB: glove, scrapings,
burglary, examined on a weekend. Specimen ID nu ill be: 08-01034-589-
GLSCR-#-BU @

Example 4: case no: FB11-05500, vouche 099832, item #1, auto theft case,
cigar butt, sample amped using primers(%ch sed on grant. Specimen ID number
will be 11-05500-832-CB1-$-AU. r\

Example 5: Cellmark Diagnosdig klog case CD01-0001, voucher K321123,
sexual assault kit underwear gtairSperm cell fraction, sexual assault. Specimen
ID number will be: CD ]é&[-lZB-UWSF-SA

Example 6: case no: 11-01234, bone, PM1, unidentified human remains.
Specimen ID nu ill be: 11-01234-PM1-U-MP

*
Example & no: FB04-1234, voucher number K123456 , brother and sister of
Missing n. Specimen ID numbers will be: 04-1234-456-S1-R-MP and 04-
1234-4

ﬁ‘ -R-MP

There’is a maximum limit of 24 characters for the specimen identification number
in CODIS. The above specimen identification system should not be deviated
from unless it is necessary to distinguish two samples, or under unusual case
situations.

Suspect profiles entered into LDIS will have specimen ID’s of the form XXX-
10-S0000. This radically different format is intended to prevent the CODIS team
and others from placing the suspect in the wrong index where it might be
accidentally uploaded.
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4.2

General Guidelines for Entering STR Profiles into CODIS (see also table at the end
of this section)

421

4.2.2

4.2.3

4.2.4

4.2.5

4.2.6

Procedures for determining STR typing results are detailed in the current Forensic
Biology STR manual.

All STR profiles and mtDNA sequences that are CODIS eligible must undergo
technical review prior to entry into LDIS. The technical review includes
evaluation of associated positive and negative controls, t bility of the DNA
profile for LINKAGE and/or CODIS, as well as ensuri t appropriate
exemplars and/or elimination samples have been re at least once.

All 13 core STR loci and appropriate additiog@mologies as needed must be

attempted on appropriate samples in order sample’s data to be eligible for
CODIS.

a. A minimum of 6 core IociWe essary for entry into CODIS in order to
be uploaded to SDIS. um of 10 core loci are necessary in order to
be uploaded to NDISAd@tionally, all profiles intended for the Forensic
Mixture and For, '%artial indexes must satisfy a statistical threshold for

match rarity Qf imately one in the size of the NDIS database. This
is determinegrtging the CODIS Match Estimation Utility, setting the
database N to the current database size rounded up to the next
milli

b. F@sing Persons and Unidentified Human Remains cases, the
ing minimum core loci plus Amelogenin are necessary for upload
?'Mto CODIS and Next Generation CODIS:

Unidentified Human Remains: 6 for SDIS, 8 for NDIS
Missing Persons and Deduced Missing Persons: 8 for SDIS and NDIS
Relatives of Missing Persons: 13 for SDIS and NDIS

The DNA result from each locus will be entered on the DB Profile documentation
in the form p, g for heterozygotes (in ascending order) and p, p for homozygotes
(for example, THO1 6, 7 or 6, 6).

In certain circumstances, a single obligate allele may be entered as p+. For
single-source DNA profiles, this is allowable only as described in section 4.3.6.
If this option is used, the profile must be placed in the Forensic Partial index.
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4.3

4.2.7

4.2.8

4.2.9

4.2.10

This convention may not be used for Missing Persons, Relatives of Missing
Persons, and Unidentified Human Remains cases. This convention may not be
used for suspect samples.

Forensic mixture profiles shall not have more than 4 alleles at any locus.
This convention may not be used for Missing Persons, Relatives of Missing
Persons, and Unidentified Human Remains cases.

Only DNA data derived from analysis of NDIS accepted ci/systems shall
be entered into CODIS. NDIS accepted PCR loci/syst e referenced in the
FBI NDIS Standards for Acceptance of DNA Data.

Forensic Biology Laboratory reports that conti\ ults eligible for entry into
CODIS contain a statement indicating that Wys§formation has been added to and
will be maintained in the CODIS systernb

4291 When a profile is r€mMQved from CODIS for any reason, a
statement in them must indicate that the profile was previously
n removed. Depending on the timing of the

searched but has
removal, ement may be in the initial report or in an
addition rt.

Currently, profile@éoped using Low Copy Number amplification techniques
are not eligibl try into NDIS. They can, however, be uploaded to NY-
SDIS for \ing, via the Low Copy Number Index. Samples in this SDIS
Index ar@rked for any further upload (i.e. to NDIS).

Guidelines%ntering STR Profiles Derived from Mixed Samples into CODIS (see
also table atthe end of this section)

43.1

4.3.2

All mixtures refer to the situation where the DNA profile from the evidence is
composed of alleles from more than one individual.

As many loci and alleles as possible should be included in the profile submitted to
the database.
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4.3.3 When a locus can be only partially deduced, use of the obligate allele designator,

4.3.4

435

4.3.6

a “+” aids in stringency searches by preventing some of the spurious moderate
matches possible at mixed loci.

A locus may be designated inconclusive (“INC”) on the DNA Profile Evaluation
form at the discretion of the interpreting analyst and their supervisor if an
ambiguity exists at that locus (see section for Type Il mixtures below). This
locus, however, should still be used in the confirmation procgss once a candidate
match is made.

Type | mixture - the results are such that it is possi determine/deduce a
complete profile of a contributor at 6 or more logiy N\ deduced profile of the
major contributor or the major component wi tered into LINKAGE and
LDIS.

Only if the allele intensities are suchlh%t e minor component can clearly be
deduced at six or more loci will tr%d ced DNA profile of the minor component
be entered into LINKAGE and% /

complete profile of a_co tor at all loci; the allele intensities are such that the
contributor can be d ed at some loci but not at other loci. Enter the alleles at
all deduced loci. ci that cannot be deduced can be entered as a mixture
with the oblig e indicated on the DNA Profile Evaluation Form with a “+”.
Because ible allele sharing, include any alleles that might be attributable to
the perp r, even if the victim also has those alleles.

Type Il mixture - the rg;@&re such that it is not possible to determine/deduce a

The?%ure loci cannot be entered into LINKAGE but will be entered into LDIS.
Thereare two options for entering partially known loci when not all of the
possible alleles at that locus are confirmed.

Type 1l mixture — option one for entry of a mixture locus: Enter the locus as
“INC”. This may be the method of choice when your profile contains good data
at most of the loci, and the loss of one or two loci still leaves a profile expected to
meet the uniqueness threshold.
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Type Il mixture — option two for entry of a mixture locus: If only one of the
potentially two alleles of the profile at that locus can be determined (due to LCN
interpretation rules) or after all attempts to get results for a clearly visible but
below threshold peak have failed, enter the one known allele with a “+”. Thisis a
CODIS method of designating that “another allele may be present at this locus.”
The advantage of listing one known allele over none or “INC” is that a match
might be found at moderate stringency, but will prevent at least most of the
spurious candidate matches which might occur if nothing at a4l is entered for that
locus.

For example, a 10+ would match 9, 10; 10, 10; 10,
anything that contained no 10 allele, for exampl
match, in contrast to an “INC”, or no entry at
allele to appear at that locus and not be a

\NJut would preclude
79, 11;9,12... would not
cus, which would allow any

This option is only meant to enhanceh\(hed number of loci in a profile, for
instance to enable a profile wit meet the minimum amount (10 loci)
needed in order to be searched é‘@s instead of being stopped at SDIS. Certain
criteria must be met and docymer®ed in the case record in order to justify using
this method: O

= Documentation f% the CODIS Match Estimation Utility which estimates
that the numb oderate matches a profile will generate in a database of a
given size % t greater than one, despite its being a mixture and/or partial
in nat

= For se size N, use the current SDIS or NDIS size, rounded up to the

e ,000 or 1,000,000, respectively.
" %\s the one and only instance on a DNA Profile Evaluation Form when a
S

ihgle allele is entered in the box for that locus. The “+” must also be present.
= The interpreting analyst and/or supervisor submitting such a profile may be
called upon to evaluate all candidate matches found when the profile is
searched.

NOTE: Since DNA profiles developed using Low Copy Number techniques are
not eligible for entry into NDIS, and are searched only at LDIS and SDIS, as
indicated by the first criterion listed above, can be waived.
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4.4

Entering STR Profiles into LINKAGE

441

4.4.2

443

444

445

4.4.6

DNA profiles will be entered into LINKAGE by Criminalist 11ls, Criminalist IVs,
or management only. DNA profiles may be entered into LINKAGE without
technical review; however, at the time the case file receives technical review the
previously entered DNA profiles must be checked for eligibility and accuracy.

LINKAGE will be maintained separately from the CODIS s@vare in the
LINKAGE database on the Forensic Biology network.

LINKAGE contains STR loci from STR systems 01
the Forensic Biology laboratory. LINKAGE do
6 loci to be entered, but requires non-mixture
entered.

reviously on-) line in
ires a minimum number of
y-deduced) loci only be

Profiles matching the victim or elimi gbsamples (for example, a family
member or a consensual sex part nambiguously will not be entered into
LINKAGE. For a profile to be(%( iguously attributed to the victim or
elimination sample, an exemplar Wiust be tested and compared to the profile in
question. It is not suffi 'eémake an assumption based on case information
that the profile in questi tches the victim or consensual sex partner.

NOTE: DNA pr re eligible for LINKAGE and/or LDIS only if a crime has
been committ case has been deemed to be unfounded by the NYPD, no
DNA prof&@oerated in that case is eligible for entry.

Local &g&t profiles will be entered into LINKAGE and/or LDIS (Suspect,
Kn&mdex), unless:

4451 A properly executed court order dictates otherwise concerning a
specific sample. When any court order or similar paperwork is
received, the OCME Legal Department must be consulted and provided
a copy of the paperwork.

4.45.2 The exemplar was submitted subsequent to a partial match notification
and does not match the case for which it was submitted.

Non-victim DNA profiles derived from evidence that are not eligible for CODIS
entry will be entered into LINKAGE (for example, a profile obtained from the
clothing of a suspect).
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4.5

Entering STR Profiles into LDIS

45.1

45.2

45.3

454

45.5

4.5.6

CODIS eligible profiles will be entered into LDIS by CODIS software-trained
staff only. The profiles entered and/or imported into LDIS must fall into one of
the following CODIS categories: Forensic Unknown; Forensic Mixture; Forensic
Partial; Required Alleles; Low Copy Number; Suspect, Known; Missing Persons
Index; the Relatives of Missing Persons Index or the Unidentified Human
(Remains) Index) (see section 1.0 - CODIS Terms and Abbrgvi
definitions; for procedural guidelines on how to enter a p
FBI CODIS Training Manual). For a list of NDIS-app
consult the current version of NDIS Operational Pr

Profiles matching the victim or elimination s (for example, a family
member or a consensual sex partner) unam sly will not be entered into
CODIS. For a profile to be unambiguoaaﬂa ributed to the victim or elimination
sample, an exemplar must be tested ah% pared to the profile in question. It is
not sufficient to make an assumptwa ed on case information that the profile in
question matches the victim or% sual sex partner.

Profiles that are clearly d to a case or crime will not be entered into
CODIS. For exampl n profile from a condom from which a female
profile was determi nd the victim is excluded as the female contributor of
DNA. This will e discretion of the appropriate Assistant Director and the
CODIS Proge ager. The determination can be aided using the CODIS
Guide to ining What is Allowable for Entry into the Forensic Index at

NDIS. c)

Loc%bspect profiles reside in the LINKAGE system and/or LDIS. They are not
eligible for upload to higher levels of CODIS.

Entry of a profile into LDIS will be documented on the DB Profile documentation
in the case record.

Upload of a profile to SDIS will be documented by including a copy of the
CODIS Specimen Detail Report in the case record.
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4.5.7 Off ladder alleles above or below the allelic ladder are entered as < (lowest allele

45.8

45.9

at that locus) or > (highest allele), respectively. The official standardized NDIS
allelic ladder can be found on the CODIS website and in the CODIS area on the
departmental network.

Off ladder alleles should be entered as determined by the analysis software (e.g.
an allele called as 9.1 should be entered as 9.1, not 9.x).

If a discrepancy exists on the DB Profile documentation %’ample, writing is
not legible, reviewer’s initials are missing, the specim ppears incorrect or is
too long) the Interpreting Analyst (1A) or the review riminalist IV or
Assistant Director for that sheet must resolve the pancy before the data
from that sheet is entered. Specimen ID prob ay be corrected by a member
of the CODIS support staff. Interpretation should be discussed with the
appropriate Assistant Director. (b

Modifying or Deleting an STR Profile '\ODIS

4.6.1

4.6.2

Modification of data already rﬂl(d into CODIS may be due to several reasons:

= Additional testin hsﬁgn completed on the sample.

= An interpretatio or was discovered regarding the profile.

= The profile c improved by the addition of the obligate allele designator
ST .

N\
Once it @n determined that a profile must be modified in CODIS, a Profile
Modifi form should be filled out and submitted to the CODIS staff for
pro%ﬂg. The original Profile Modification form will be maintained in the
Profife Modification form binder and a copy will be added to the case record.

Any modification to a DNA profile previously uploaded to SDIS will be
documented in the profile modification log.
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4.6.3 Reasons for administrative removal/expungement might include:

. A profile entered is later determined to be from a victim, witness,
consensual partner, family member, etc..

. Documentation is provided for legal expungement.

" A determination was made that the profile should not have been entered

into CODIS due to a user problem (for example, the IA has failed a
proficiency test during the time the data was generatga) or a systemic
laboratory problem.

" Profiles from missing persons and/or relatives Y:&i@sing persons are

removed once a person is identified. Profile unidentified human
remains will be removed only if the body'@ered is intact.
Once it has been determined that a profile deleted from CODIS, a Profile
Removal/Expungement Form must be out and submitted to the CODIS staff
for processing. Unless there are timegxgstints surrounding the deletion (for
example, in response to a court o equiring it before the next local upload; if

so, an Expungement Request Idrtﬂr( | be sent to the SDIS custodian), the
deletion will be processed wwt next upload to SDIS.

ntained in the Case Deletion/Expungement form
e added to the case record. The deletion will also be
eletion/Expungement log at the time it is processed. The
deletion portio e reconciliation report from the upload will also be printed
and placedi ase Deletion/Expungement form binder confirming that the
deletion ompleted.

The original form will
binder and a copy wj
recorded in the U

Routine Se?'nes of LINKAGE and LDIS

4.7.1

4.7.2

4.7.3

Interpreting analysts and their supervisors will routinely compare appropriate
preliminary DNA profiles to those in LINKAGE and LDIS.

LDIS autosearches will be conducted after the addition of new profiles into LDIS
and before an upload to SDIS. This search will serve to ensure that no intra-
laboratory DNA matches were overlooked, and to track local DNA hits using the
CODIS system. LDIS autosearches will be performed by the CODIS staff only.

All LDIS autosearches will be conducted at moderate or high stringency using a
minimum of six loci. The default setting is moderate.
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4.8

4.9

4.7.4 Samples with 10 or more loci will also be searched, allowing one locus to have
either low-stringency or non-matching results (“one-mismatch search”).

4.7.5 All LDIS candidate matches will be examined. The CODIS staff will investigate
any matches not already documented and ensure that all proper notifications are
prepared, reviewed and made expeditiously. The CODIS group may return such
matching files to the 1A and supervisor who submitted the specimen, and delegate

the match notifications to them. \%

4.8.1 All appropriate LDIS profiles will be uploaded i@ls by the CODIS staff.
pl

Currently, New York State local DNA labora oad to SDIS biweekly, with
the SDIS search performed shortly thereaft rensic STR Index, Unidentified

Uploading Profiles to SDIS/NDIS and Search Policies

Human (Remains) Index and Missing n ndex profiles containing 10 or more
loci are searched at both high and mgderat€ stringency. Profiles with 6-9 loci are
searched at high stringency only s Placed in the “Required Alleles” index.

4.8.2 LDIS profiles for upload to faﬂill be from evidentiary samples only. Under

no circumstances will human reference samples be uploaded to SDIS
forensic indexes. Syc Iles may be entered into the Missing Persons
Index, the Relativeg® Missing Persons Index or the Unidentified Human
(Remains) Index propriate.

>
4.8.3 All putati\@petrator profiles in a Forensic Biology DNA pattern will be
uploade IS. ***NOTE*** Additional profiles from patterns will no longer

be Na the Other (pattern) Index in LDIS.
4.8.4 Uploads to NDIS will take place as scheduled by the SDIS custodian.
Other Searches

4.9.1 Only DNA profiles developed by the Department of Forensic Biology may be
compared to and entered into LINKAGE. Requests to compare other DNA
profiles to LINKAGE will not be approved and are not allowed.

4.9.2 Keyboard searches of LDIS, SDIS, and NDIS are only allowed of DNA profiles
derived from evidence. Keyboard searches of DNA profiles from known
individuals are not allowed.
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4.9.3 Keyboard search requests of SDIS/NDIS are addressed to the Databank

4.9.4

coordinator. This search is requested through the DCJS Databank coordinator and
is executed at the discretion of the SDIS custodian.

Keyboard search requests of LDIS are addressed to the CODIS custodian, CODIS
Program Manager, or the laboratory director.

There are assorted reasons a keyboard search would be requgsted by a laboratory.
All requests must be accompanied by a Justification for rd Search Request
form.

Reason #1: The requesting laboratory wants to fﬁa profile that does not
meet the minimum loci requirements for NDIS entry or would not be
searched based upon SDIS or NDIS cu@arch policy. Keyboard searches
for this reason must be, accompani ith*a documented scientific reason
justifying the search (for examplg} Qﬁﬁrent presence of mixtures, sample
degradation or limited sample‘ll ility). Scientific justification must
include but is not limited tc(tﬁ stical significance of the profile (or deduced
loci) that meets the NDI Estimation Utility requirements of 1 in a
database of size N. ﬁdoes allow keyboard searches of profiles with fewer
than 10 loci, if thjs r d threshold can be met. A copy of the Match

Estimation printaé[nust be provided to the CODIS group with a justification

of this type.
R\Z

>
Reason #2: e requesting agency wants to search a profile before the next
searcpriiNa situation where a known convicted offender is a suspect in a
a r case and there is a need for an expedited search. The initial request
%ﬁa Bureau Chief from one of the District Attorney’s Offices must be
mitted in written form, must be accompanied with a valid justification
for the urgency, and it must be confirmed that the suspect in question is,
in fact, in the databank. This confirmation is the responsibility of the
requesting agency. There must also be a documented conversation with an
Assistant Director and appropriate case information. Case information from

the DAO must include: the suspect’s full name, NYSID number, social
security #, and any known aliases.
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The following reasons are considered valid urgency justifications by the
Department of Forensic Biology to request a keyboard search to expedite a
CODIS search at SDIS or NDIS:

e A suspect has been arrested for a particular case and will be released
without the search. Additionally, there is no other evidence (eyewitness,
fingerprints, etc.) to hold the suspect and attempts to obtain a DNA sample
from the suspect have been exhausted. \%

a particular case
there is no other
uspect and attempts to
een exhausted.

e A strong investigative lead has developed a sus
and the search will lead to an arrest. Additi
evidence (eyewitness, prints, etc.) to arre
obtain a DNA sample from the suspec

PD can confirm a potential suspect
n the convicted offender databank

NOTE: Even if the DAO omﬁ
has qualified for b@ﬂ
this does not.i e the sample has been collected,
processed, ér red into the offender databank.

Expeditigp of¥& convicted offender sample by DCJS does
not ébe in response to a keyboard request. If the
S pl—gg based on a strong investigative lead and the
i igator wants to insure the corresponding convicted
der sample is in the offender databank before the next
. A utine search they should be referred to DCJS.
Q\ Investigators should always be advised to attempt to obtain
CJ a DNA sample from the suspect and submit it directly to
Forensic Biology.

Reasgn #3: - The requesting agency and/or the Department of Forensic Biology

wants to search a profile before the next search in a situation where there is an
urgency for an expedited search to attempt to identify an offender in a serious
or serial crime.
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495

4.9.6

4.9.7

Both the CODIS Custodian/Supervisor and the CODIS Program Manager must
approve keyboard search requests. Disagreements between the CODIS Program
Manager and the analyst, supervisor, or manager requesting a keyboard search
will be resolved by the laboratory director.

Once a keyboard search request has been approved, the interpreting analyst will
fill out a Forensic Biology Keyboard Search Request form and forward it to the
CODIS staff for processing. All keyboard search requests Wi be processed by
the CODIS staff. If the keyboard search request is for SD, CODIS
supervisor will discuss the request and case informatio the DCJS Databank
coordinator via telephone and fax the request form b&ingly. Documentation
of the request and search results will be added totliscase record. Keyboard
search requests from outside laboratories are the Keyboard Search
requests binder. The interpreting analys sting the keyboard search will
be responsible for evaluating all can(il‘gtr(:,1 atch results from the search
within 15 days of receiving the resupg f the CODIS staff.

NOTE: Prior to faxing a Keykﬁl%earch Request form to SDIS, the CODIS
staff will first perfq autosearch to identify any local candidate

matches. s\o

A forensic profile mgy\oe searched at a non-CODIS databank (for example, via
Interpol). See th Procedures for further information.

*

A non-U \lc profile may be searched at NDIS upon request to the FBI and
at their dj ion. Such a profile may NOT be searched at LDIS.

?S
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Table — DNA Profile Evaluation Form entries for STR profiles derived from mixed samples
STR result Interpretation DNA Profile Will match
Evaluation Form

7,8,9 deduced contributor is

9,9 9,9 9,9
(high stringency)

7,8,9 deduced contributor is @\?

8,9 8,9

«
1\\~>(high stringency)
7,8,9 deduced contributor is "\

(where Z is either a 7 or 8 or 9) é\k\?; 7,90r8,90r9,9

(moderate stringency)

7,8, 9** deduced contributor is ¢ C n/a
9,7 g\oK or
(other non-called aReld, 9+ 9 plus any other allele
possible drop- @ LCN (moderate stringency)

possible falsg ozygote)
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4.1

CODIS Identification Number (Specimen ID Number)

4.1.1 Each profile entered into CODIS will have a unique identifier. Only letters and

numbers will be used in the body of the description. Do not use any other spaces
or any other characters, except a dash (-), period, or grant-tracking special
characters (# or $) when indicated below. The standardized format for entering
specimen information into CODIS is as follows:

%sic Biology laboratory
preceding a four or five
en is from a contract

y abbreviation (Bode

s (CD) or Genescreen (GS)).

The first eight to ten characters will encompass the
number (last two digits of the year, followed by a
digit case number) followed by a dash. Ifthe s
laboratory the year will be preceded by a lab
Technologies (BT or BTB), Cellmark Dia

Vouchered items:add the last threeﬂB’tS f the voucher followed by a dash.

Post mortem items add PM fol%'}‘by the item number followed by a dash.

The final set of characters«ﬂnﬂe reserved for sample type and identification:

Stained items (sheetss,‘g’ ing, etc.add a few (2 to 6) letters and/or numbers
that describe th@em, the item number, and the stain designation followed by

a dash. Ifth only one item of that type in the case (e.g. one pair of jeans,
one bees , or one baseball cap) the specimen ID need not contain the
item N1 number. This segment may need to be shortened to help the
Speg ID comply with the 24-character upper limit.

For%hs with differential extractions the designations below will apply to the
fractidbns.
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Sexual assault kit items the abbreviated descriptions for source and differential
extraction fraction (if appropriate) below must be used. Stain designations or
the dried secretion swab numbers should NOT be used unless there are
multiple DNA contributors from the same case on the same sample type, and
samples need to be distinguished from one another:

Dried secretions swak described aBS

Oral swabs or smear described a®S

Vaginal swabs orsmears described a¥S \%
Vulvar swabs or smear«described a¥U %
Cervical swabs or smeardescribed a€S 0

Anal swabs or smear described a8S

Perianal swabs or smearslescribed aB @

Penile swabs or smeardescribed aP

Underwear described abW (b

Sperm fraction described aSF r\

Epithelial fraction describe(@F
Substrate/swab remains % described aSR

Missing and Unidentifj.ecl-ébrsons Caseshe specimen ID will follow the same

general format as casework:
» Case numb llowed by a dash
* Forvou items, add last three digits of the voucher followed by a

dashe

. To@entiate between sample types, use R for Relatives of Missing
qu ns, Mor Missing Persons (or Deduced Missing Persons) samples,
&1 Ufor Unidentified Human Remains.

o - for cases worked with grant-funded supplies

Relatives of Missing Persons: the abbreviated descriptions below will be
used for samples from relatives. If more than one sibling, other maternal
relative or other paternal relative is submitted, designate each with a number
after the abbreviated description:

Mother described as M

Father described &

Biological Sibling (brother or sister) describedsas

Other Maternal Relative described as OM

Other Paternal Relative described as OP

Spouse (other parent of child(ren) in common) described as SP
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Missing Persons: add 4-5 letters describing the

item, item number, and/or

cutting followed by a dash. This segment may need to be shortened to help the
specimen ID comply with the 24-character upper limit.

Unidentified Human Remains: utilize “PM” and item number followed by a
dash or item number depending on where the item is submitted from

Grant-Funded cases add the special character followe
segment should be omitted from the specimen |

The first instance of grant assistance determin
cannot be both.

a dash. This

?z\ ther condition applies.

ich symbol is used, it

# - for cases worked on weekend ovety rant money
$ - for cases worked with grant-fun pplies

Case type indicator the last notatib{h pair of letters indicating the case type.

AS assault, attempted (cﬁde, and related cases
BU burglary and relatgd defses

DR drug posses '0@ related cases

HO homicide cas

MP missing a nidentified persons cases

RO robber pted robbery, and related cases
SA se ault and related cases

WE ns possession and related cases

AU

%TK e for any case type not covered above

heft (grand larceny auto), unauthorized use of vehicle, and related cases
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4.1.2 Examples

4.1.3

Example 1 case no: FB07-00022, voucher N123456, item #1: purple shirt, stain
1B; assault. Specimen ID number will be: 07-00022-456-PS1B-AS

Example 2 case no: FB00-1257, post mortem kit item PM 2F, vaginal swab,
sperm cell fraction, homicide. Specimen ID number will be: 00-1257-PM2F-
VSSF-HO

Example 3 case no: FB08-01034, voucher P124 em #1B glove, scrapings,
burglary, examined on a weekend. Spemmen ber will be: 08-01034-589-
GLSCR-#-BU

Example 4 case no: FB11-05500, vou 000099832 item #1, auto theft case,
cigar butt, sample amped using prim‘as pturchased on grant. Specimen ID number
will be 11-05500-832-CB1-$-AU. r\

Example 5 Cellmark Diagncé&gacklog case CD01-0001, voucher K321123,
sexual assault kit unde In, sperm cell fraction, sexual assault. Specimen
ID number will be: CI?S 1-123-UWSF-SA

Example 6case n B11-01234, bone, PM1, unidentified human remains.
Specimen ID nu will be: 11-01234-PM1-U-MP

\e no: FB04-1234, voucher number K123456 , brother and sister of
on. Specimen ID numbers will be: 04-1234-456-S1-R-MP é#4d
-R-MP

Example

123§

There is a maximum limit of 24 characters for the specimen identification number
in CODIS. The above specimen identification system should not be deviated
from unless it is necessary to distinguish two samples, or under unusual case
situations.

Suspect profiles entered into LDIS will have specimen IDs of the form XXX-
10-S0000. This special format is intended to prevent the CODIS team and others
from placing the suspect in the wrong index where it might be accidentally
uploaded.
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4.1.4 LDIS Only profiles entered into LDIS will have specimen IDs of the form
LLL-13-00000. This special format is intended to prevent the CODIS team and
others from placing an evidence profile which is ineligible for NDIS, into an
index where it might be accidentally uploaded past SDIS.

4.2 General Guidelines for Entering STR Profiles into CODIS (see also table at the end
of this section)

4.2.1 Procedures for determining STR typing results are d in the current Forensic
Biology STR manual.

4.2.2 All STR profiles and mtDNA sequences tha QIODIS eligible must undergo
technical review prior to entry into LDIS. @chnical review includes
evaluation of associated positive and n@e controls, the eligibility of the DNA
profile for CODIS, as well as ensuri at appropriate exemplars and/or
elimination samples have been reN d at least once.

4.2.3 All 13 core STR loci and apﬁ?t{ te additional technologies as needed must be
attempted on appropriate em es in order for that sample’s data to be eligible for

CODIS.
424 a. A minimu 6 core loci are necessary for entry into CODIS in order to
be uploa SDIS. A minimum of 10 core loci are necessary in order to
be upl to NDIS. Additionally, all profiles intended for the Forensic

rarity of approximately one in the size of the NDIS database. This
termined using the CODIS Match Estimation Utility, setting the
?’&atabase of size t¢ the current database size rounded up to the next
million.

gﬂ@and Forensic Partial indexes must satisfy a statistical threshold for

b. For Missing Persons and Unidentified Human Rameases, the
following minimum core loci plus Amelogenin are necessary for upload
into CODIS and Next Generation CODIS:

Unidentified Human Remains: 6 for SDIS, 8 for NDIS
Missing Persons and Deduced Missing Persons: 8 for SDIS and NDIS
Relatives of Missing Persons: 13 for SDIS and NDIS
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4.2.5 The DNA result from each locus will be entered on the DB Profile documentation

4.2.6

4.2.7

4.2.8

4.2.9

in the form p, q for heterozygotes (in ascending order) and p, p for homozygotes
(for example, THO1 6, 7 or 6, 6).

In certain circumstances, a single obligate allele may be entered as p+. For
single-source DNA profiles, this is allowable only as described in section 4.3.6.
If this option is used, the profile must be placed in the Forensic Partial, Forensic
Mixture, Forensic SDIS Only or LDIS only index. %

This convention may not be used for Missing Per \Relatives of Missing
Persons, and Unidentified Human Remains ca his convention may not be
used for suspect samples.

Forensic mixture profiles shall not hav@e than 4 alleles at any locus.

No more than two alleles per locus %1 the exception of one three-allele pattern
to allow for genuine trisomy) may ed for Missing Persons, Relatives of
Missing Persons, and Unidenti man Remains cases.

Only DNA data derived fr ()tfalysis of NDIS accepted PCR loci/systems shall
be entered into CODIg. S accepted PCR loci/systems are referenced in the
FBI NDIS Sandards fo tance of DNA Data.

Forensic Biolo oratory reports that contain results eligible for entry into
CODIS contai atement indicatitigat this information has been added to and
will be maipscdoed in the CODIS system.

4.2 1&0 When a profile is removed from CODIS for any reason, a
%‘ statement in the report must indicate that the profile was previously
searched but has been removed. Depending on the timing of the
removal, the statement may be in the initial report or in an
additional report.

4.2.10 Currently, profiles developed using Low Copy Number amplification techniques

are not eligible for entry into NDIS. They can, however, be uploaded to NY-
SDIS for searching, via the Low Copy Number specimen category of the Forensic
SDIS Only Index. Samples in this SDIS Index are unmarked for any further
upload (i.e. to NDIS).
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4.3

Guidelines for Entering STR Profiles Derived from Mixed Samples into CODIS (see
also table at the end of this section)

43.1

4.3.2

4.3.3

4.3.4

4.3.5

4.3.6

All mixtures refer to the situation where the DNA profile from the evidence is
composed of alleles from more than one individual.

As many loci and alleles as possible should be included in the profile submitted to

the database. %
When a locus can be only partially deduced, use obligate allele designator,
a “+” aids in moderate stringency searches by ting some of the spurious

moderate matches possible at mixed loci. @

A locus may be designated inconclusi C”) on the DNA Profile Evaluation
form at the discretion of the interpreﬂ'zsoa alyst and their supervisor if an
ambiguity exists at that locus (se@i n for Type Il mixtures below). This
locus, however, can and shoul@™till be used in the confirmation process once a
candidate match is made. (1/

Type | mixture - the res re such that it is possible to determine/deduce a
complete profile of a utor at 6 or more loci. The deduced profile of the
major contributor e major component will be entered into LDIS.

Only if the all g{ensities are such that the minor component can clearly be
deduced or more loci will the deduced DNA profile of the minor component
be enterga¥nto LDIS.

Typ?ﬁnixture - the results are such that it is not possible to determine/deduce a
complete profile of a contributor at all loci; the allele intensities are such that the
contributor can be deduced at some loci but not at other loci. Enter the deduced
alleles at all deduced loci. Any loci that cannot be deduced can be entered as a
mixture with the obligate allele indicated on the DNA Profile Evaluation Form

with a “+”. Because of possible allele sharing, include any alleles that might be
attributable to the perpetrator, even if the victim also has those alleles.

There are two options for entering partially known loci when not all of the
possible alleles at that locus are confirmed.
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Type Il mixture — option ondor entry of a mixture locus: Enter the locus as
“INC”. This may be the method of choice when your profile contains good data
at most of the loci, and the loss of one or two loci still leaves a profile which
meets the Match Estimation threshold and expected to meet the uniqueness
threshold.

Type Il mixture — option twadfor entry of a mixture locus: If only one of the
potentially two alleles of the profile at that locus can bedetermined (due to LCN
interpretation rules) or after all attempts to get result clearly visible but
below threshold peak have failed, enter the one k allele with a “+”. Thisis a
CODIS method of designating that “another all Bbay be present at this locus.”
The advantage of listing one known allele oy, e or “INC” is that a match
might be found at moderate stringency, b prevent at least most of the
spurious candidate matches which mig@ur if nothing at all is entered for that
locus.

For example, a 10+ would mat ',\O; 10, 10; 10, 11... but would preclude
anything that contained no % e, for example, 9, 9; 9, 11; 9, 12... would not
match, in contrast to an “INC” ¥r no entry at that locus, which would allow any
allele to appear at th Ié@ and not be a mismatch.

This option is only gi'gant to enhance a limited number of loci in a profile, for

instance to ena rofile with 9 loci to meet the minimum amount (10 loci)
needed in o¢ e searched at NDIS instead of being stopped at SDIS. Certain
criteria met and documented in the case record in order to justify using
this met

" E&Jmentation from the CODIS Match Estimation Utility which estimates
tiat the number of moderate matches a profile will generate in a database of a
given size Ns not greater than one, despite its being a mixture and/or partial
in nature.

= For database size,Nse the current SDIS or NDIS size, rounded up to the
next 100,000 or 1,000,000, respectively.

= This is the one and only instance on a DNA Profile Evaluation Form when a
single allele is entered in the box for that locus. The “+” must also be present.

= The interpreting analyst and/or supervisor submitting such a profile may be
called upon to evaluate all candidate matches found when the profile is
searched.
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4.5

Entering STR Profiles into LDIS

45.1

45.2

45.3

45.4

CODIS eligible profiles will be entered into LDIS by CODIS software-trained

staff only. The profiles entered and/or imported into LDIS must fall into one of
the following CODIS categories: Forensic Unknown; Forensic Mixture; Forensic
Partial; Forensic SDIS Only; Low Copy Number; Suspect, Known; Missing
Persons Index; the Relatives of Missing Persons Index or the Unidentified Human
(Remains) Index) (see section 1.0 - CODIS Terms andAbbreviations for
definitions; for procedural guidelines on how to ente @file into LDIS, see the
FBI CODIS Training Manual). For a list of NDIS-a @ed STR PCR Kkits,

consult the current version of NDIS Operational ures Manual

Profiles matching the victim or eliminatio
member or a consensual sex partner) iguously will not be entered into
CODIS. For a profile to be unambi sly attributed to the victim or elimination
sample, an exemplar must be tesﬁg@d d compared to the profile in question. Itis
not sufficient to make an assumpti on case information that the profile in
guestion matches the victim or% sual sex partner.

les (for example, a family

Profiles that are clear)y ‘elated to a case or crime will not be entered into
CODIS. For example? men profile from a condom from which a female
profile was determj and the victim is excluded as the female contributor of
DNA. This will he discretion of the appropriate Assistant Director and the
CODIS Progr. anager. The determination can be aided using the CODIS
Guideto Ining What is Allowable for Entry into the Forensic Index at

NDIS 0

Lo?&uspect profiles reside in LDIS. They arenot eligible for upload to higher
levelof CODIS. Local suspect profiles will be entered into LDIS (Suspect,
Known Index), unless:

4.5.4.1 A properly executed court order dictates otherwise concerning a
specific sample. When any court order or similar paperwork is
received, the OCME Legal Department must be consulted and provided
a copy of the paperwork.

45.4.2 The exemplar was submitted subsequent to a partial match notification
and does not match the case for which it was submitted.
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4.5.5 Entry of a profile into LDIS will be documented on the DB Profile documentation

4.5.6

4.5.7

45.8

4.5.9

in the case record.

Upload of a profile to SDIS will be documented by including a copy of the
CODIS Specimen Detail Report in the case record.

Non-victim DNA profiles derived from evidence that are not eligible for CODIS
entry will be entered into the LDIS Only CODIS categopy (for example, a profile
obtained from the clothing of a suspect, or a weapo %\ directly from an
arrestee).

Off ladder alleles above or below the allelic ’@r are entered as < (lowest allele
at that locus) or > (highest allele), respec The official standardized NDIS
allelic ladder is

CSF1PO <6, 6-15, >15 \(b

D13S317 <8, 8-15, >15Q

D21S11 <24.2 8, >38

D3S1358 <12, ,>19
D5S818 <7 6, >16

D16S539 <5, 5-15, >%
D18S51 <9, 9-26, >§6

D7S820 14, >14
D8S1 , 8-18, >18
F , 18-30, >30

T <5, 5-10, >10

( X <6, 6-13, >13
WA <11, 11-21, >21

Amelogenin X,Y

D19S433 <9, 9-17.2, >17.2

D2S1338 <15, 15-28, >28

Penta E<6 6-24, >24
Penta D <2.2, 2.2-17, >17

Off ladder alleles which fall within the lower and upper limits at each locus
should be entered as determined by the analysis software (e.g. an allele called as
9.1 should be entered as 9.1, not 9.x).
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4.5.10 If a discrepancy exists on the DB Profile documentation (for example, writing is
not legible, reviewer’s initials are missing, the specimen ID appears incorrect or is
too long) the Interpreting Analyst (I1A) or the reviewing Criminalist IV or
Assistant Director for that sheet must resolve the discrepancy hbfdata
from that profile is entered. If the discrepancy is discovered once the profile has
already been entered, a modification or deletion/re-import may be needed (case by
case determination). Specimen ID problems may be corrected by a member of the
CODIS support staff. Interpretation issues should be désocussed with the
appropriate Assistant Director.

4.6 Modifying or Deleting an STR Profile from CODIS 0
4.6.1 Modification of data already entered into may be due to several reasons:

= Additional testing has been corrp'SZ on the sample.
= An interpretation error was disla$/t d regarding the profile.

= The profile could be improv@ he addition of the obligate allele designator
“+H.

Modification form sho filled out and submitted to the CODIS staff for
processing. The optyinal Profile Modification form will be maintained in the
Profile Modificat@ rm binder and a copy will be added to the case record.

Once it has been det%@{;d that a profile must be modified in CODIS, a Profile

*

4.6.2 Any modi n to a DNA profile once it has been entered into LDIS will be
docume In the appropriate profile modification log.

4.6.3 Re&'ﬁs for administrative removal/expungement might include:

" A profile entered is later determined to be from a victim, witness,
consensual partner, family member, etc.

" Documentation is provided for legal expungement.

. A determination was made that the profile should not have been entered

into CODIS due to a user problem (for example, the 1A has failed a
proficiency test during the time the data was generated) or a systemic
laboratory problem.

. Profiles from missing persons and/or relatives of missing persons are
removed once a person is identified. Profiles from unidentified human
remains will be removed only if the body recovered is intact.
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4.7

Once it has been determined that a profile must be deleted from CODIS, a Profile
Removal/Expungement Form must be filled out and submitted to the CODIS staff
for processing. Unless there are time restraints surrounding the deletion (for
example, in response to a court order requiring it before the next local upload; if
so, an Expungement Request letter will be sent to the SDIS custodian), the
deletion will be processed with the next upload to SDIS.

The original form will be maintained in the Case DeletigR/Expungement form
binder and a copy will be added to the case record. eletion will also be
recorded in the Upload Deletion/Expungement lo e time it is processed. The
deletion portion of the reconciliation report fro pload will also be printed
and placed in the Case Deletion/Expungem orm binder confirming that the
deletion was completed.

Routine Searches of LINKAGE and LDIS (b

4.7.1

4.7.2

4.7.3

4.7.4

4.7.5

Interpreting analysts and their@?‘visors will routinely compare appropriate
preliminary DNA profiles to ﬁis/ LINKAGE and LDIS.

LDIS autosearches wll {conducted after the addition of new profiles into LDIS

and before an upload IS. This search will serve to ensure that no intra-

laboratory DNA m es were overlooked, and to track local DNA hits using the

CODIS system. autosearches will be performed by the CODIS staff only.
>

All LDIS arches will be conducted at moderate or high stringency using a
minimu IX loci. The default setting is moderate.

Sawks with 10 or more loci will also be searched, allowing one locus to have
eithe? low-stringency or non-matching results (*one-mismatch search”).

All LDIS candidate matches will be examined. The CODIS staff will investigate
any matches not already documented and ensure that all proper notifications are
prepared, reviewed and made expeditiously. The CODIS group may return such
matching files to the 1A and supervisor who submitted the specimen, and delegate
the match notifications to them.
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4.8

4.9

Uploading Profiles to SDIS/NDISand Search Policies

48.1

4.8.2

4.8.3

4.8.4

All appropriate LDIS profiles will be uploaded into SDIS by the CODIS staff.
Currently, New York State local DNA laboratories upload to SDIS biweekly, with
the SDIS search performed shortly thereafter. Forensic STR Index, Unidentified
Human (Remains) Index and Missing Person Index profiles containing 10 or more
loci are searched at both high and moderate stringency. Profiles with 6-9 loci are
searched at high stringency only unless placed in the “%ensic SDIS Only”
index.

LDIS profiles for upload to SDIS will be from e '&étiary samples ddhder
no circumstances will known human referen amples be uploaded to SDIS
forensic indexes. Such profiles may be e into the Missing Persons
Index, the Relatives of Missing Person or the Unidentified Human

(Remains) Index) if appropriate. (b

All putative perpetrator profile%ﬁa\%rensic Biology DNA pattern will be
uploaded to SDIS. **NOT ditional profiles from patterns will no longer
be placed in the Other (pa{ar Index in LDIS.

Uploads to NDIS wyill place as scheduled by the SDIS custodian.

Other Searches @

49.1

4.9.2

4.9.3

compar NKAGE. Requests to compare other DNA profiles to LINKAGE

Only D@es developed by the Department of Forensic Biology may be
I
willgoﬂg pproved and are not allowed.

KeyBoard searches of LDIS, SDIS, and NDIS are only allowed of DNA profiles
derived from evidence. Keyboard searches of DNA profiles from known
individuals are not allowed.

Keyboard search requests of SDIS/NDIS are addressed to the Databank
coordinator. This search is requested through the DCJS Databank coordinator and
is executed at the discretion of the SDIS custodian.

Keyboard search requests of LDIS are addressed to the CODIS custodian, CODIS
Program Manager, or the laboratory director.
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4.9.4 There are assorted reasons a keyboard search would be requested by a laboratory.
All requests must be accompanied by a Justification for Keyboard Search Request
form.

Reason #1 The requesting laboratory wants to search a profile that does not
meet the minimum loci requirements for SDIS or NDIS entry or would not be
searched based upon SDIS or NDIS current search policy. Keyboard searches
for this reason must be, accompanied with a documented scientific reason
justifying the search (for example, apparent pres f mixtures, sample
degradation or limited sample availability). Sg& justification must

include but is not limited to a statistical signjfi e of the profile (or deduced
loci) that meets the NDIS Match Estimat@lity requirements of 1 in a
database of size.NNDIS does allow ke searches of profiles with fewer
than 10 loci, if this required thresho be met. A copy of the Match
Estimation printout must be prow‘%i td the CODIS group with a justification

of this type. r\

Reason #2- The requestingéﬁ%y wants to search a profile before the next
search in a situation wherev@ known convicted offender is a suspect in a
particular case an ’cgh is a need for an expedited search. The initial request
from a Bureau h& m one of the District Attorney’s Offices must be
submitted in WI‘&‘[\ orm, must be accompanied with a valid justification

for the urgen@ d it must be confirmed that the suspect in question is,

in fact, in tabank. This confirmation is the responsibility of the

request gency.There must also be a documented conversation with an

Assi irector and appropriate case information. Case information from
gE must include: the suspect’s full name, NYSID number, social

rity #, and any known aliases.

The following reasons are considered valid urgency justifications by the
Department of Forensic Biology to request a keyboard search to expedite a
CODIS search at SDIS or NDIS:

* A suspect has been arrested for a particular case and will be released
without the search. Additionally, there is no other evidence (eyewitness,
fingerprints, etc.) to hold the suspect and attempts to obtain a DNA sample
from the suspect have been exhausted.
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4.9.5

» A strong investigative lead has developed a suspect in a particular case
and the search will lead to an arrest. Additionally, there is no other
evidence (eyewitness, prints, etc.) to arrest the suspect and attempts to
obtain a DNA sample from the suspect have been exhausted.

NOTE: Even if the DAO or NYPD can confirm a potential suspect
has qualified for entry in the convicted offender databank
this does not insure the sample has_b collected,
processed, or entered into the offepdgdatabank.
Expedition of a convicted offend ple by DCJS does
not have to be in response to éboard request. If the
suspect is based on a stro Qestigative lead and the
investigator wants to ins corresponding convicted
offender sample is in ender databank before the next
routine search the ould be referred to DCJS.
Investigators shgWd«eiways be advised to attempt to obtain

a DNA sampl the suspect and submit it directlyo
Forensic B .

Reason #3- The requ @agency and/or the Department of Forensic Biology
wants to searc a% e before the next search in a situation where there is an
urgency for an e

ited search to attempt to identify an offender in a serious
or serial crin‘%
<\

Both the Custodian/Supervisor and the CODIS Program Manager must
approve oard search requests. Disagreements between the CODIS Program
Maﬁ’er d the analyst, supervisor, or manager requesting a keyboard search

will solved by the laboratory director.

Once a keyboard search request has been approved, the interpreting analyst will
fill out a Forensic Biology Keyboard Search Request form and forward it to the
CODIS staff for processing. All keyboard search requests will be processed by
the CODIS staff. If the keyboard search request is for SDIS, the CODIS
supervisor will discuss the request and case information with the DCJS Databank
coordinator via telephone and fax the request form accordingly. Documentation
of the request and search results will be added to the case record. Keyboard
search requests from outside laboratories are kept in the Keyboard Search
requests binder. The interpreting analyst requesting the keyboard search will

be responsible for evaluating all candidate match results from the search

within 15 days of receiving the results from the CODIS staff.
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NOTE: Prior to faxing a Keyboard Search Request form to SDIS, the CODIS
staff will first perform an autosearch to identify any local candidate
matches.

4.9.6 A forensic profile may be searched at a non-CODIS databank (for example, via
Interpol). See the NDIS Procedures for further information.

4.9.7 A non-US forensic profile may be searched at NDIS upgn request to the FBI and
at their discretion. Such a profile may NOT be sear t LDIS.

Table — DNA Profile Evaluation Form entries for STR profile ed from mixed samples
STR result Interpretation DNA Prof Will match
Evaluati m

7,8,9 deduced contributor is

9,9 (i\:\(b 9,9

(high stringency)

7,8,9 deduced contributoris ¢
8,9 s\oK 8,9 8,9

(high stringency)
7,8,9 deduced contribé@is

9,7

N\
(wher{&ither a7or8or9y, 8, 9+ 7,90r8,90r9,9

(moderate stringency)
7,8, 9** de‘?cved contributor is INC anything
9,7 or
**other non-called allele, 9+ 9 plus any other allele
possible drop-out, or LCN (moderate stringency)

possible false homozygote
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5.1

General principles

Discovering and confirming “exact matches” and “partial matches”, and making timely
notifications, are among the highest priority tasks done in the Department of Forensic
Biology. Any delays can result in additional crimes being committed that may have been
preventable.For local matches, it is not necessary to have all analyses completed or
reports written, just that the required data is available for review of the match.

pattern. To consolidate the handling of related pattern c »and to streamline any

Local exact matches between cases may result in the crea ’b@r extension) of a DNA
subsequent court testimony, a single analyst (Wherevg sible) should be assigned all

cases in a pattern. Therefore, depending on the n f the cases involved, a “new”
case may be transferred to the analyst of the préy case(s). See Section 5.4.1 for
additional information.

Partial matches are inadvertent “indirect]\gbms” that suggest that the source of an
evidentiary profile is potentially:

* Arelative of a suspect (susp t(flf
* Arelative of another evidf@’ profile (within a case or between two cases)

* Arelative of some othgr arison sample (victim or elimination sample)
« Arrelative of an offend%state or national)

omparing the number of shared alleles and/or loci, then

ing likelihood ratios and/or the parent-offspring likelihood ratios
using the CO pstats application (see specific procedures below). The use of partial
matches state level has been approved by the New York State Commission on
Forensic S§ence. The use of partial matches at the national level has been approved by
the NDIS Board; however, participation is left up to each individual state.

This is determined¢
calculating the felf™Si

Matches at the local level may occur at any time. Matches at the state level follow a two-
week cycle set by the state. Matches at the national level follow a one-week cycle.

For Missing and Unidentified Persons cases, discovering and confirming “exact matches”
and “associations” are also among the highest priority tasks done in the Department of
Forensic Biology.

Controlled versions of Department of Forensic Bigl@pcuments only exist electronically on the
Forensic Biology network. All printed versions are non-controlled copies.



FORENSIC BIOLOGY CODIS MANUAL

5.0 VERIFYING AND REPORTING DNA MATCHES

DATE EFFECTIVE LAST REVISED APPROVED BY PAGE

03-24-2010 07-16-2012 MARIE SAMPLES 20F 31

5.2

Associations are “indirect matches” that suggest that the reference profiles (i.e. profiles
from relatives of Missing Persons in a pedigree tree) are potentially related to profiles
from a Missing Person or Unidentified Human Remains. These associations are ranked in
NG CODIS according to a joint pedigree likelihood ratio.

Matches in NGCODIS may occur at any time at the local level. At the state and national
level, matches follow a one month cycle set by NY State and/or the FBI. Additional
searches such as those with mitochondrial DNA only are don@s scheduled by NY State
and the FBI.

o
DNA HITS application 0
)

The majority of DNA exact match and partial ma tifications are made using the
web-based DNA HITS application. This appliCQuyT allows for quick e-mail
dissemination of matches to the NYPD and'&I istrict Attorney’s offices. If DNA HITS
is unavailable for > 24 hours, or a particn]%w ctionality is unavailable, make
notifications using a Notification Lett lI0w up with DNA HITS notification when it

becomes available. (1/

DNA HITS is not used for Missi nd Unidentified Persons Cases. A notification letter
is sent via email to notify all ed parties of the match. For matches with unidentified
remains from NYC OCM e assigned Medical Examiner, Identification Unit, and
NYPD Missing Person always notified. Matches involving outside jurisdictions will

be sent to that jurisdi;;& s designee(s).

Only the NYPD@nee(S) and the appropriate DAQO’s designee(s) are notified via DNA
HITS. If ugin A HITSdo not also notify Detectives or ADA’s directlihey will be
notified by% superiors.

Members of lab management have privileges in DNA HITS to add or delete authorized
users. Case analysts have varying levels of privileges within the program. All
interpreting analysts plus certain clerical and CODIS staff members have login privileges
and can enter match information. Supervisors, management and certain CODIS staff
members have approval privileges for matches. The program will not make a notification
until it has been approved.
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5.3

Method of natification

The existence of an exact match or partial match is disseminated via the Department of
Forensic Biology report, via DNA HITS, or both. The method depends on the type of the
match (“cold” vs. “warm”), the level (local, state, national), or the type of comparison
(exact vs. partial). “Cold hit” means no one thought the cases (or suspect) were linked
previously. “Warm hits” are the opposite: the cases were previously thought to have
been linked, and DNA is simply confirming this. %

In general, match notifications made via DNA HITS are@able only to cases that
have a clean, informative forensic autosomal DNA pr ingle-source or deduced)
attributable to a putative perpetrator. In addition, p %match notifications are limited
to such profiles with $0 CODIS core loci with no & C'’s, or other indications of a
mixture.

Associations solely to non-deconvolutedh{ibres or solely to Y STR results are
described in the reports, not via DNA S.

Notification via DNA HITS is nectglﬂfor the following types of matches:

Local matches: s\o

Cold hits between es

Partial matches en cases

Cold hits batw@ a case and a suspect (exemplar or pseudo-exemplar)
Warm Ween a case and a suspect (exemplar or pseudo-exemplar)

Partial es between a case and a named suspect or arrestee (exemplar or

Sse‘* -exemplar)
State or national matches:
Matches between a case and an offender

Partial matches between a case and an offender
Matches between a case and a case in another laboratory

Notification via DNA HITS is notnecessary for the following types of matches:

Warm hits between cases
Partial matches within a case
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5.4

5.4.1 Local exact matches discovered via LINKAGE or LDIS

5.4.1.1 Confirm the exact match Q

The report (evidence report or suspect report) will contain information on all local exact
matches and/or partial matches.

DNA HITS is not used for Missing and Unidentified Persons cases. Match notifications
are made via a Forensic Biology Report and Notification Letter.

Verifying and reporting exact matches
ol

previous case or pattern, or between his/her “ ase and a suspect file, his/her

In the event an analyst suspects there is a cold \& een his/her “new” case and a
supervisor should be notifiechmediately.

Expedite additional testing (including %'r]n\lars if needed) to determine if you have a
true match or a fortuitous match. Iehal testing includes any duplication needed to
satisfy the concordance policy. K

Once you have confirmed_ th ct match, continue the process.

5.4.1.2 Review the matchig&

>
The analyst of thg/{™ewW" case has to request the “previous” case(s). For a case-to-case
match, compar, Information available in the files: precinct, location of occurrence,
descriptio ofﬁ ailant, details of the assault, etc. If any 61 forms are missing, have a
superviso%nge to get a copy. (This step is not required for NYPD project cases. If
any of the irtfformation in the 61 forms seems inconsistent, discuss with your supervisor.)

For case-to-case matches, determine whether the matching samples were processed
together:

» Evidence exam on the same date and/or by the same analyst?
* DNA extraction and/or amplification worksheet with the same date and time?

If so, see your supervisor and Assistant Director immediately.
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For case-to-case matches between similar case types (ex. Property Crime to Property
Crime) or disparate case types (Homicide to Property Crime), it is a possibility that a
member of law enforcement is the source of the DNA. Therefore, the following should
also be determined based on paperwork in the file:

» Was the evidence in both cases collected by the same Crime Scene Unit or Evidence
Collection Team member?
* Was the evidence in both cases processed by the same, I\QgD laboratory Criminalist?

NS

If so, see your supervisor and Assistant Director immedi@@

5.4.1.3 Determine if the “new” case should be transferreq®o

Use common sense when deciding on the tra of a “new” case. Consider the nature
of the crimes; the nature of the evidence it ithin the cases; the time frame of the
crimes; and whether any appear to be iodsly solved via arrest, typing of a suspect, or

an offender database match. Transf hould only take place when a logical pattern is

created or added to. (1/

Examples of situations wherg\@ fer makes sense might include:

» A 2012 sexual ass@ case matching a 2010 sexual assault case.
« A 2012 burglar @e matching a 2011 robbery case.
« A2012 robe&natching a 2011 sexual assault (where case facts are similar)

If there is no lpQicgl pattern or relationship between the cases, no transfer of the “new”
caseisn {ary. Examples might include:

* A 2012 burglary case matching a solved 1996 homicide case.
* A 2012 sexual assault case matching a 2011 auto theft case.
* A 2012 robbery matching a 2011 sexual assault (where case facts are different)

A transfer is NOT necessary if a “new” case is solely matching a previous suspect file.
The analyst of the “new” case retains that case and will have the previous suspect file
transferred to him/her. The analyst of the “new” case is responsible for making the DNA
HITS notification of the case-to-suspect match and for reporting of the newly discovered
match in a suspect report.
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5.4.1.4 Transfer the “new” case

» Transfer the newly linked case to the analyst for the previous case(s).

* Have a supervisor update records to reflect the new case assignment.

* There is no requirement to complete testing in the entire case, start or complete a
draft report, prepare tables, or prepare the DB Profile documentation. However,
such things may be done as a courtesy.

5.4.1.5 Make the match notification(s) ®\%

5.4.2

* The analyst who owns the case is the one res@le for making the match

notification. @

Enter the match(es) into DNA HITS using the%dure in section 5.6.
Verifying and reporting SDIS exact m t(hg

With DNA matches identified at S th laboratories involved in the match have
confirmation responsibilities. Allgnat®hes will be resolved by the CODIS staff, with the
exception of Low Copy Nu ple and certain identity searches performed and
scheduled by NYS. n@\

Responses to all can i%& matches must be immediate. The final disposition of the
candidate match to IS custodian must be reported no later than 30 business days
after receiving t ch report.

5.4.2.1 General &scs)

The CODIS staff will print out the Candidate Match Detail Reports from the CODIS
system along with a Match Inventory list (a summary list of all the cases involved in the
candidate matches) and retrieve the corresponding files.

Each candidate match report and corresponding file must be reviewed to confirm whether
or not the two profiles indeed match. The analyst reviewing the file must fill out a
Candidate Match Confirmation Checklist if the match is found to be real.

If any modifications to the DNA profile are needed, a Profile Modification Form must be
filled out by the Interpreting Analyst or the analyst reviewing the data (see section 4.6),
and submitted to the CODIS group. It is not necessary to wait for the profile to be
modified to continue in the confirmation process.
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5.4.2.2Verifying and reporting SDIS offender exact matches

If the profiles are an exact match, complete a NYS DNA Databank Candidate Match
Confirmation Form. This form communicates to DCJS and the Databank coordinator the
case information, and that the candidate match is, in fact, a true match. Therefore, one
NYS DNA Databank Candidate Match Confirmation Formeeery confirmed

candidate match listed on the Match Inventory must be completed. The NYS DNA
Databank Candidate Match Confirmation Form is then transmj#ed to DCJS by fax or
other electronic means. %

onfirmation Forms from our
er sample from the NYS DNA
name, via fax followed by USPS,

Upon receipt of the NYS DNA Databank Candidate M
laboratory, and upon receipt of confirmation of the
Databank coordinator, DCJS will release the off
in the form of a DCJS Match Letter (see the c version délmeYork State
COmbined DNA Index System Procedur%let er will contain the name of the
offender, any aliases, the NYSID numbe| offender’s current location.

Enter the match(es) into DNA HIT{%% the procedure in section 5.6.

If the confirmed match has li n offender to an unsolved case, the investigating
agency must obtain an exg rom the offender and submit to the laboratory for
retesting prior to proceedgmyto trial. This requirement is located on the DCJS Match
Letter that is available District Attorneys’ offices upon request.

>
The DCJS Mat \er should be used by the DAO to obtain the court order authorizing
the collection o%iexemplaf[he Department of Forensic Biology will perform testing
on the ex replicate the DNA match of the offender to the forensic sample(s) and
to testify i%ﬂrt to the match. Questions from the DAO regarding offender information,
offender blobd draws, etc. should be directed to DCJS. Analysis of the exemplar by
Forensic Biology is generally not necessary for grand jury proceedings. This analysis,
however, is necessary before trial.
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5.4.2.3 Verifying and reporting SDIS forensic exact matches

After the data is reviewed, the other laboratory involved in the match must then be
notified via telephone, fax or email and the match verified. Both laboratory’s case
numbers and ORI numbers are on the Match Detail Report and on the Match Inventory
list. The contact information for all CODIS laboratories can be found on the CJIS-WAN.
Standard case contact protocol should be followed to document any correspondence or
conversations. %

If it is determined the candidate match is a non-match, t cess stops here. All case
contacts should be documented on the checklist acco

The CODIS DNA Match Data Request and R e Form is transmitted to the other
laboratory by fax or other electronic meanfﬁf;i form facilitates the exchange of
information. Information on this form, if aikble, should include:

If it is verified to be a true match, information re?@g the cases must be exchanged.

» Contact information for the sub |%police agency.

» Contact information for the lalgora¥Ory.

» Laboratory and police id @ion numbers (Forensic Biology and complaint
numbers). %n\

* Whether the case is s@d (i.e. by DNA).

* Suspect informati r example, name, NYSID number, has he/she been tested at
our lab, etc.). ’\

* General c@)rmaﬁon (for example, date of occurrence, type of crime, etc.)
e Ifthe ith the match at SDIS is one of a local pattern, information regarding
both/all' §hould be provided to the other laboratory.

Upon receipt of the response from the other laboratory, the match is confirmed. This
form documents that the candidate match between the two laboratories was
acknowledged, each laboratory has finished their review process, both laboratories are
confirming the match and that case information has been exchanged.

Enter the match(es) into DNA HITS using the procedure in section 5.6
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5.4.3 Verifying and reporting NDIS exact matches

With DNA matches identified at NDIS, both laboratories involved in the match have
confirmation responsibilities. All NDIS matches will be resolved by the CODIS staff.

Responses to all candidate matches must be timely. The final disposition of the candidate
match to the NDIS custodian must be reported no later than 30 business days after
receiving the match report.

>
5.4.3.1 General Process
\}

The CODIS staff will print out the Candidate Matc a Reports from the CODIS
system along with a Match Inventory list (a su st of all the cases involved in the
candidate matches) and retrieve the correspo files.

Each candidate match report and corresbgn g file must be reviewed to confirm whether
or not the two profiles indeed match g alyst reviewing the file must fill out a
Candidate Match Confirmation Chdc

If any modifications to the D file are needed, a Profile Modification Form must be
filled out by the Interpreti st or the analyst reviewing the data (see section 4.6),
and submitted to the CO group. Itis not necessary to wait for the profile to be

modified to continue in onfirmation process.

>
If a profile has al offender candidate match and a state offender candidate match
at or near the ime, allow the state confirmation process to proceed first. If a profile

one of the idate matches to proceed first (see the CODIS supervisor for guidance on
selection). ©Once one of the candidate matches has been verified and the name of the
offender obtained, process the remaining candidate matches as conviction matches.

has two (o% national offender candidate matches at or near the same time, select

5.4.3.2 Verifying and reporting NDIS offender exact matches

After the data is reviewed, the other laboratory involved in the match must then be
notified via telephone, fax or email and the match verified. Both laboratory’s case
numbers and ORI numbers are on the Match Inventory list. The contact information for
all CODIS laboratories can be found on the CJIS-WAN. Standard case contact protocol
should be followed to document any correspondence or conversations.
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If it is determined the candidate match is a non-match, the process stops here. All case
contacts should be documented on the checklist accordingly.

If it is verified to be a true match, information regarding the cases must be exchanged.
The CODIS DNA Match Data Request and Response Form is transmitted to the offender
laboratory by fax or other electronic means. This form facilitates the exchange of
information. Information on this form, if available, should incILtdé:

» Contact information for the submitting police age@

» Contact information for the laboratory.

» Laboratory and police identification number;ﬁexample, case number,
complaint number, etc.).

* Whether the case is solved (i.e. by DN

» Suspect information (for example
at our lab, etc.).

* General case information (fg ple, date of occurrence, type of crime, etc.).

* If the case with the match a is one of a local pattern, information regarding
both/all should be provided to the other laboratory.

* When available, inclu@y known aliases of the offender/suspect if the case is

solved, because thg offdnder/suspect may be in the other database under a
different name.

, NYSID number, has he/she been tested

<
Upon receipt of the’géDIS DNA Match Data Request and Response Form from our
laboratory, and o™ the offender laboratory’s confirmation of the offender sample, the
match is confj . The offender laboratory will release the convicted offender’'s name,
via fax, in ?&rm of a match letter. This letter will contain the name of the offender,
any aliases\the State ID #, current location, and usually their SS#.

Enter the match(es) into DNA HITS using the procedure in section 5.6

If the confirmed match has linked an offender to an unsolved case, the investigating agency
must obtain an exemplar from the offender and submit to the laboratory &tirrgtprior to
proceeding to trial. This requirement is located on the match leéteistforwarded to the
District Attorney’s office upon request. The match letter should be used by the DAO to
obtain the court order authorizing the collection of the exemplar.
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The Department of Forensic Biology will perform tagton the exemplar to replicate the

DNA match of the offender to the forensic sample(s) and to testify in court to the match.
Questions from the DAO regarding offender information, offender blood draws, etc. should
be directed to the agency contact information given on the CODIS DNA Match Data Request
and Response form. Analysis of the exemplar by the Department of Forensic Biology is
generally not necessary for grand jury proceedings. This analysis, however, is necessary
before trial.

5.4.3.3 Verifying and reporting NDIS forensic exact matches \%

The CODIS staff will print out the Candidate Match Re Qom the CODIS system
along with a Match Inventory list (a summary list of aktMhe cases involved in the
candidate matches) and retrieve the correspondj .

Each candidate match report and correspgaglinQMile must be reviewed to confirm the
profile data sent to NDIS is accurate. Thf\a st reviewing the file must fill out a
Candidate Match Confirmation check}

If any modifications to the DNA profilg#re needed, a Profile Modification Form must be
filled out by the analyst reviewi e data (see section 4.6), and submitted to the CODIS
group. lItis not necessary t for the profile to be modified to continue in the
confirmation process. 6

After the data is reyi“? the other laboratory involved in the match must then be
notified via teleph x or email and the match verified. Both laboratory’s case
numbers and O&%bers are on the Match Inventory list. The contact information for
all CODIS la ries can be found on the CJIS-WAN. Standard case contact protocol
should be%ed to document any correspondence or conversations.

If it is determined the candidate match is a non-match, the process stops here. All case
contacts should be documented on the checklist accordingly.
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5.5

5.5.1

If it is verified to be a true match, information regarding the cases must be exchanged.
The CODIS DNA Match Data Request and Response Form is transmitted to the other
laboratory by fax or other electronic means. This form facilitates the exchange of
information. Information on this form, if available, should include:

» Contact information for the submitting police agency.

» Contact information for the laboratory.

» Laboratory and police identification numbers (for examﬁ number, complaint
number, etc.). 0

* Whether the case is solved (i.e. by DNA).

e Suspect information (for example, name, NYSI %ber, has he/she been tested at
our laboratory, etc.).

* General case information (for exampler,(% occurrence, type of crime, etc.).

» If the case with the match at SDIS is a local pattern, information regarding
both/all should be provided to the aboratory.

Upon receipt of the response from thg gther laboratory, the match is confirmed. This
form documents that the candidafe match between the two laboratories was
acknowledged, each laborat: @a finished their review process, both laboratories are
confirming the match and<hatsase information has been exchanged.

Enter the match(es)i&@NA HITS using the procedure in section 5.6
>

Evaluating, veri@and reporting partial matches

General gtegldines

Partial match procedures are applicable only to cases that have a clean, informative
forensic autosomal DNA profile (single-source or deduced) attributable to a putative
perpetrator. Such profiles must havl >CODIS core loci, with no Z’'s, INC’s, or other
indications of a mixture.

Partial matches will be evaluated by a combination of observing whether there is sharing
at each locus (indicating a potential parent-offspring relationship) and/or counting of
shared alleles across all loci (indicating a potential full-sibling relationship), followed by
a statistical calculation (likelihood ratio). Thresholds for allele sharing and the likelihood
ratio have been established and are described on the Partial Match Evaluation Form.
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At the local level, only partial matches between evidence samples (within a case or
between cases) or partial matches between evidence samples and a named suspect or
arrestee for that case will be evaluatéghy partial matches revealed by comparing a
suspect to LINKAGE or partial matches revealed by searching a suspect in LDIS will
NOT be evaluated.

At the state and national level, only partial matches to offenders will be evaluated.

Partial matches may exist within a case, betw@bcases, or between a case and a

Pull the previous case(s), if applicable.

5.5.2 Local partial matches

suspect file.
5.5.2.1 Partial matches within a case r\(b
All eligible DNA profiles withina c Quld be reviewed for potential partial matches.

For example, compare a victim og elivination sample to Male Donor A or compare Male
Donor A, B, and C to each o

In the event an analyst b
evaluate the profiles. i
flow chart below, de
expedite any adqj N

policies. c)

If possible?&appropriate, further testing using Y STRs should be done. If a partial
match is stilt a possibility, continue the process.

es there is an eligible partial match, the first step is to
the Partial Match Evaluation Form and following the local
e if the two profiles meet laboratory requirements. If so,
testing needed to satisfy the concordance and duplication

The existence of a partial match within a case is disseminated via the report, using
wording that describes that a similarity was noted, states the likelihood ratios for full
siblings and/or parent-offspring, and requests additional exemplars.
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5.5.2.2 Partial matches between two cases

In the event an analyst believes there is an eligible partial match between two cases
(found in LINKAGE or an LDIS search), the first step is to evaluate the profiles. Using
the Partial Match Evaluation Form and following the local flow chart below, determine if
the two profiles meet laboratory requirements. If so, expedite any additional testing
needed to satisfy the concordance and duplication policies. %

If possible and appropriate, further testing using Y STRs \d be done. If a partial
match is still a possibility, continue the process.

CODIS manager to discuss the potential parti ch. If appropriate, efforts will be
made to determine the status of each cas@ ved vs. unsolved, arrests, etc.) or gain
additional case information. r\

The analyst and supervisor must then meet With§@cal CODIS administrator and/or
I

The existence of a partial match beffije®# cases is disseminated via DNAHITES.
the match(es) into DNA HITS us@ tWe procedure in section 5.6

5.5.2.3 Partial matches between a éﬁ@and a suspect (exemplar or pseudo-exemplar)

Partial matches involvi DNA profile of a suspect is limited to the case for which
the person is a ham pect or arrestee.

In the event an@st believes there is an eligible partial match, the first step is to
evaluate the es. Using the Partial Match Evaluation Form and following the local
flow chartw, determine if the two profiles meet laboratory requirements. If so,
expedite any additional testing needed to satisfy the concordance and duplication
policies.

If possible and appropriate, further testing using Y STRs should be done. If a partial
match is still a possibility, continue the process.

The existence of a partial match between a case and a suspect is disseminated via DNA
HITS. Enter the match(es) into DNA HITS using the procedure in section 5.6
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5.5.3 Evaluating, verifying, and reporting state offender partial matches

If a candidate match to an offender is NOT an exact match, the next step is to evaluate it
as a potential “partial match”. Partial matches are inadvertent “indirect matches” that
suggest that the source of an evidentiary profile is potentially a relative of an offender.

calculating the full sibling likelihood ratios and/or the parenjs ring likelihood ratios
using the CODIS Popstats application. Using the Partial Evaluation Form and
following the SDIS flow chart, determine if the two profi eet laboratory

requirements. @

If not, attach the Partial Match Evaluation For the Candidate Match Detail Report

This is determined by comparing the number of shared alleggwdlor loci, then

and note “no match”. The information is a@@&d tb the case record. The CODIS groups
will disposition the candidate match in thb\ IS system as “No Match” and send NYS
DCJS that information. Q

If the profiles meet the laborator (]efrements for a partial match, then do the following:

Confirm that the pr fﬁ\@ been searched in LDIS (see the CODIS group)
Using the Partial h Inquiry Worksheet, contact the NYPD and the
approprlate t Attorney’s office(s)
In order for the match process to continue, certain requirements have been set by
the state. The and District Attorney’s office(s) are asked:

. Arew committed to pursuing further investigation?
* Will they provide follow-up information?

Once the completed worksheet is returned from both the NYPD and District Attorney’s
office(s), and both agree to pursue the case, continue the process. Complete the DCJS
Partial Match Evaluation Request and the CODIS group will transmit it to DCJS by fax
or other electronic means.

Upon receipt of the DCJS Partial Match Evaluation Request from our laboratory, DCJS
will notify the NYS DNA Databank that a confirmation of an offender DNA profile is
being requested based on an “indirect” CODIS match.
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5.54

After the offender DNA profile has been confirmed, a NYS CODIS Administrator or
Supervisor will perform their partial match evaluation using specialized software. This
software will calculate the Expected Kinship Ratio (EKR) and Expected Match Ratio
(EMR) for the full sibling and parent-offspring relationships. If the EKR and EMR meet
the thresholds defined by the state policy, DCJS will release the offender information and
EKR/EMR statistics to us.

imperative to enter a partial match using “Forensic to Po | Relative (SDIS)” as
the match type.

Enter the match(es) into DNA HITS using the procedure in ?\Q%n 5.6. ltis
Evaluating, verifying, and reporting national off artial matches
NDIS has instituted a policy covering partl atthes at the national level.

If a candidate match to an offender |sm!\an exact match, the next step is to evaluate it
as a potential “partial match”. Part ches are inadvertent “indirect matches” that

suggest that the source of an eV| ry profile is potentially a relative of an offender
This is determined by comp he number of shared alleles and/or loci, then
calculating the full sibling lihood ratios and/or the parent-offspring likelihood ratios

using the CODIS Pops pplication. Using the Partial Match Evaluation Form and
following the NDIS.fIQ& art, determine if the two profiles meet laboratory

requirements. Q\
£

If not, atta artial Match Evaluation Form to the Candidate Match Detail Report
and note “ atch”. The information is added to the case record. The CODIS Group
will disposition the candidate match in the CODIS system as “No Match”.

If the profiles meet the laboratory requirements for a partial match, then do the following:
Complete the Request for Release of Offender’s Identifying Information letter. The local

CODIS administrator and/or CODIS manager will review the form and forward to the
FBI.
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5.6

If the request is approved by the FBI, the FBI will notify the state with the offender
information about our requesthe decision to release the name of the convicted
offender is done according to applicable state law and policie§.he NDIS Custodian
then either:

Notifies us that the state determines that the information cannot be released, or
Provides us with the identifying offender mformatlon

If the information is releasednter the match(es) into DNA usmg the procedure
in section 5.6. It is imperative to enter a partial matc “Forensic to Potential
Relative (NDIS)” as the match type.

Making notifications using DNA HITS @

NOTE:

Step 1:

Step 2:

Step 3:

Step 4:

If a new match (case-to-case, rf&s 0-suspect, case-to-known suspect or
arrestee, or case-to- offender@I ntified to a pattern that pre-dated DNA HITS,
the previous matches mu tered into DNA Hifi& to the new match.

In the Notes section, make réference to the previous match letters, including
match letter numbe a§&ll as the date of the original notification.

Using the intern o to the DNA HITS program. Change the drop-down menu
to “OCME”", t in using your OCME user name and password.

*

Click Oﬁ&ate New Local Hit” tab in the upper right hand corner.

ant to select the correct match type, since DNA HITS is being used for
“cold hits”, “warm hits” to known suspects/arrestees, and for most partial
matches.

L%hﬁge drop-down menu, select the appropriate match type. Itis very

Enter the case numbers for the new match and click on “Search”.

NOTE: For notifications on a new case in an existing pattern, the two cases
entered here should be the new case anfirthiease of the pattern.
The first case is generally the one whose DNA profile is represented in
CODIS; see a supervisor or a member of the CODIS group if unsure
which case is the first case.
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Step 5:  Using the drop-down menu, select the appropriate search type (LINKAGE or

Step 6:

Step 7:

Step 8:

Step 9:

LDIS for local matches). If this is not done, all the information will be lost and
will have to be reentered.

“Warm hits” between a case and a suspect are reported using the “Case to
Known Suspect or Arrestee” function within DNA HITS.

\@ notification,
ly. If both cases are new

d to be entered. In

, 61 number and the voucher

M samples (no voucher number);
ometimes no date of occurrence); and
nd or partial 61 number).

If one of the cases was involved in a previous DN
information for that case will be populated auto
to DNA HITS, all fields marked in yellow are r,
addition, when available, the date of occur
numbermust be entered. The exceptio
backlog project cases (no 61 number
the occasional Biotracks or IAB ¢

NOTE: Be careful in using t@p-down menus; make sure what you select
stays selected by g the cursor off of the drop-down menu and
clicking elsewhie t®/deactivate the drop-down.

For the ‘Crimina ist‘\gion, if the analyst assigned (the IA for the cases) is not
on the drop-dowrrst, deselect ‘Select’ and manually type in the analyst’s last
and first name normal capitalization. If the analyst assigned to a case is no
longer at th 7list the Criminalist IV or Assistant Director who reviewed it,
in that preference. Should neither of them be available, consult CODIS
staff o pervisor regarding analyst assignment.

%&on “Get Approval”. If any red error messages appeatr, fix the problem and
click on “Get Approval” again. Once there are no errors, the screen will return
to the “Create New Entry” mode and inform you that you have successfully
entered a match.

Have the cases reviewed by a Criminalist IV and/or Assistant Director.
Have a Criminalist IV or Assistant Director approve the match in DNA HITS.

Once approved, the Criminalist IV or Assistant Director will receive a DNA
HITS confirmatory email from DNAHITS@cityhall.org.
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Step 10: Forward the email to the assigned Criminalist to notify them of the match.

Step 11: Print out the DNA HITS email confirmation and place in each file.

Step 12: Forward the DNA Profile Evaluation Form(s) to the CODIS group in-box.
5.7  Verifying and Reporting Missing and Unidentified Person Mat%es

General Search Guidelines:
There are varied searches done in CODIS 5.7.4 and
accommodate Missing and Unidentified Person ca
an identity search. An identity search is done a
Unidentified Human Remains to Unidentified

Unidentified Human Remains to Missing PGBn

eneration (NG) CODIS to
xact matches” are the result of
the following indices:

Remains

Profiles of Unidentified Human Rema %1 Missing Persons are also entered into
CODIS 5.7.4 for the purposes of peﬂgé ng additional searches against Convicted
Offenders and Forensic Unknowps. arches are performed against the following
indices:

Unidentified Human Rem in&Qonvicted Offenders

Unidentified Human Rem to Forensic Unknowns

Missing Persons to Cogfctéd Offenders

Missing Persons te EQ sic Unknowns

Ranks or asso@s to relatives of Missing Persons in a pedigree tree are the result of a

pedigree searfC™A pedigree search is done amongst the following:
Pedigree 0 Unidentified Human Remains

Biological Mother, Father, and Child to Unidentified Human Remains

Refer to the NYS CODIS Procedures-Search Parameters and NDIS CODIS v 6.0 Missing
Person DNA Searches (Operational Procedures) from the FBI for search parameters.

5.7.1 Exact Matches in Next Generation (NG) CODIS (CODIS 6.1)

Exact matches in NG CODIS occur between profiles from Unidentified Human Remains
searched against profiles of Unidentified Human Remains and Missing Persons.
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5.7.1.1 Local Level Exact Matches (LDIS):

Unidentified Human Remains to Unidentified Human Remains
Unidentified Human Remains to Missing Persons

1. Request and pull the case files.
2. Confirm that the profiles match by reviewing the data.
3. Compare the information available in the files. Some ques#ons to consider are:

a. When was the body recovered in relation to whe \gverson was reported
missing? ‘Jb

b. Are physical descriptions such as age, race re, hair color, eye color,
tattoos, scars, etc. indistinguishable?

c. Are fingerprints, dental records, or oth @dlcal records available for
comparison? If these are available, ormation should be shared with the
appropriate departments for con‘%is n such as the Forensic Anthropology
Unit, Forensic Odontology, FO'QQ Pathology, or NYPD.

4. Determine if the samples were éi?m concordance with the duplication guidelines.
5. Determine whether the matc mples were processed together:

Evidence exam on thé‘g e date and/or by the same analyst?
DNA extraction an@[ amplification worksheet with the same date and time?

If so, see yauggérvisor and Assistant Director immediately.

6. Determine @tional technologies such as Y-STR’s or mtDNA are needed to

conflmk te the match

7. Transferthe newly linked case/or cases to the interpreting analyst from the previous
case or to the analyst that has the lowest FB case number. Have your supervisor
update records to reflect the new case assignment. (This step can be done after
notifications, if desired.)

8. Once all is confirmed, notifications can be made via telephone and/or email.
9. An additional report is written linking the two cases together. Random match

probability statistics are performed on the unidentified human remains and included
in the report in accordance with Forensic Biology protocol.
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10. A notification letter and a copy of the additional report are sent via email to notify all
involved parties of the match. For matches with unidentified remains from NYC
OCME, the assigned Medical Examiner, Identification Unit, and NYPD Missing
Persons are always notified. Matches involving outside jurisdictions will be sent to
that jurisdiction’s designee(s). The notification letter may be sent by emailing a
scanned .pdf copy of the original signed letter and/or facsimile.

5.7.1.2 State Level Exact Matches (SDIS) %

e New York State Police
is the only lab in New York
s the NG CODIS server but it is
the profiles our lab sends monthly

Matches will not occur at the state level in NG CODIS si
does not conduct searches within NG CODIS. NYC
State that currently has and utilizes NG CODIS. N
only used by the State CODIS Administrator to

to NDIS. &

5.7.1.3 National Level Exact Matches (NDIS): r\(b

Unidentified Human Remains to Uﬂi{%ied Human Remains

Unidentified Human Remains to {is g Persons

With DNA matches identif'ec&@DlS, both laboratories involved in the match have
confirmation responsibilitié

Responses to all ca e matches must be immediate. The final disposition of the

candidate matc NDIS custodian must be reported no later than 30 business days
after receiving @ atch report.

1. The C?S staff will print out the Candidate Match Detail Reports from the CODIS
system along with a Match Inventory list (a summary list of all the cases involved in
the candidate matches) and retrieve the corresponding files.

2. Each candidate match report and corresponding file must be reviewed to confirm
whether or not the two profiles indeed match. The analyst reviewing the file must fill
out a Candidate Match Confirmation Checklist.

3. If any modifications to the DNA profile are needed, a Profile Modification Form must
be filled out by the Interpreting Analyst or the analyst reviewing the data (see section
4.6), and submitted to the CODIS group. It is not necessary to wait for the profile to
be modified to continue the confirmation process.
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4. Compare the information available in the files. Some questions to consider are:

a. When was the body recovered in relation to when the person was reported
missing?

b. Are physical descriptions such as age, race, stature, hair color, eye color, tattoos,
scars, etc. indistinguishable?

c. Are fingerprints, dental records, or other medical records available for
comparison? If these are available, the information sh be shared with the
appropriate departments for comparison such as th *Q nsic Anthropology Unit,
Forensic Odontology, Forensic Pathology, or NY@

5. Determine if the sample(s) were tested in conc@e with the duplication policy.
6. Determine whether the matching samples @rocessed together:

Evidence exam on the same date an (h/ the same analyst?
DNA extraction and/or amplificati sheet with the same date and time?

If so, see your supervisor an%(lg tant Director immediately.

7. Determine if additiona te& ogies such as Y-STR’s or mtDNA are needed to
confirm or refute the h

8. Once allis conﬁrmk@,notiﬁcations can be made via telephone and/or email.

9. An addition@ort is written. Random match probability statistics are performed on
the unigde human remains or the missing person profile and included in the
report kﬁcordamce with Forensic Biology protocol. If the remains are intact or
living pelson is found, then the profile should be removed from CODIS and noted in
the additional report. Refer to Section 4.6.

10. A notification letter and a copy of the report are sent via email to notify all involved
parties of the match. For matches with unidentified remains from NYC OCME, the
assigned Medical Examiner, Identification Unit, and NYPD Missing Persons are
always notified. Matches involving outside jurisdictions will be sent to that
jurisdiction’s designee(s). The notification letter may be sent by emailing a scanned
.pdf copy of the original signed letter and/or facsimile.
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5.7.2 Exact Matches in CODIS 5.7.4
5.7.2.1Unidentified Human Remains toSDIS offender exact matches

If the profiles are an exact match, complete a NYS DNA Databank Candidate Match
Confirmation Form. This form communicates to DCJS and the Databank coordinator the
case information, and that the candidate match is, in fact, a true match. Therefore, one
NYS DNA Databank Candidate Match Confirmation Formdeeny confirmed

candidate match listed on the Match Inventory must be co d. The NYS DNA
Databank Candidate Match Confirmation Form is then tr itted to DCJS by fax or
other electronic means.

Upon receipt of the NYS DNA Databank Candid tch Confirmation Forms from our
laboratory, and upon receipt of confirmation o ffender sample from the NYS DNA
Databank coordinator, DCJS will release t ff@nder’'s name, via fax followed by USPS,
in the form of a DCJS Match Letter (see e €lrrent version déleYork State

COmbined DNA Index System Proce@s letter will contain the name of the
offender, any aliases, the NYSID nﬁt/ and offender’s current location.

1. Request and pull the casg f# K
2. Confirm that the profil atch by reviewing the data.
3. Determine if the sé%{e was tested in concordance with the duplication guidelines.

4. Once all is @med, notifications can be made via telephone and/or email to the
OCME‘Ed& fcation Unit and to the Medical Examiner.

5. An additional report is written. Random match probability statistics are performed on
the unidentified human remains and included in the report in accordance with
Forensic Biology protocol.

6. A notification letter and a copy of the additional report are sent via email to notify all
involved parties of the match. For matches with unidentified remains from NYC
OCME, the assigned Medical Examiner, Identification Unit, and NYPD Missing
Persons are always notified. The notification letter may be sent by emailing a scanned
.pdf copy of the original signed letter and/or facsimile.
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5.7.2.2 Unidentified Human Remains to NDIS offender exact matches

After the data is reviewed, the other laboratory involved in the match must then be
notified via telephone, fax or email and the match verified. Both laboratory’s case
numbers and ORI numbers are on the Match Inventory list. The contact information for
all CODIS laboratories can be found on the CJIS-WAN. Standard case contact protocol
should be followed to document any correspondence or conversations.

contacts should be documented on the checklist accordi

If it is determined the candidate match is a nhon-match, the E\@ss stops here. All case

If it is verified to be a true match, information regargi
The CODIS DNA Match Data Request and Res
laboratory by fax or other electronic means. i
information. Information on this form, if av

» Contact information for the sub&nﬁ})lice agency.

e cases must be exchanged.
Form is transmitted to the offender
rm facilitates the exchange of

& should include:

» Contact information for the lab

» Laboratory and police identifi numbers (for example, case number, complaint
number, etc.).

* Whether the case is s e. by DNA).

e Suspect information %xample, name, NYSID number, has he/she been tested at

our lab, etc.).
* General case m@atlon (for example, date of occurrence, type of crime, etc.).
* Ifthe casew match at NDIS is one of a local pattern, information regarding
both/all sh e provided to the other laboratory.
* When @ble include any known aliases of the offender/suspect if the case is
solved, Recause the offender/suspect may be in the other database under a different
name.
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5.7.3

Upon receipt of the CODIS DNA Match Data Request and Response Form from our
laboratory, and upon the offender laboratory’s confirmation of the offender sample, the
match is confirmed. The offender laboratory will release the convicted offender’'s name,
via fax, in the form of a match letter. This letter will contain the name of the offender,
any aliases, the State ID #, current location, and usually their SS#.

1. Request and pull the case file.
2. Confirm that the profiles match by reviewing the dat \%

3. Determine if the sample was tested in concord&}with the duplication

guidelines. @

4, Once all is confirmed, notifications can de via telephone and/or email to the
OCME Identification Unit and to theﬂﬂ.‘sdi al Examiner.

5. An additional report is written. ddm match probability statistics are performed
on the unidentified human r(rb and included in the report in accordance with
Forensic Biology protocoIK

6.A notification letter and f the additional report are sent via email to notify all
involved parties of match. For matches with unidentified remains from NYC
OCME, the assi Medical Examiner, Identification Unit, and NYPD Missing
Persons ara notified. The notification letter may be sent by emailing a
scanned py of the original signed letter and/or facsimile.

Ranks in Gé’bls (CODIS 6.1)
Pedigree W%@ o0 Unidentified Human Remains (UHR)
Pedigree Tree to Missing Person (MP)

Biological Father, Mother, Sibling (with additional technology) to UHR or MP

Profile(s) from a pedigree tree associated to unidentified human remains or a missing
person are ranked according to a joint pedigree likelihood ratio (JPLR) in Rank Manager.
Any JPLR above 1 will constitute a rank.
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The CODIS staff will print out the Specimen Detail Reports for the associated ranks to
the pedigree tree or single relative.

1.

2.

10.

Fill out the Rank Manager Sample Inquiries Form.
Locate the files and determine if the JPLR constitutes a true association.

Some questions to help in the disposition:
a. Does the gender of the Missing Person corre \ the UHR?

b. When was the body recovered in relation t n the person was reported
missing? 6

If further investigation is still needed, the the STR data and perform

kinship analysis.

If an additional technology such a&g NA has been performed, utilize that in the
assistance of the disposition o@ case.

Determine if additional tem{fckjies such as YSTR’s or mtDNA need to be
performed. O

Determine if additigr™gl reference samples from relatives of missing persons or
samples from th sing person are available and needed to assist in the
identification (& .“Strengthening the likelihood ratio or assisting in confirming an
associati a direct match with a reference sample from the missing person).

If t g&iation does not pan out, note it as “No Match” and initial and date the
Spe n Detail Report and make comments on the Rank Manager Sample
Inquities Form.

For true associations, notifications can be made via telephone and/or email.

An additional report is written. Kinship analysis is performed between the
relatives of the Missing Person and the unidentified human remains or the missing
person profile and included in the report in accordance with Forensic Biology
protocol. The profiles of the relatives of the Missing Person must be removed
from CODIS 6.1 and noted in the additional report. Refer to Section 4.6.
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5.7.4

5.8

11. A notification letter and a copy of the report are sent via email to notify all
involved parties of the match. For associations to unidentified remains from NYC
OCME, the assigned Medical Examiner, Identification Unit, and NYPD Missing
Persons are always notified. Associations involving outside jurisdictions will be
sent to that jurisdiction’s designee(s). The notification letter may be sent by
emailing a scanned .pdf copy of the original signed letter and/or facsimile.

Low stringency searches in CODIS 5.7.4 %

NY State performs a low stringency search every quarter. @nst the remaining Relatives
of Missing Person samples in the state database aga@e Unidentified Human Remains

index in 5.7.4. @
For verifying and reporting these possible ma@follow the same steps above in 5.7.3.

N

Organization of CODIS Paperwork in@s

Left side of file if all paperwork w s(a{perly completed and photocopied, the left side

of the file should contain: O

* Forensic Biolo ellmark, Bode or Genescreen report

» DB Profile entation report
* Specim ail Report - printout from computer

. Candhﬁx atch Detail Report - printout from computer
* Ca (@,1 e Match Confirmation Checklist - original
idate Match Confirmation Form - copy
JS Match Letter — copy faxed by DCJS (or comparable form from another
state)
* DNA HITS confirmation email — printout from email (CODIS staff does not
need a copy
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For Missing Persons cases, left side of file depending on the type of match may

have some or all of the following:

» Forensic Biology report(s)

» DB Profile documentation report

* Specimen Detail Report - printout from computer

» Candidate Match Detail Report - printout from computer

» Candidate Match Confirmation Checklist — original

» Hit Notification Letter-original or copy, PDF of ori%aved in CODIS
folder under “HITNOT" in “MISP” %

Depending on the type of match and at what I@}may have occurred, the
following may also be on the left side of the

» Candidate Match Confirmation Forr@

» DCJS Match Letter-faxed copy

» Supporting paperwork such a s of dental records, anthropology reports
and scene reports from withi ME or from the outside jurisdiction.
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Local partial
match flowchart

clean profile?
(>10 loci, single-source
or deduced)

YES

already a match to
true offender?

YES STEPB

NO

1 or more
shared alleles
per locus?

sharing
threshold met?

YES

calculate kinship
(PO)

test samples in Y’s
— if possible and
applicable?

YES

same Y profile?

YES

v

disseminate partial
match info via
DNA HITS
and/or report
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SDIS partial match
flowchart

Evaluate offender

candidate match complete Partial Match

inquiry Worksheet

If “yes” through send to NYPD/DAO

step D of local
flowchart

both agree to
pursue case?

YES

complete Partial Match
Evaluation Requ
send to D

&

N
>1YSP calculates
@ EKR and EMR
0\\ s

LR’s meet
tate requirements?

YES

offender name is
released to OCME

—1

disseminate partial
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notify NYPD and
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NDIS partial match complete Request for
flowchart Release of Offender’s
Identifying Information
Evaluate offender worksheet

candidate match

If “yes” through
step D of local
flowchart

CODIS group
review and submit

E
o oS
&

<})Icontacts state
holding the
offender
information

state will
release name?

NO DONE

YES

v

offender name is
released to OCME

disseminate partial
match info via
DNA HITS
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5.1

General principles

Discovering and confirming “exact matches” and “partial matches”, and making timely
notifications, are among the highest priority tasks done in the Department of Forensic
Biology. Any delays can result in additional crimes being committed that may have been
preventable. For local matches, it is not necessary to have all analyses completed or
reports written, just that the required data is available for review of the match.

Local exact matches between cases may result in the creation (or \&ion) of a DNA
pattern. To consolidate the handling of related pattern cases, @streamline any

subsequent court testimony, a single analyst (wherever possi hould be assigned all
cases in a pattern. Therefore, depending on the nature o ses involved, a
case may be transferred to the analyst of the previous ). See Section 5.4.1 for
additional information.

Partial matches are inadvertent “indirect matpgesathat suggest that the source of an
evidentiary profile is potentially:

A relative of a suspect (suspect fi et)l/

A relative of another evidenti ofile (within a case or between two cases)
A relative of some otheréo Ison sample (victim or elimination sample)

A relative of an offende te or national)

This is evaluated byﬁ%aring the number of shared alleles and/or loci, then calculating
the full sibling li ratios and/or the parent-offspring likelihood ratios using the
CODIS Popsta ication; and the EKR (expected kinship ratio) and EMR (expected
match rati &specific procedures below). The use of partial matches at the state level
has been appfoved by the New York State Commission on Forensic Science. The use of
partial matches at the national level has been approved by the NDIS Board; however,
participation is left up to each individual state.

Matches at the local level may occur at any time. Matches at the state level follow a two-
week cycle set by the state. Matches at the national level follow a one-week cycle.

For Missing and Unidentified Persons cases, discovering and confirming “exact matches”
and “associations” are also among the highest priority tasks done in the Department of
Forensic Biology.
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5.2

Associations are “indirect matches” that suggest that the reference profiles (i.e. profiles
from relatives of Missing Persons in a pedigree tree) are potentially related to profiles
from a Missing Person or Unidentified Human Remains. These associations are ranked in
CODIS according to a joint pedigree likelihood ratio.

Missing persons matches in CODIS may occur at any time at the local level. At the state
and national level, matches follow a one month cycle set by NY State and/or the FBI.
Additional searches such as those with mitochondrial DNA only are‘déne as scheduled
by NY State and the FBI (typically, quarterly).

o
DNA HITS application 0
O

The majority of DNA exact match and partial match tions are made using the
web-based DNA HITS application. This applicati ws for quick e-mail
dissemination of matches to the NYPD and thetzjj)trl t Attorney’s offices. If DNA HITS
is unavailable for > 24 hours, or a particular onality is unavailable, make
notifications using a Notification Letter; @w p with DNA HITS notification when it
becomes available.

DNA HITS is not used for Misgi Unidentified Persons Cases. A notification letter
IS sent via email to notify all_in parties of the match. For matches with unidentified
remains from NYC OCME, ¢gig assigned Medical Examiner, Identification Unit, and

NYPD Missing Persons ays notified. Matches involving outside jurisdictions will

be sent to that jurisdic@ designee(s).

Only the NYPD gresignee(s) and the appropriate DAQO’s designee(s) are notified via DNA
HITS. If ugin A HITS, do not also notify Detectives or ADA’s directly - they will be
notified by%ﬂsuperiors.

Members of lab management have privileges in DNA HITS to add or delete authorized
users. Case analysts have varying levels of privileges within the program. All
interpreting analysts plus certain clerical and CODIS staff members have login privileges
and can enter match information. Supervisors, management and certain CODIS staff
members have approval privileges for matches. The program will not make a notification
until it has been approved.
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53 Method of notification

The existence of an exact match or partial match is disseminated via the Department of
Forensic Biology report, via DNA HITS, or both. The method depends on the type of the
match (“cold” vs. “warm?”), the level (local, state, national), or the type of comparison
(exact vs. partial). “Cold hit” means no one thought the cases (or suspect) were linked
previously. “Warm hits” are the opposite: the cases were previously thought to have

been linked, and DNA is simply confirming this. \%
@)nly to cases that

-source or deduced)
ch notifications are limited
13 CODIS core loci (for

In general, match notifications made via DNA HITS are appli
have a clean, informative forensic autosomal DNA profile
attributable to a putative perpetrator. In addition, partia
to such profiles with >10 CODIS core loci (for SDIS
NDIS) with no Z’s, INC’s, or other indications of re.

Associations solely to non-deconvoluted miﬁ{b)r solely to Y STR results are
described in the reports, not via DNA HIQ

Notification via DNA HITS is nece afy]fﬁr the following types of matches:

Local matches: s\o

Cold hits between ¢

Partial matches b cases

Cold hits betw: ase and a suspect (exemplar or pseudo-exemplar)
Warm hit en a case and a suspect (exemplar or pseudo-exemplar)
Partial s between a case and a named suspect or arrestee (exemplar or

gs =exemplar)
State br national matches:
Matches between a case and an offender

Partial matches between a case and an offender
Matches between a case and a case in another laboratory

Notification via DNA HITS is not necessary for the following types of matches:

Warm hits between cases
Partial matches within a case
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The report (evidence report or suspect report) will contain information on all local exact
matches and/or partial matches.

DNA HITS is not used for Missing and Unidentified Persons cases. Match notifications
are made via a Forensic Biology Report and Notification Letter.

5.4  Verifying and reporting exact matches
5.4.1 Local exact matches discovered via LINKAGE or LDIS

5.4.1.1 Confirm the exact match 0

In the event an analyst suspects there is a cold hit bet @hs/her “new” case and a
previous case or pattern, or between his/her “new’ nd a suspect file, his/her
supervisor should be notified immediately.

Expedite additional testing (including ex@ if needed) to determine if you have a
true match or a fortuitous match. Add esting includes any duplication needed to
satisfy the concordance policy.

Once you have confirmed t 8®1atch continue the process.

5.4.1.2 Review the matching c@

The analyst of theyg \ case has to request the “previous” case(s). For a case-to-case
match, compare es%ormation available in the files: precinct, location of occurrence,
description f& ant, details of the assault, etc. If any 61 forms are missing, have a
supervisor %ﬁge to get a copy. (This step is not required for NYPD project cases. |If
any of the information in the 61 forms seems inconsistent, discuss with your supervisor.)

For case-to-case matches, determine whether the matching samples were processed
together:

e Evidence exam on the same date and/or by the same analyst?
e DNA extraction and/or amplification worksheet with the same date and time?

If so, see your supervisor and Assistant Director immediately.
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For case-to-case matches between similar case types (ex. Property Crime to Property
Crime) or disparate case types (Homicide to Property Crime), it is a possibility that a
member of law enforcement is the source of the DNA. Therefore, the following should
also be determined based on paperwork in the file:

e Was the evidence in both cases collected by the same Crime Scene Unit or Evidence
Collection Team member?
e Was the evidence in both cases processed by the same NYPD Ia@atory Criminalist?

If so, see your supervisor and Assistant Director immediately. ersations with NYPD
and/or the relevant District Attorney’s office(s) may need eld in order to procure
elimination samples from potentially-involved personnels M stich samples are not
forthcoming, and the question of the source of the D not been resolved, DNA

HITS will be used for match notification.
5.4.1.3 Determine if the “new” case should be triébred

Use common sense when deciding on G‘%Sfer of a “new” case. Consider the nature
of the crimes; the nature of the evid ems within the cases; the time frame of the
crimes; and whether any appea reviously solved via arrest, typing of a suspect, or
an offender database match. T&g rs should only take place when a logical pattern is
created or added to.

Examples of situatim@%a transfer makes sense might include:

e A2012 Sassault case matching a 2010 sexual assault case.
o A2 rglary case matching a 2011 robbery case.
e A 20¢2 robbery matching a 2011 sexual assault (where case facts are similar)

If there is no logical pattern or relationship between the cases, no transfer of the “new”
case is necessary. Examples might include:

e A 2012 burglary case matching a solved 1996 homicide case.
e A 2012 sexual assault case matching a 2011 auto theft case.
e A 2012 robbery matching a 2011 sexual assault (where case facts are different)
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A transfer is NOT necessary if a “new” case is solely matching a previous suspect file.
The analyst of the “new” case retains that case and will have the previous suspect file
transferred to him/her. The analyst of the “new” case is responsible for making the DNA
HITS notification of the case-to-suspect match and for reporting of the newly discovered
match in a suspect report.

5.4.1.4 Transfer the “new” case

e Transfer the newly linked case to the analyst for the prev'\%se(s).

e Have a supervisor update records to reflect the new ca gnment.

e There is no requirement to complete testing in the ase, start or complete a
draft report, prepare tables, or prepare a DNA Pr, ﬁvaluation Form. However,
such things may be done as a courtesy.

5.4.1.5 Make the match notification(s) (b

5.4.2

e The analyst who owns the case j %)ne responsible for making the match
notification.

Enter the match(es) into DN%‘@% using the procedure in section 5.6.
Verifying and reporting S exact matches

With DNA matches i@%d at SDIS, both laboratories involved in the match have
confirmation res ities. All matches will be resolved by the CODIS staff, with the
exception of L & Number samples and certain identity searches performed and
scheduled

Responses to all candidate matches must be immediate. The final disposition of the
candidate match to the SDIS custodian must be reported no later than 30 business days
after receiving the match report.

5.4.2.1 General Process

The CODIS staff will print out the Candidate Match Detail Reports from the CODIS
system along with a Match Inventory list (a summary list of all the cases involved in the
candidate matches) and retrieve the corresponding files.
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Each candidate match report and corresponding file or LIMS case record must be
reviewed to confirm whether or not the two profiles indeed match. The analyst reviewing
the file must fill out a Candidate Match Confirmation Checklist if the match is found to
be true.

If any modifications to the DNA profile are needed, a Profile Modification Form must be
filled out by the Interpreting Analyst or the analyst reviewing the data (see section 4.6),
and submitted to the CODIS group. It is not necessary to wait for the profile to be
modified to continue in the confirmation process.

5.4.2.2Verifying and reporting SDIS offender exact matches 0

If the profiles are an exact match, complete a NYS D tabank Candidate Match
Confirmation Form. This form communicates to nd the Databank coordinator the
case information, and that the candidate match(\'nr)l ct, a true match. Therefore, one
NYS DNA Databank Candidate Match COHN] yon Form for every confirmed
candidate match listed on the Match Inve@ ust be completed. The NYS DNA
Databank Candidate Match Confirmatﬁl/ m is then transmitted to DCJS by fax or
other electronic means. K

Upon receipt of the NYS DNA ank Candidate Match Confirmation Forms from our
laboratory, and upon receiptg@{confirmation of the offender sample from the NYS DNA
Databank coordinator, D il release the offender’s name, via fax followed by USPS,
in the form of a DCJS.A@ Letter (see the current version of the New York State
COmbined DNA ystem Procedures). This letter will contain the name of the
offender, any ali the NYSID number and offender’s current location.

Enter the %(es) into DNA HITS using the procedure in section 5.6.

If the confirmed match has linked an offender to an unsolved case, the investigating
agency must obtain an exemplar from the offender and submit to the laboratory for
retesting prior to proceeding to trial. This requirement is located on the DCJS Match
Letter that is available to the District Attorneys’ offices upon request.

The DCJS Match Letter should be used by the DAO to obtain the court order authorizing
the collection of the exemplar. The Department of Forensic Biology will perform testing
on the exemplar to replicate the DNA match of the offender to the forensic sample(s) and
to testify in court to the match. Questions from the DAO regarding offender information,
offender blood draws, etc. should be directed to DCJS. Analysis of the exemplar by
Forensic Biology is generally not necessary for grand jury proceedings. This analysis,
however, is necessary before trial.
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5.4.2.3 Verifying and reporting SDIS forensic exact matches

After the data is reviewed, the other laboratory involved in the match must then be
notified via telephone, fax or email and the match verified. Both laboratory’s case
numbers and ORI numbers are on the Match Detail Report and on the Match Inventory
list. The contact information for all CODIS laboratories can be found on the CJIS-WAN.
Standard case contact protocol should be followed to document any correspondence or
conversations. %

If it is determined the candidate match is a non-match, the pro ops here. All case
contacts should be documented on the checklist accordingl

If it is verified to be a true match, information regard cases must be exchanged.
The CODIS DNA Match Data Request and Respo m is transmitted to the other
laboratory by fax or other electronic means. T%or facilitates the exchange of
information. Information on this form, if av@able, should include:

e Contact information for the submiti lice agency.

e Contact information for the Iabogtr(])

e Laboratory and police ideng{@ numbers (Forensic Biology and complaint
numbers).

e Whether the case is solv@i.e. by DNA).

e Suspect information (@example, name, NYSID number, has he/she been tested at
our lab, etc.). ’\A

e General ca
e Ifthec
both/all

rmation (for example, date of occurrence, type of crime, etc.)
ith the match at SDIS is one of a local pattern, information regarding
ould be provided to the other laboratory.

Upon receipt of the response from the other laboratory, the match is confirmed. This
form documents that the candidate match between the two laboratories was
acknowledged, each laboratory has finished their review process, both laboratories are
confirming the match and that case information has been exchanged.

Enter the match(es) into DNA HITS using the procedure in section 5.6
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5.4.3 Verifying and reporting NDIS exact matches

With DNA matches identified at NDIS, both laboratories involved in the match have
confirmation responsibilities. All NDIS matches will be resolved by the CODIS staff.

Responses to all candidate matches must be timely. The final disposition of the candidate
match to the NDIS custodian must be reported no later than 30 business days after
receiving the match report.

®\%
5.4.3.1 General Process
O

The CODIS staff will print out the Candidate Match De orts from the CODIS
system along with a Match Inventory list (a summary(\ all the cases involved in the
candidate matches) and retrieve the corresponding

Each candidate match report and correspond& e or LIMS case record must be
reviewed to confirm whether or not the t rofiles indeed match. The analyst reviewing
the file must fill out a Candidate Matc% rmation Checklist.

If any modifications to the DN e are needed, a Profile Modification Form must be
filled out by the Interpreting A or the analyst reviewing the data (see section 4.6),
and submitted to the CODIS@up. It is not necessary to wait for the profile to be
modified to continue in tl@ firmation process.

*

If a profile has a
at or near the sa

| offender candidate match and a state offender candidate match
e, allow the state confirmation process to proceed first. If a profile
has two (or, ational offender candidate matches at or near the same time, select
one of the ¢ ate matches to proceed first (see the CODIS supervisor for guidance on
selection). Once one of the candidate matches has been verified and the name of the
offender obtained, process the remaining candidate matches as conviction matches.

5.4.3.2 Verifying and reporting NDIS offender exact matches

After the data is reviewed, the other laboratory involved in the match must then be
notified via telephone, fax or email and the match verified. Both laboratory’s case
numbers and ORI numbers are on the Match Inventory list. The contact information for
all CODIS laboratories can be found on the CJIS-WAN. Standard case contact protocol
should be followed to document any correspondence or conversations.
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If it is determined the candidate match is a non-match, the process stops here. All case
contacts should be documented on the checklist accordingly.

If it is verified to be a true match, information regarding the cases must be exchanged.
The CODIS DNA Match Data Request and Response Form is transmitted to the offender
laboratory by fax or other electronic means. This form facilitates the exchange of
information. Information on this form, if available, should include:

e Contact information for the submitting police agency. ®\%

e Contact information for the laboratory.
e Laboratory and police identification numbers (for @)e, case number,

complaint number, etc.). @
e Whether the case is solved (i.e. by DNA).
e Suspect information (for example, name, N number, has he/she been tested

at our lab, etc.).

e General case information (for exa Nddte of occurrence, type of crime, etc.).

e |f the case with the match at N ne of a local pattern, information regarding
both/all should be provided to er laboratory.

e When available, include any&nown aliases of the offender/suspect if the case is
solved, because the off@spect may be in the other database under a

different name. e

Upon receipt of the CO @)NA Match Data Request and Response Form from our
laboratory, and upon” ffender laboratory’s confirmation of the offender sample, the
match is confirm e offender laboratory will release the convicted offender’s name,
via fax, in the fes a match letter. This letter will contain the name of the offender,
any aIiaseng tate ID #, current location, and usually their SS#.

Enter the match(es) into DNA HITS using the procedure in section 5.6

If the confirmed match has linked an offender to an unsolved case, the investigating
agency must obtain an exemplar from the offender and submit to the laboratory for
retesting prior to proceeding to trial. This requirement is located on the match letter that
is forwarded to the District Attorney’s office upon request. The match letter should be
used by the DAO to obtain the court order authorizing the collection of the exemplar.
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The Department of Forensic Biology will perform testing on the exemplar to replicate the
DNA match of the offender to the forensic sample(s) and to testify in court to the match.
Questions from the DAO regarding offender information, offender blood draws, etc.
should be directed to the agency contact information given on the CODIS DNA Match
Data Request and Response form. Analysis of the exemplar by the Department of
Forensic Biology is generally not necessary for grand jury proceedings. This analysis,
however, is necessary before trial.

5.4.3.3 Verifying and reporting NDIS forensic exact matches \%

along with a Match Inventory list (a summary list of all ases involved in the
candidate matches) and retrieve the corresponding §

Each candidate match report and correspondmn‘& or LIMS case record must be
reviewed to confirm the profile data sent to s accurate. The analyst reviewing the
file must fill out a Candidate Match Con tidn checklist.

The CODIS staff will print out the Candidate Match Repor?@ the CODIS system

filled out by the analyst reviewj ata (see section 4.6), and submitted to the CODIS
group. It is not necessary to W he profile to be modified to continue in the
confirmation process.

If any modifications to the DNA pr E§ e needed, a Profile Modification Form must be

After the data is revie %e other laboratory involved in the match must then be
notified via telep Nax or email and the match verified. Both laboratory’s case
numbers and O@bers are on the Match Inventory list. The contact information for
all CODIS Jab&gardries can be found on the CJIS-WAN. Standard case contact protocol
should be f%ed to document any correspondence or conversations.

If it is determined the candidate match is a non-match, the process stops here. All case
contacts should be documented on the checklist accordingly.
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If it is verified to be a true match, information regarding the cases must be exchanged.
The CODIS DNA Match Data Request and Response Form is transmitted to the other
laboratory by fax or other electronic means. This form facilitates the exchange of
information. Information on this form, if available, should include:

e Contact information for the submitting police agency.
e Contact information for the laboratory.
e Laboratory and police identification numbers (for example, F@ber, complaint

number, etc.).
e Whether the case is solved (i.e. by DNA). Q%
e Suspect information (for example, name, NYSID num s he/she been tested at

our laboratory, etc.).
e General case information (for example, date ofQc nce, type of crime, etc.).

e |f the case with the match at SDIS is one of 4 lo attern, information regarding
both/all should be provided to the other Iib\%)ry.

Upon receipt of the response from the boratory, the match is confirmed. This
form documents that the candidate matct] petween the two laboratories was
acknowledged, each laboratory has ﬂgis ed their review process, both laboratories are
confirming the match and that QK@] ormation has been exchanged.

Enter the match(es) int(@ HITS using the procedure in section 5.6

5.5  Evaluating, verifyiﬁg$nd reporting partial matches

55.1 General guide{@

Partial mat(k)?ocedures are applicable only to cases that have a clean, informative
forensic autosomal DNA profile (single-source or deduced) attributable to a putative
perpetrator. Such profiles must have >10 CODIS core loci for SDIS partial matches or
all 13 CODIS core loci for NDIS partial matches, with no Z’s, INC’s, or other indications
of a mixture.

Partial matches will be evaluated by a combination of observing whether there is sharing
at each locus (indicating a potential parent-offspring relationship) and/or counting of
shared alleles across all loci (indicating a potential full-sibling relationship), followed by
calculation of kinship ratios and the EKR (expected kinship ratio) and EMR (expected
match ratio), for state or national partial matches. Thresholds for allele sharing and the
likelihood ratios have been established and are described on the Partial Match Evaluation
Form.
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5.5.2

At the local level, only partial matches between evidence samples (within a case or
between cases) or partial matches between evidence samples and a named suspect or
arrestee for that case will be evaluated. Any partial matches revealed by comparing a
suspect to LINKAGE or partial matches revealed by searching a suspect in LDIS will
NOT be evaluated.

At the state and national levels, only partial matches to offenders will be evaluated.

ol
Local partial matches 0

Partial matches may exist within a case, between t@ or between a case and a

Pull the previous case(s), if applicable.

suspect file.

5.5.2.1 Partial matches within a case r\(b

All eligible DNA profiles within a cas(T( d be reviewed for potential partial matches.
For example, compare a victim or e 1on sample to Male Donor A or compare Male
Donor A, B, and C to each oth O

In the event an analyst belieg®s there is an eligible partial match, the first step is to
evaluate the profiles. Usj Partial Match Evaluation Form and following the local
flow chart below, det if the two profiles meet laboratory requirements. If so,

expedite any addig esting needed to satisfy the concordance and duplication

policies. CJ

If possible %ﬁppropriate, further testing using Y STRs should be done. If a partial
match is still*a possibility, continue the process.

The existence of a partial match within a case is disseminated via the report, using
wording that describes that a similarity was noted and requests additional exemplars.

5.5.2.2 Partial matches between two cases

In the event an analyst believes there is an eligible partial match between two cases
(found in LINKAGE or an LDIS search), the first step is to evaluate the profiles. Using
the Partial Match Evaluation Form and following the local flow chart below, determine if
the two profiles meet laboratory requirements. If so, expedite any additional testing
needed to satisfy the concordance and duplication policies.
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If possible and appropriate, further testing using Y STRs should be done. If a partial
match is still a possibility, continue the process.

The analyst and supervisor must then meet with the local CODIS administrator and/or
CODIS manager to discuss the potential partial match. 1f appropriate, efforts will be
made to determine the status of each case (solved vs. unsolved, arrests, etc.) or gain
additional case information.

The existence of a partial match between cases is disseminated v'\@k HITS. Enter
the match(es) into DNA HITS using the procedure in sect@.

5.5.2.3 Partial matches between a case and a suspect (exemp‘}gg' pseudo-exemplar)

Partial matches involving the DNA profile of a su IS limited to the case for which
the person is a named suspect or arrestee. (b

In the event an analyst believes there is a%}}ble partial match, the first step is to
evaluate the profiles. Using the Partiaﬂlf Evaluation Form and following the local
flow chart below, determine if the t\%p iles meet laboratory requirements. If so,
expedite any additional testing e@ to satisfy the concordance and duplication
policies.

If possible and appropria her testing using Y STRs should be done. If a partial
match is still a possibi% ntinue the process.

The existence of@al match between a case and a suspect is disseminated via DNA
HITS. Entﬁi tﬁe atch(es) into DNA HITS using the procedure in section 5.6.
5.5.3 Evaluating, Verifying, and reporting state offender partial matches
If a candidate match to an offender is NOT an exact match, the next step is to evaluate it

as a potential “partial match”. Partial matches are inadvertent “indirect matches” that
suggest that the source of an evidentiary profile is potentially a relative of an offender.

This is determined by comparing the number of shared alleles and/or loci using the
Partial Match Evaluation Form, and following the SDIS flow chart to determine if the
two profiles meet laboratory requirements.
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If the requirements are met, calculate the full sibling likelihood ratios and/or the parent-
offspring likelihood ratios using the CODIS Popstats application. Additionally, if the
partial match has no low-stringency matching or “no match” loci, perform the Expected
Match Ratio (EMR) and the Estimated Kinship Ratio (EKR) calculations using the
CODIS Popstats application.

If the requirements are not met, attach the Partial Match Evaluation Form to the
Candidate Match Detail Report and note “no match”. The informatjer is added to the
case record. The CODIS groups will disposition the candidate the CODIS
system as “No Match” and send NYS DCJS that information@

If the profiles meet the laboratory requirements for a pari tch, then do the following:

Confirm that the profile has been searched@S (see the CODIS group)
Using the Partial Match Inquiry letter, mﬁac the NYPD and the appropriate
District Attorney’s office(s) r\

In order for the partial match process &nue, certain requirements have been set by
the state. The NYPD and District Atorney’s office(s) are asked:

e Are they committed {0 éﬁ@ng further investigation?
e Will they provide fo@-up information?

Once the completed %et is returned from both the NYPD and District Attorney’s
office(s), and bot to pursue the case, continue the process. Complete the DCJS
Partial Match E\gl%‘ ion Request and the CODIS group will transmit it to DCJS by fax

or other ele@ eans.

At this point,’a SDIS administrator will enter a comment “partial match requested” with
date and initials, into the CODIS match disposition screen.

Upon receipt of the DCJS Partial Match Evaluation Request from our laboratory, DCJS
will notify the NYS DNA Databank that a confirmation of an offender DNA profile is
being requested based on an “indirect” CODIS match.

If the EKR and EMR meet the thresholds defined by the state policy, DCJS will release
the offender information and EKR/EMR statistics to us.

Enter the match(es) into DNA HITS using the procedure in section 5.6. It is
imperative to enter a partial match using “Forensic to Offender (Partial)” as the
match type.
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5.5.4 Evaluating, verifying, and reporting national offender partial matches
NDIS has instituted a policy covering partial matches at the national level.

If a candidate match to an offender is NOT an exact match, the next step is to evaluate it
as a potential “partial match”. Partial matches are inadvertent “indirect matches” that
suggest that the source of an evidentiary profile is potentially a relative of an offender.

This is determined by comparing the number of shared alleles a %ci using the
Partial Match Evaluation Form, and following the NDIS flow 0 determine if the
two profiles meet laboratory requirements.

If the requirements are met, calculate the full sibling @bod ratios and/or the parent-
offspring likelihood ratios using the CODIS Popst lication, and the Expected
{

Match Ratio (EMR) and the Estimated KinshimBio EKR) calculations using the
CODIS Popstats application. r\

If the requirements are not met, attach(ﬁtﬁ tial Match Evaluation Form to the
Candidate Match Detail Report and gote#ho match”. The information is added to the
case record. The CODIS Grou \@isposition the candidate match in the CODIS
system as “No Match”. g\

If the profiles meet the Ia@wy requirements for a partial match, then do the following:
CODIS adminis and/or CODIS manager will review the letter and forward to the

offender lalor , with a copy supplied to the NDIS Custodian at the FBI. Include with
the letter, t R and EKR calculations.

*
Complete the Rc@r Release of Offender’s Identifying Information letter. The local

The offender laboratory may request that additional testing (Y STR’s and/or mtDNA) be
performed. If the offender laboratory does not have the additional technology online,
determine if the offender laboratory will release a portion of their sample to be tested at
OCME.

The decision to release the name of the convicted offender is made by the offender
laboratory, according to applicable state law and policies; their determination is
final. The offender laboratory either:

° Notifies us that the information cannot be released, or

o Provides us with the identifying offender information.
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5.6

If the information is released, enter the match(es) into DNA HITS using the procedure
in section 5.6. It is imperative to enter a partial match using “Forensic to Offender
(Partial)” as the match type.

Making notifications using DNA HITS

NOTE:

Step 1:

Step 2:

Step 3:

Step 4:

Step 5:

If a new match (case-to-case, case-to-suspect, case-to-known suspect or
arrestee, or case-to-offender) is identified to a pattern that p¥e-dated DNA HITS,
the previous matches must be entered into DNA HITS r=t0 the new match.
In the Notes section, make reference to the previous etters, including
match letter number as well as the date of the origi tification.

Using the internet, go to the DNA HITS pr The Domain should show
“OCME?”; login using your OCME user nd password.

Click on “Create New Local Hit”, ‘§&r New State Hit” or “Create New

National Hit” button in the upﬁ?;h\hand corner.

Using the drop-down menyg seleCt the appropriate match type. It is very
important to select th c&\ match type, since DNA HITS is being used for
“cold hits”, “warm hitS¥’known suspects/arrestees, and for most partial

matches. 6

Enter the ca\swbers for the new match and click on “Search”.

NOTE; \Qnotifications on a new case in an existing pattern, the two cases
ntered here should be the new case and the first case of the pattern.
The first case is generally the one whose DNA profile is represented in
CODIS; see a supervisor or a member of the CODIS group if unsure
which case is the first case.

Using the drop-down menu, select the appropriate search type (LINKAGE or
LDIS for local matches). If this is not done, all the information will be lost and
will have to be reentered.

“Warm hits” between a case and a suspect are reported using the “Case to
Known Suspect or Arrestee” function within DNA HITS.
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Step 6:

Step 7:

Step 8:

Step 9:

Step 10:

If one of the cases was involved in a previous DNA HITS notification,
information for that case will be populated automatically. If both cases are new
to DNA HITS, all fields marked in yellow are required to be entered. In
addition, when available, the date of occurrence, 61 number and the voucher
number must be entered. The exceptions are PM samples (no voucher number);
backlog project cases (no 61 number and sometimes no date of occurrence); and
the occasional Biotracks or IAB case (no or partial 61 number).

NOTE: Be careful in using the drop-down menus; ma % what you select
stays selected by moving the cursor off of t p-down menu and
clicking elsewhere to deactivate the dro

For the *Criminalist’ section, if the analyst d (the 1A for the cases) is not
on the drop-down list, deselect ‘Select’ a ually type in the analyst’s last
and first names; use normal capitalizafﬂ. the analyst assigned to a case is no
longer at the lab, list the Criminalist&/{ Assistant Director who reviewed it,
efther of them be available, consult CODIS

in that order of preference. Sho%\
staff or a supervisor regardin st assignment.
Use the ‘NOTES’ sec@ndicate if:

The forensic gigfile is a mixture
The foren file is a partial profile

*

Other in(@lion, such as additional victims, can also be indicated in NOTES.

cli “Get Approval” again. Once there are no errors, the screen will return
to the “Create New Entry” mode and inform you that you have successfully
entered a match.

CH'C Get Approval”. If any red error messages appear, fix the problem and

Have the cases reviewed by a Criminalist IV and/or Assistant Director.

Have a Criminalist IV or Assistant Director approve the match in DNA HITS.
Once approved, the assigned analyst, Criminalist IV and/or Assistant Director
will receive a DNA HITS confirmatory email from DNAHITS@cityhall.org.
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Step 11: Print out the DNA HITS email confirmation and add to the case record.

Step 12: Forward the DNA Profile Evaluation Form(s) to the CODIS group in-box.
5.7  Verifying and Reporting Missing and Unidentified Person Matches

General Search Guidelines:

There are varied searches done in CODIS to accommodate Missing Unidentified
Person cases. “Exact matches” are the result of an identity searc dentity search is

done amongst the following indices:
Unidentified Human Remains to Unidentified Human Remgal
Unidentified Human Remains to Missing Persons @

Profiles of Unidentified Human Remains and Mis rsons are also searched against
Convicted Offenders and Forensic Unknowns.(%rc es are performed against the

following indices: '\b

Unidentified Human Remains to Convict frenders
Unidentified Human Remains to Forerﬁt/ nowns
Missing Persons to Convicted Offengers
Missing Persons to Forensic U éns

Ranks or associations to rel s of Missing Persons in a pedigree tree are the result of a
pedigree search. A pedi rch is done amongst the following:

Pedigree Tree to UnidegNiTfed Human Remains

Biological Mothe@ner, and Child to Unidentified Human Remains

Refer to th ODIS Procedures-Search Parameters and NDIS Missing Person DNA
Searches ( ional Procedures) from the FBI for search parameters.

5.7.1 Exact Matches in CODIS

Exact matches in CODIS occur between profiles from Unidentified Human Remains
searched against profiles of Unidentified Human Remains and Missing Persons.
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5.7.1.1 Local Level Exact Matches (LDIS):

Unidentified Human Remains to Unidentified Human Remains
Unidentified Human Remains to Missing Persons

1.

2.
3.

oA

Request and pull the case files.
Confirm that the profiles match by reviewing the data.
Compare the information available in the files. Some questlons consider are:
a. When was the body recovered in relation to when the was reported
missing? (b
b. Are physical descriptions such as age, race, sta ir color, eye color,
tattoos, scars, etc. indistinguishable? b
c. Are fingerprints, dental records, or other 21 records available for
comparison? If these are available, the ation should be shared with the
appropriate departments for compa(rijéj such as the Forensic Anthropology
Unit, Forensic Odontology, Fore thology, or NYPD.

Determine if the samples were tes ncordance with the duplication guidelines.
Determine whether the matchln es were processed together:

Evidence exam on thg sSG@ate and/or by the same analyst?
DNA extraction and mplification worksheet with the same date and time?

If S0, see your ﬁm@isor and Assistant Director immediately.

Determine if@onal technologies such as Y-STR’s or mtDNA are needed to
i e the match.

confir

Transfer ae newly linked case/or cases to the interpreting analyst from the previous
case or to the analyst that has the lowest FB case number. Have your supervisor
update records to reflect the new case assignment. (This step can be done after
notifications, if desired.)

Once all is confirmed, notifications can be made via telephone and/or email.
An additional report is written linking the two cases together. Random match

probability statistics are performed on the unidentified human remains and included
in the report in accordance with Forensic Biology protocol.
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10. A notification letter and a copy of the additional report are sent via email to notify all
involved parties of the match. For matches with unidentified remains from NYC
OCME, the assigned Medical Examiner, Identification Unit, and NYPD Missing
Persons are always notified. Matches involving outside jurisdictions will be sent to
that jurisdiction’s designee(s). The notification letter may be sent by emailing a
scanned .pdf copy of the original signed letter and/or facsimile.

5.7.1.2 State Level Exact Matches (SDIS) %

Matches will not occur at the state level in CODIS since the N \@t)rk State Police does
not conduct missing person searches within CODIS. NYS b&es and uploads the
profiles our lab sends monthly to NDIS; but the only se s*at SDIS are for direct
matches within the offender or forensic indices. §

5.7.1.3 National Level Exact Matches (NDIS): (b

Unidentified Human Remains to Uniddht¥iedd Human Remains
Unidentified Human Remains to Miés ersons

With DNA matches identified ?{@i both laboratories involved in the match have

confirmation responsibilitiei.

Responses to all candida hes must be immediate. The final disposition of the
candidate match to th custodian must be reported no later than 30 business days
after receiving th report.

1. The CQDI &‘Pf will print out the Candidate Match Detail Reports from the CODIS
systemc%m with a Match Inventory list (a summary list of all the cases involved in
the candilate matches) and retrieve the corresponding files.

2. Each candidate match report and corresponding file or LIMS case record must be
reviewed to confirm whether or not the two profiles indeed match. The analyst
reviewing the file must fill out a Candidate Match Confirmation Checklist.

3. Ifany modifications to the DNA profile are needed, a Profile Modification Form must
be filled out by the Interpreting Analyst or the analyst reviewing the data (see section
4.6), and submitted to the CODIS group. It is not necessary to wait for the profile to
be modified to continue the confirmation process.
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4. Compare the information available in the files. Some questions to consider are:

10.

a. When was the body recovered in relation to when the person was reported
missing?

b. Are physical descriptions such as age, race, stature, hair color, eye color, tattoos,
scars, etc. indistinguishable?

c. Are fingerprints, dental records, or other medical records available for
comparison? If these are available, the information should hared with the
appropriate departments for comparison such as the Fore thropology Unit,
Forensic Odontology, Forensic Pathology, or NYPD.O

Determine if the sample(s) were tested in concordan% ith the duplication policy.
Determine whether the matching samples were ssed together:

Evidence exam on the same date and/or (tbsame analyst?
DNA extraction and/or amplification ksheet with the same date and time?

If so, see your supervisor and A{is(tlf Director immediately.

Determine if additional tec ies such as Y-STR’s or mtDNA are needed to
confirm or refute the maé}

Once all is confix@%tifications can be made via telephone and/or email.

An additiona@t is written. Random match probability statistics are performed on
the unident{i®dd human remains or the missing person profile and included in the
report i%cordance with Forensic Biology protocol. If the remains are intact or
living pefson is found, then the profile should be removed from CODIS and noted in
the additional report. Refer to Section 4.6.

A notification letter and a copy of the report are sent via email to notify all involved
parties of the match. For matches with unidentified remains from NYC OCME, the
assigned Medical Examiner, Identification Unit, and NYPD Missing Persons are
always notified. Matches involving outside jurisdictions will be sent to that
jurisdiction’s designee(s). The notification letter may be sent by emailing a scanned
.pdf copy of the original signed letter and/or facsimile.
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5.7.2 Exact Matches in CODIS
5.7.2.1 Unidentified Human Remains to SDIS offender exact matches

If the profiles are an exact match, complete a NYS DNA Databank Candidate Match
Confirmation Form. This form communicates to DCJS and the Databank coordinator the
case information, and that the candidate match is, in fact, a true match. Therefore, one
NYS DNA Databank Candidate Match Confirmation Form for every=confirmed
candidate match listed on the Match Inventory must be complete NYS DNA
Databank Candidate Match Confirmation Form is then transmi DCJS by fax or
other electronic means.

laboratory, and upon receipt of confirmation of the der sample from the NYS DNA
Databank coordinator, DCJS will release the oﬂﬂe s name, via fax followed by USPS,
in the form of a DCJS Match Letter (see theb*I version of the New York State
COmbined DNA Index System Procedurm s letter will contain the name of the
offender, any aliases, the NYSID num offender’s current location.

1. Request and pull the case flg'
2. Confirm that the profile tch by reviewing the data.

3. Determine if thesa@@was tested in concordance with the duplication guidelines.

Upon receipt of the NYS DNA Databank Candidate g onfirmation Forms from our

4. Onceall is c@ed, notifications can be made via telephone and/or email to the
OCME{de{{ ation Unit and to the Medical Examiner.

5. An additibnal report is written. Random match probability statistics are performed on
the unidentified human remains and included in the report in accordance with
Forensic Biology protocol.

6. A notification letter and a copy of the additional report are sent via email to notify all
involved parties of the match. For matches with unidentified remains from NYC
OCME, the assigned Medical Examiner, Identification Unit, and NYPD Missing
Persons are always notified. The notification letter may be sent by emailing a scanned
.pdf copy of the original signed letter and/or facsimile.
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5.7.2.2 Unidentified Human Remains to NDIS offender exact matches

After the data is reviewed, the other laboratory involved in the match must then be
notified via telephone, fax or email and the match verified. Both laboratory’s case
numbers and ORI numbers are on the Match Inventory list. The contact information for
all CODIS laboratories can be found on the CJIS-WAN. Standard case contact protocol
should be followed to document any correspondence or conversations.

If it is determined the candidate match is a non-match, the proce \& here. All case
contacts should be documented on the checklist accordingly. 0

If it is verified to be a true match, information regarding&ses must be exchanged.
The CODIS DNA Match Data Request and Respons is transmitted to the offender
laboratory by fax or other electronic means. This cilitates the exchange of
information. Information on this form, if avail@@le, should include:

e Contact information for the submittin@e agency.
e Contact information for the laborator.
e Laboratory and police identificaigon fumbers (for example, case number, complaint
number, etc.). Q
e Whether the case is soIv y DNA).
(e

e Suspect information (fo mple, name, NYSID number, has he/she been tested at

our lab, etc.). @

e General case infé@ion (for example, date of occurrence, type of crime, etc.).

e |f the case wit atch at NDIS is one of a local pattern, information regarding
both/all sh provided to the other laboratory.

o When &agldwle, include any known aliases of the offender/suspect if the case is
solved, Bgcause the offender/suspect may be in the other database under a different
name.
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5.7.3

Upon receipt of the CODIS DNA Match Data Request and Response Form from our
laboratory, and upon the offender laboratory’s confirmation of the offender sample, the
match is confirmed. The offender laboratory will release the convicted offender’s name,
via fax, in the form of a match letter. This letter will contain the name of the offender,
any aliases, the State ID #, current location, and usually their SS#.

1. Request and pull the case file.
2. Confirm that the profiles match by reviewing the data. \%

3. Determine if the sample was tested in concordance é@he duplication

guidelines. @

4, Once all is confirmed, notifications can be ia telephone and/or email to the
OCME Identification Unit and to the M@!Sa xaminer.

5. An additional report is written. R@match probability statistics are performed
on the unidentified human rem% d included in the report in accordance with
Forensic Biology protocol. K

involved parties of t atch. For matches with unidentified remains from NYC
OCME, the assi edical Examiner, Identification Unit, and NYPD Missing
Persons are al otified. The notification letter may be sent by emailing a
scanned . y of the original signed letter and/or facsimile.

Ranks in Iﬂg)
Pedigree T 0 Unidentified Human Remains (UHR)

Pedigree Treée to Missing Person (MP)
Biological Father, Mother, Sibling (with additional technology) to UHR or MP

6.A notification letter and a Eo he additional report are sent via email to notify all

Profile(s) from a pedigree tree associated to unidentified human remains or a missing
person are ranked according to a joint pedigree likelihood ratio (JPLR) in Rank Manager.
Any JPLR above 1 will constitute a rank.
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The CODIS staff will print out the Specimen Detail Reports for the associated ranks to
the pedigree tree or single relative.

1.

2.

10.

Fill out the Rank Manager Sample Inquiries Form.
Locate the files and determine if the JPLR constitutes a true association.

Some questions to help in the disposition:

a. Does the gender of the Missing Person correlate t \ HR?

b. When was the body recovered in relation to w@ person was reported
missing?

If further investigation is still needed, then re @We STR data and perform

kinship analysis.

If an additional technology such as nt{!h has been performed, utilize that in the
assistance of the disposition of th@

Determine if additional tech (Jés such as YSTR’s or mtDNA need to be
performed.

Determine if additio s}arence samples from relatives of missing persons or
samples from the g person are available and needed to assist in the
|dent|f|cat|on§% engthening the likelihood ratio or assisting in confirming an
associatio irect match with a reference sample from the missing person).

Ift a&g?ation does not pan out, note it as “No Match” and initial and date the
Spe Detail Report and make comments on the Rank Manager Sample
Inquifies Form.

For true associations, notifications can be made via telephone and/or email.

An additional report is written. Kinship analysis is performed between the
relatives of the Missing Person and the unidentified human remains or the missing
person profile and included in the report in accordance with Forensic Biology
protocol. The profiles of the relatives of the Missing Person must be removed
from CODIS and noted in the additional report. Refer to Section 4.6.
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11.  Anotification letter and a copy of the report are sent via email to notify all
involved parties of the match. For associations to unidentified remains from NYC
OCME, the assigned Medical Examiner, Identification Unit, and NYPD Missing
Persons are always notified. Associations involving outside jurisdictions will be
sent to that jurisdiction’s designee(s). The notification letter may be sent by
emailing a scanned .pdf copy of the original signed letter and/or facsimile.

5.7.4 Low stringency searches in CODIS %

of Missing Person samples in the state database against the AJJ\g®ntified Human Remains
index in CODIS. @

NY State performs a low stringency search every quarter agai§® remaining Relatives
For verifying and reporting these possible matches@w the same steps above in 5.7.3.
5.8  Organization of CODIS Paperwork in Ca'o\(Rbords

For LIMS era case records, CODIS daf@ation is added to the case record
electronically. K

In pre-LIMS era files, the d cu& tion is arranged as follows:

Left side of file: if all pa k was properly completed and photocopied, the left side
of the file should contaj,m

DNA@e Evaluation Form - copy
é& n Detail Report - printout from computer

[ ]

. ndidate Match Detail Report - printout from computer

e Candidate Match Confirmation Checklist - original

e Candidate Match Confirmation Form - copy

» DCJS Match Letter — copy faxed by DCJS (or comparable form from another
state)

e DNA HITS confirmation email — printout from email (CODIS staff does not
need a copy
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For Partial Match cases, the left side of file depending on the type of match and

level may have some or all of the following:

e DB Profile documentation report

Specimen Detail Report - printout from computer

Candidate Match Detail Report - printout from computer

Partial Match Evaluation Form

Likelihood ratios — printout from CODIS Popstats application

Expected Match Ratio (EMR) and the Estimated Kinsh@tio (EKR)

calculations - printout of Partial Match Calculation ry

e Hit Notification Letter-original or copy, PDF of ofid
folder under “HITNOT’ in “MISP” for Missin

saved in CODIS
ns identification cases

only @
For Missing Persons cases, left side of %@jing on the type of match may

have some or all of the following:
e Forensic Biology report(s) '\

DNA Profile Evaluation F %}y
Specimen Detail Report - %ﬂ from computer
Candidate Match Detﬁgport - printout from computer
Candidate Match C ation Checklist — original

Hit Notification |[{ter-original or copy, PDF of original saved in CODIS
folder under “ T in “MISP”

followin also be on the left side of the file:

e Ca e Match Confirmation Form-copy

. % Match Letter-faxed copy

e Slpporting paperwork such as copies of dental records, anthropology reports
and scene reports from within OCME or from the outside jurisdiction.

Dependi %@Wpe of match and at what level it may have occurred, the
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Local partial

match flowchart

clean profile?
(>10 loci, single-source
or deduced)

NO DONE STEP A

YES

already a match to
true offender?

YES DONE % STEP B

1 or more
shared alleles
per locus?

sharing
hreshold met?

N DONE STEP C

calculate kinship

NO DONE STEP D

test samples in Y’s
—1 if possible and
applicable?

YES

same Y profile?

YES

v

disseminate partial
match info via
DNA HITS
and/or report
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State Partial Match
Flowchart

Clean profile?
(= 1 loci, single
source or deduced)

ves |—s] DonE | \%
\}»(b

%

1 or more
shared alleles
per locus?

Calculate kinship Caleulate kinship Q

(PO (F3)

DONE

No [ DONE |

If apphicable i—

v A 4

A DA fox Coseiaitiis st mple(s i v
YES
I Send inquiry letter to Albany NO DONE
YES

Offender name released to
OCME

Disseminate partial match info via DNA HITS and/or report
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National Partial Clean profile?
Match Flowchart (= 13 CODIS core loci, single NO DONE

source or deduced)

Alreacly a
match to true
offender?

g B o
\o
\}(b

1 or more
shared alleles
per locus?

I I\'ES[

| YES |
Calculate kinship Caleulate kinship
(PO) (FS) rv
\d

N/ |—»| pons |

NO |—->| DONE |

If applicable %

h h
Send inquiry letter to NYPD - SONE Test sample(s) in Y's
and DAO for case status =
YES
Letter to .m.m-N Y state NO DONE —
administrator DONE
YES

Offender name released to
OCME

Disseminate partial match info via DNA HITS and/or report
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5.1  General principles

Discovering and confirming “exact matches” and “partial matches”, and making timely
notifications, are among the highest priority tasks done in the Department of Forensic
Biology. Any delays can result in additional crimes being committed that may have been
preventable. For local matches, it is not necessary to have all analyses completed or
reports written, just that the required data is available for review of the match.

Local exact matches between cases may result in the crea N%r extension) of a DNA
pattern. To consolidate the handling of related pattern @and to streamline any
subsequent court testimony, a single analyst (wherev sible) should be assigned all
cases in a pattern. Therefore, depending on the n@ﬁ the cases involved, a “new”
case may be transferred to the analyst of the @ case(s). See Section 5.4.1 for

additional information.

Partial matches are inadvertent “indirect]\gbms” that suggest that the source of an
evidentiary profile is potentially:

* Arelative of a suspect (susp t(flf
* Arelative of another evidf@’ profile (within a case or between two cases)

* Arelative of some othegr arison sample (victim or elimination sample)
« Arrelative of an offend%state or national)

the full sibling li d ratios and/or the parent-offspring likelihood ratios using the
CODIS Popst lication; and the EKR (expected kinship ratio) and EMR (expected
match rati e specific procedures below). The use of partial matches at the state level
has been roved by the New York State Commission on Forensic Science. The use of
partial matches at the national level has been approved by the NDIS Board; however,
participation is left up to each individual state.

This is evaluated %ﬁ&nparing the number of shared alleles and/or loci, then calculating
p

Matches at the local level may occur at any time. Matches at the state level follow a two-
week cycle set by the state. Matches at the national level follow a one-week cycle.

For Missing and Unidentified Persons cases, discovering and confirming “exact matches”
and “associations” are also among the highest priority tasks done in the Department of
Forensic Biology.
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5.2

Associations are “indirect matches” that suggest that the reference profiles (i.e. profiles
from relatives of Missing Persons in a pedigree tree) are potentially related to profiles
from a Missing Person or Unidentified Human Remains. These associations are ranked in
CODIS according to a joint pedigree likelihood ratio.

Missing persons matches in CODIS may occur at any time at the local level. At the state
and national level, matches follow a one month cycle set by NY State and/or the FBI.
Additional searches such as those with mitochondrial DNA or%are done as scheduled
by NY State and the FBI (typically, quarterly).

o
DNA HITS application 0
QO

The majority of DNA exact match and partial ma tifications are made using the
web-based DNA HITS application. This appliCQuyT allows for quick e-mail
dissemination of matches to the NYPD and'&I istrict Attorney’s offices. If DNA HITS
is unavailable for > 24 hours, or a particn]%w ctionality is unavailable, make
notifications using a Notification Lett lI0w up with DNA HITS notification when it

becomes available. (1/

DNA HITS is not used for Missi nd Unidentified Persons Cases. A notification letter
is sent via email to notify all ed parties of the match. For matches with unidentified
remains from NYC OCM e assigned Medical Examiner, Identification Unit, and
NYPD Missing Person always notified. Matches involving outside jurisdictions will

be sent to that jurisdi;;& s designee(s).

Only the NYPD@nee(S) and the appropriate DAQO’s designee(s) are notified via DNA
HITS. Ifu 'ng\ A HITS, do not also notify Detectives or ADA’s directlyey will be
notified by% superiors.

Members of lab management have privileges in DNA HITS to add or delete authorized
users. Case analysts have varying levels of privileges within the program. All
interpreting analysts plus certain clerical and CODIS staff members have login privileges
and can enter match information. Supervisors, management and certain CODIS staff
members have approval privileges for matches. The program will not make a notification
until it has been approved.

Controlled versions of Department of Forensic Biology Documents only exist electronically on the
Forensic Biology network. All printed versions are non-controlled copies.



FORENSIC BIOLOGY CODIS MANUAL

5.0 VERIFYING AND REPORTING DNA MATCHES

DATE EFFECTIVE LAST REVISED APPROVED BY PAGE
03-24-2010 10-07-2013 MARIE SAMPLES 30F 31
53 Method of notification

The existence of an exact match or partial match is disseminated via the Department of
Forensic Biology report, via DNA HITS, or both. The method depends on the type of the
match (“cold” vs. “warm”), the level (local, state, national), or the type of comparison
(exact vs. partial). “Cold hit” means no one thought the cases (or suspect) were linked
previously. “Warm hits” are the opposite: the cases were previously thought to have

been linked, and DNA is simply confirming this. %

In general, match notifications made via DNA HITS are@able only to cases that
have a clean, informative forensic autosomal DNA pr ingle-source or deduced)
attributable to a putative perpetrator. In addition, p atch notifications are limited
to such profiles with $0 CODIS core loci (for SD I 13 CODIS core loci (for
NDIS) with no Z's, INC’s, or other indications ixture.

Associations solely to non-deconvolutedh\i res or solely to Y STR results are
described in the reports, not via DNA S.

Notification via DNA HITS is nectglﬂfor the following types of matches:

Local matches: s\o

Cold hits between es

Partial matches en cases

Cold hits batw@ a case and a suspect (exemplar or pseudo-exemplar)
Warm Ween a case and a suspect (exemplar or pseudo-exemplar)

Partial es between a case and a named suspect or arrestee (exemplar or

Sse‘* -exemplar)
State or national matches:
Matches between a case and an offender

Partial matches between a case and an offender
Matches between a case and a case in another laboratory

Notification via DNA HITS is notnecessary for the following types of matches:

Warm hits between cases
Partial matches within a case
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5.4

5.4.1 Local exact matches discovered via LINKAGE or LDIS

5.4.1.1 Confirm the exact match Q

The report (evidence report or suspect report) will contain information on all local exact
matches and/or partial matches.

DNA HITS is not used for Missing and Unidentified Persons cases. Match notifications
are made via a Forensic Biology Report and Notification Letter.

Verifying and reporting exact matches
ol

previous case or pattern, or between his/her * ase and a suspect file, his/her

In the event an analyst suspects there is a cold \& een his/her “new” case and a
supervisor should be notified immediately

Expedite additional testing (including %'r]n\lars if needed) to determine if you have a
true match or a fortuitous match. Iehal testing includes any duplication needed to
satisfy the concordance policy. K

Once you have confirmed_ th ct match, continue the process.

5.4.1.2 Review the matchig&

>
The analyst of thg/(™ewW" case has to request the “previous” case(s). For a case-to-case
match, compar, Information available in the files: precinct, location of occurrence,
descriptio ofﬁ ailant, details of the assault, etc. If any 61 forms are missing, have a
superviso%nge to get a copy. (This step is not required for NYPD project cases. If
any of the irtfformation in the 61 forms seems inconsistent, discuss with your supervisor.)

For case-to-case matches, determine whether the matching samples were processed
together:

» Evidence exam on the same date and/or by the same analyst?
» DNA extraction and/or amplification worksheet with the same date and time?

If so, see your supervisor and Assistant Director immediately.
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For case-to-case matches between similar case types (ex. Property Crime to Property
Crime) or disparate case types (Homicide to Property Crime), it is a possibility that a
member of law enforcement is the source of the DNA. Therefore, the following should
also be determined based on paperwork in the file:

» Was the evidence in both cases collected by the same Crime Scene Unit or Evidence
Collection Team member?
* Was the evidence in both cases processed by the same, I\QgD laboratory Criminalist?

NS

” Conversations with NYPD
be held in order to procure
. If such samples are not
A has not been resolved, DNA

If so, see your supervisor and Assistant Director immedi
and/or the relevant District Attorney’s office(s) may n
elimination samples from potentially-involved pers
forthcoming, and the question of the source of t
HITS will be used for match notification.

5.4.1.3 Determine if the “new” case should be ﬁ{nberred

Use common sense when decidindﬁ@e transfer of a “new” case. Consider the nature
of the crimes; the nature of the eyideMce items within the cases; the time frame of the
crimes; and whether any appe be previously solved via arrest, typing of a suspect, or
an offender database ma h@nsfers should only take place when a logical pattern is
created or added to. 6

Examples of situats %ere transfer makes sense might include:

« A2012 @\)Qal assault case matching a 2010 sexual assault case.

e A2 urglary case matching a 2011 robbery case.
* A 20¢2 robbery matching a 2011 sexual assault (where case facts are similar)

If there is no logical pattern or relationship between the cases, no transfer of the “new”
case is necessary. Examples might include:

* A 2012 burglary case matching a solved 1996 homicide case.
* A 2012 sexual assault case matching a 2011 auto theft case.
* A 2012 robbery matching a 2011 sexual assault (where case facts are different)
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A transfer is NOT necessary if a “new” case is solely matching a previous suspect file.
The analyst of the “new” case retains that case and will have the previous suspect file
transferred to him/her. The analyst of the “new” case is responsible for making the DNA
HITS notification of the case-to-suspect match and for reporting of the newly discovered
match in a suspect report.

5.4.1.4 Transfer the “new” case

» Transfer the newly linked case to the analyst for the \%us case(s).

» Have a supervisor update records to reflect the n se assignment.

» There is no requirement to complete testing in tire case, start or complete a
draft report, prepare tables, or prepare a D ofile Evaluation Form. However,
such things may be done as a courtesy.

5.4.1.5 Make the match notification(s) (b

* The analyst and supervisor n the case are the ones responsible for making
the match notification.

Enter the match(es) into DN using the procedure in section 5.6.
5.4.2 Verifying and reporting S® exact matches

With DNA matches %ed at SDIS, both laboratories involved in the match have
confirmation re ilities. All matches will be resolved by the CODIS staff, with the
exception of py Number samples and certain identity searches performed and

scheduled?

Responses to all candidate matches must be immediate. The final disposition of the
candidate match to the SDIS custodian must be reported no later than 30 business days
after receiving the match report.

5.4.2.1 General Process
The CODIS staff will print out the Candidate Match Detail Reports from the CODIS

system along with a Match Inventory list (a summary list of all the cases involved in the
candidate matches) and retrieve the corresponding files.
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Each candidate match report and corresponding file or LIMS case record must be
reviewed to confirm whether or not the two profiles indeed match. The analyst reviewing
the file must fill out a Candidate Match Confirmation Checklist if the match is found to

be true.

If any modifications to the DNA profile are needed, a Profile Modification Form must be
filled out by the Interpreting Analyst or the analyst reviewing the data (see section 4.6),
and submitted to the CODIS group. It is not necessary to wai@r the profile to be
modified to continue in the confirmation process.

5.4.2.2Verifying and reporting SDIS offender exact matches 0

Confirmation Form. This form communicates JS and the Databank coordinator the
case information, and that the candidate rrﬁ)jl 18, in fact, a true match. Therefore, one
NYS DNA Databank Candidate Match Cb% ation Formeeery confirmed

candidate match listed on the Match nidry must be completed. The NYS DNA
Databank Candidate Match Confirrﬂill Form is then transmitted to DCJS by fax or
other electronic means. K

If the profiles are an exact match, complete a N@%A Databank Candidate Match

abank Candidate Match Confirmation Forms from our
of confirmation of the offender sample from the NYS DNA
will release the offender’s name, via fax followed by USPS,
ch Letter (see the current version of the New York State

Upon receipt of the NYS DN
laboratory, and upon receg
Databank coordinator,
in the form of a DGJ

COmbined DN ystem ProcedureR)is letter will contain the name of the
offender, any ajfages, the NYSID number and offender’s current location.
Enter the (es) into DNA HITS using the procedure in section 5.6.

If the confirmed match has linked an offender to an unsolved case, the investigating
agency must obtain an exemplar from the offender and submit to the laboratory for
retesting prior to proceeding to trial. This requirement is located on the DCJS Match
Letter that is available to the District Attorneys’ offices upon request.

The DCJS Match Letter should be used by the DAO to obtain the court order authorizing
the collection of the exemplar. The Department of Forensic Biology will perform testing
on the exemplar to replicate the DNA match of the offender to the forensic sample(s) and
to testify in court to the match. Questions from the DAO regarding offender information,
offender blood draws, etc. should be directed to DCJS. Analysis of the exemplar by
Forensic Biology is generally not necessary for grand jury proceedings. This analysis,
however, is necessary before trial.
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5.4.2.3 Verifying and reporting SDIS forensic exact matches

After the data is reviewed, the other laboratory involved in the match must then be
notified via telephone, fax or email and the match verified. Both laboratory’s case
numbers and ORI numbers are on the Match Detail Report and on the Match Inventory
list. The contact information for all CODIS laboratories can be found on the CJIS-WAN.
Standard case contact protocol should be followed to document any correspondence or
conversations. %

If it is determined the candidate match is a non-match, t cess stops here. All case
contacts should be documented on the checklist acco

The CODIS DNA Match Data Request and R e Form is transmitted to the other
laboratory by fax or other electronic meanfﬁf;i form facilitates the exchange of
information. Information on this form, if aikble, should include:

If it is verified to be a true match, information reg% the cases must be exchanged.

» Contact information for the sub |%police agency.

» Contact information for the lalgora¥Ory.

» Laboratory and police id @ion numbers (Forensic Biology and complaint
numbers). %n\

* Whether the case is s@d (i.e. by DNA).

* Suspect informati r example, name, NYSID number, has he/she been tested at
our lab, etc.). ’\

* General c@)rmaﬁon (for example, date of occurrence, type of crime, etc.)
e Ifthe ith the match at SDIS is one of a local pattern, information regarding
both/all' §hould be provided to the other laboratory.

Upon receipt of the response from the other laboratory, the match is confirmed. This
form documents that the candidate match between the two laboratories was
acknowledged, each laboratory has finished their review process, both laboratories are
confirming the match and that case information has been exchanged.

Enter the match(es) into DNA HITS using the procedure in section 5.6
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5.4.3 Verifying and reporting NDIS exact matches

With DNA matches identified at NDIS, both laboratories involved in the match have
confirmation responsibilities. All NDIS matches will be resolved by the CODIS staff.

Responses to all candidate matches must be timely. The final disposition of the candidate
match to the NDIS custodian must be reported no later than 30 business days after
receiving the match report.

>
5.4.3.1 General Process
O

The CODIS staff will print out the Candidate Match %I Reports from the CODIS
system along with a Match Inventory list (a sum st of all the cases involved in the
candidate matches) and retrieve the correspoiNyg’files.

Each candidate match report and corres (nmg file or LIMS case record must be
reviewed to confirm whether or not th%o rofiles indeed match. The analyst reviewing
the file must fill out a Candidate M nfirmation Checklist.

If any modifications to the D file are needed, a Profile Modification Form must be
filled out by the Interpreti st or the analyst reviewing the data (see section 4.6),
and submitted to the CO group. Itis not necessary to wait for the profile to be

modified to continue in onfirmation process.

>
If a profile has al offender candidate match and a state offender candidate match
at or near the ime, allow the state confirmation process to proceed first. If a profile

one of the iIdate matches to proceed first (see the CODIS supervisor for guidance on
selection). Once one of the candidate matches has been verified and the name of the
offender obtained, process the remaining candidate matches as conviction matches.

has two (o% national offender candidate matches at or near the same time, select

5.4.3.2 Verifying and reporting NDIS offender exact matches

After the data is reviewed, the other laboratory involved in the match must then be
notified via telephone, fax or email and the match verified. Both laboratory’s case
numbers and ORI numbers are on the Match Inventory list. The contact information for
all CODIS laboratories can be found on the CJIS-WAN. Standard case contact protocol
should be followed to document any correspondence or conversations.
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If it is determined the candidate match is a non-match, the process stops here. All case
contacts should be documented on the checklist accordingly.

If it is verified to be a true match, information regarding the cases must be exchanged.
The CODIS DNA Match Data Request and Response Form is transmitted to the offender
laboratory by fax or other electronic means. This form facilitates the exchange of
information. Information on this form, if available, should include:

» Contact information for the submitting police agenc \%

» Contact information for the laboratory. b

» Laboratory and police identification numbers (f mple, case number,
complaint number, etc.). ({\

* Whether the case is solved (i.e. by DNA | g &

» Suspect information (for example, nam SID number, has he/she been tested
at our lab, etc.). "?

* General case information (for e date of occurrence, type of crime, etc.).

* If the case with the match at Is one of a local pattern, information regarding
both/all should be provided Qipe other laboratory.

* When available, include known aliases of the offender/suspect if the case is

solved, because the c@er/suspect may be in the other database under a
different name.

Upon receipt of the C@ DNA Match Data Request and Response Form from our
laboratory, and up ffender laboratory’s confirmation of the offender sample, the
match is conflr he offender laboratory will release the convicted offender’'s name,
via fax, in the, &9 of a match letter. This letter will contain the name of the offender,
any aliase?$ State ID #, current location, and usually their SS#.

Enter the match(es) into DNA HITS using the procedure in section 5.6

If the confirmed match has linked an offender to an unsolved case, the investigating
agency must obtain an exemplar from the offender and submit to the laboratory for
retesting prior to proceeding to trial. This requirement is located on the match letter that
is forwarded to the District Attorney’s office upon request. The match letter should be
used by the DAO to obtain the court order authorizing the collection of the exemplar.
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The Department of Forensic Biology will perform testing on the exemplar to replicate the
DNA match of the offender to the forensic sample(s) and to testify in court to the match.
Questions from the DAO regarding offender information, offender blood draws, etc.
should be directed to the agency contact information given on the CODIS DNA Match
Data Request and Response form. Analysis of the exemplar by the Department of
Forensic Biology is generally not necessary for grand jury proceedings. This analysis,
however, is necessary before trial.

5.4.3.3 Verifying and reporting NDIS forensic exact matches \%
The CODIS staff will print out the Candidate Match R b& from the CODIS system

along with a Match Inventory list (a summary list of he cases involved in the
candidate matches) and retrieve the correspond

Each candidate match report and corresp%g ile or LIMS case record must be
reviewed to confirm the profile data sent IS is accurate. The analyst reviewing the
file must fill out a Candidate Match Cgnyymation checklist.

If any modifications to the DNA p (]/are needed, a Profile Modification Form must be
filled out by the analyst revi e data (see section 4.6), and submitted to the CODIS
group. lItis not necessary, t(% for the profile to be modified to continue in the
confirmation process.

After the data is rev% the other laboratory involved in the match must then be
notified via tele ax or email and the match verified. Both laboratory’s case
numbers and C@mbers are on the Match Inventory list. The contact information for
all CODIS ories can be found on the CJIS-WAN. Standard case contact protocol
should be%@wed to document any correspondence or conversations.

If it is determined the candidate match is a non-match, the process stops here. All case
contacts should be documented on the checklist accordingly.
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If it is verified to be a true match, information regarding the cases must be exchanged.
The CODIS DNA Match Data Request and Response Form is transmitted to the other
laboratory by fax or other electronic means. This form facilitates the exchange of
information. Information on this form, if available, should include:

» Contact information for the submitting police agency.

» Contact information for the laboratory.

» Laboratory and police identification numbers (for examp&@ number, complaint
number, etc.). %

* Whether the case is solved (i.e. by DNA).
» Suspect information (for example, name, NYSID @&r, has he/she been tested at

our laboratory, etc.).
* General case information (for example, d currence, type of crime, etc.).

» If the case with the match at SDIS is ong 0 cal pattern, information regarding
ﬂl%o

both/all should be provided to the ot ratory.
Upon receipt of the response from er laboratory, the match is confirmed. This
form documents that the candidate h between the two laboratories was

acknowledged, each laboratory ks finished their review process, both laboratories are
confirming the match and thg@ information has been exchanged.

Enter the match(es) int@@& HITS using the procedure in section 5.6
5.5 Evaluating, verifyiﬁQ;nd reporting partial matches

5.5.1 General guiqi@

Partial mahrocedures are applicable only to cases that have a clean, informative
forensic autosomal DNA profile (single-source or deduced) attributable to a putative
perpetrator. Such profiles must havil 0>CODIS core loci for SDIS partial matches or

all 13 CODIS core loci for NDIS partial matches, with no Z's, INC’s, or other indications
of a mixture.

Partial matches will be evaluated by a combination of observing whether there is sharing
at each locus (indicating a potential parent-offspring relationship) and/or counting of
shared alleles across all loci (indicating a potential full-sibling relationship), followed by
calculation of kinship ratios and the EKR (expected kinship ratio) and EMR (expected
match ratio), for state or national partial matches. Thresholds for allele sharing and the
likelihood ratios have been established and are described on the Partial Match Evaluation
Form.
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At the local level, only partial matches between evidence samples (within a case or
between cases) or partial matches between evidence samples and a named suspect or
arrestee for that case will be evaluated. Any partial matches revealed by comparing a
suspect to LINKAGE or partial matches revealed by searching a suspect in LDIS will
NOT be evaluated.

At the state and national levels, only partial matches to offenders will be evaluated.
Pull the previous case(s), if applicable. ®\%

5.5.2 Local partial matches

Partial matches may exist within a case, betwee cases, or between a case and a
suspect file.
5.5.2.1 Partial matches within a case r\(b

All eligible DNA profiles withina c guld be reviewed for potential partial matches.
For example, compare a victim og elivination sample to Male Donor A or compare Male
Donor A, B, and C to each o

es there is an eligible partial match, the first step is to
the Partial Match Evaluation Form and following the local
e if the two profiles meet laboratory requirements. If so,
testing needed to satisfy the concordance and duplication

In the event an analyst b
evaluate the profiles. i
flow chart below, de
expedite any adqj N

policies. 0

If possible?&appropriate, further testing using Y STRs should be done. If a partial
match is stilt a possibility, continue the process.

The existence of a partial match within a case is disseminated via the report, using
wording that describes that a similarity was noted and requests additional exemplars.

5.5.2.2 Partial matches between two cases

In the event an analyst believes there is an eligible partial match between two cases
(found in LINKAGE or an LDIS search), the first step is to evaluate the profiles. Using
the Partial Match Evaluation Form and following the local flow chart below, determine if
the two profiles meet laboratory requirements. If so, expedite any additional testing
needed to satisfy the concordance and duplication policies.
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If possible and appropriate, further testing using Y STRs should be done. If a partial
match is still a possibility, continue the process.

The analyst and supervisor must then meet with the local CODIS administrator and/or
CODIS manager to discuss the potential partial match. If appropriate, efforts will be
made to determine the status of each case (solved vs. unsolved, arrests, etc.) or gain
additional case information.

The existence of a partial match between cases is dissemi via DNA HITS. Enter
the match(es) into DNA HITS using the procedure in se% 6

5.5.2.3 Partial matches between a case and a suspect (e@ar or pseudo-exemplar)

5.5.3

Partial matches involving the DNA profile of a ct is limited to the case for which
the person is a named suspect or arrestee(b

In the event an analyst believes ther n ellglble partial match, the first step is to
evaluate the profiles. Using the Pa(& atch Evaluation Form and following the local
flow chart below, determine if thegwavprofiles meet laboratory requirements. If so,
expedite any additional testigg O ed to satisfy the concordance and duplication
policies. g\

If possible and approprigeeturther testing using Y STRs should be done. If a partial
match is still a possibj& 7 continue the process.

The existence @artial match between a case and a suspect is disseminated via DNA
atch(es) into DNA HITS using the procedure in section 5.6.

HITS Enﬁ
Evaluating,’verifying, and reporting state offender partial matches

If a candidate match to an offender is NOT an exact match, the next step is to evaluate it
as a potential “partial match”. Partial matches are inadvertent “indirect matches” that
suggest that the source of an evidentiary profile is potentially a relative of an offender.

This is determined by comparing the number of shared alleles and/or loci using the
Partial Match Evaluation Form, and following the SDIS flow chart to determine if the
two profiles meet laboratory requirements.
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If the requirements are met, calculate the full sibling likelihood ratios and/or the parent-
offspring likelihood ratios using the CODIS Popstats application. Additionally, if the
partial match has no low-stringency matching or “no match” loci, perform the Expected
Match Ratio (EMR) and the Estimated Kinship Ratio (EKR) calculations using the
CODIS Popstats application.

If the requirements are not met, attach the Partial Match Evaluation Form to the
Candidate Match Detail Report and note “no match”. The infgemation is added to the
case record. The CODIS groups will disposition the candi atch in the CODIS
system as “No Match” and send NYS DCJS that informag

If the profiles meet the laboratory requirements for@al match, then do the following:
Confirm that the profile has been searc@ LDIS (see the CODIS group)
Using the Partial Match Inquiry lettgfyqontact the NYPD and the appropriate
District Attorney’s office(s) r\
t

In order for the partial match proce Qontinue, certain requirements have been set by
the state. The NYPD and DistricpAttéfney’s office(s) are asked:

* Are they committe t(%@Quing further investigation?
* Will they provide f -up information?

%s,heet is returned from both the NYPD and District Attorney’s
ee to pursue the case, continue the process. Complete the DCJS
ation Request and the CODIS group will transmit it to DCJS by fax
means.

Partial Match

or other el$1$

At this point; a SDIS administrator will enter a comment “partial match requested” with
date and initials, into the CODIS match disposition screen.

Upon receipt of the DCJS Partial Match Evaluation Request from our laboratory, DCJS
will notify the NYS DNA Databank that a confirmation of an offender DNA profile is
being requested based on an “indirect” CODIS match.

If the EKR and EMR meet the thresholds defined by the state policy, DCJS will release
the offender information and EKR/EMR statistics to us.

Enter the match(es) into DNA HITS using the procedure in section 5.6. Itis
imperative to enter a partial match using “Forensic to Offender (Partial)” as the
match type.
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5.5.4 Evaluating, verifying, and reporting national offender partial matches
NDIS has instituted a policy covering partial matches at the national level.
If a candidate match to an offender is NOT an exact match, the next step is to evaluate it

as a potential “partial match”. Partial matches are inadvertent “indirect matches” that
suggest that the source of an evidentiary profile is potentially a relative of an offender.

Partial Match Evaluation Form, and following the NDIS fl art to determine if the
two profiles meet laboratory requirements.

This is determined by comparing the number of shared all\?&%d/or loci using the

If the requirements are met, calculate the full sib elihood ratios and/or the parent-
offspring likelihood ratios using the CODIS Po application, and the Expected
Match Ratio (EMR) and the Estimated Kingh) tio (EKR) calculations using the
CODIS Popstats application. r\

If the requirements are not met, attﬁﬂ;{ Partial Match Evaluation Form to the
Candidate Match Detail Report apd ndte “no match”. The information is added to the
case record. The CODIS Gr il disposition the candidate match in the CODIS
system as “No Match”. g

If the profiles meet the @Q\tory requirements for a partial match, then do the following:

Complete the $t for Release of Offender’s Identifying Information letter. The local

CODIS admini r and/or CODIS manager will review the letter and forward to the
offender | y, with a copy supplied to the NDIS Custodian at the FBI. Include with
the letter, R and EKR calculations.

The offender laboratory may request that additional testing (Y STR’s and/or mtDNA) be
performed. If the offender laboratory does not have the additional technology online,
determine if the offender laboratory will release a portion of their sample to be tested at
OCME.

The decision to release the name of the convicted offender is made by the offender
laboratory, according to applicable state law and policies; their determination is
final. The offender laboratory either:

. Notifies us that the information cannot be released, or

. Provides us with the identifying offender information.
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5.6

If the information is releasednter the match(es) into DNA HITS using the procedure
in section 5.6. It is imperative to enter a partial match using “Forensic to Offender
(Partial)” as the match type.

Making notifications using DNA HITS

NOTE:

Step 1:

Step 2:

Step 3:

Step 4:

Step 5:

If a new match (case-to-case, case-to-suspect, case-to-known suspect or
arrestee, or case-to-offender) is identified to a patternshat pre-dated DNA HITS,
the previous matchesust be entered into DNA HITS\W#0 the new match.

In the Notes section, make reference to the previ atch letters, including
match letter number as well as the date of thedidinal notification.

Using the internet, go to the DNA leam. The Domain should show

“OCME"; login using your OCME use e and password.

Click on “Create New Local Hit\\" ate New State Hit” or “Create New
National Hit” button in the up@exright hand corner.

Using the drop-down m rﬁj,lfelect the appropriate match type. Itis very
important to select t évect match type, since DNA HITS is being used for
“cold hits”, “warm_hits& ¥ known suspects/arrestees, and for most partial

matches. 6

Enter thes umbers for the new match and click on “Search”.

NOTE@ notifications on a new case in an existing pattern, the two cases

ntered here should be the new case anfirfiease of the pattern.

?‘ The first case is generally the one whose DNA profile is represented in
CODIS; see a supervisor or a member of the CODIS group if unsure
which case is the first case.

Using the drop-down menu, select the appropriate search type (LINKAGE or
LDIS for local matches). If this is not done, all the information will be lost and
will have to be reentered.

“Warm hits” between a case and a suspect are reported using the “Case to
Known Suspect or Arrestee” function within DNA HITS.
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Step 6:

Step 7:

Step 8:

Step 9:

If one of the cases was involved in a previous DNA HITS notification,

information for that case will be populated automatically. If both cases are new
to DNA HITS, all fields marked in yellow are required to be entered. In

addition, when available, the date of occurrence, 61 number and the voucher
numbermust be entered. The exceptions are PM samples (no voucher number);
backlog project cases (no 61 number and sometimes no date of occurrence); and
the occasional Biotracks or IAB case (no or partial 61 number).

NOTE: Be careful in using the drop-down menus; sure what you select
stays selected by moving the cursor off drop-down menu and
clicking elsewhere to deactivate the b&down.

For the ‘Criminalist’ section, if the anal @aned (the IA for the cases) is not
on the drop-down list, deselect ‘SeleC manually type in the analyst’s last

and first names; use normal capit . If the analyst assigned to a case is no
longer at the lab, list the Crimlnaﬁ% or Assistant Director who reviewed it,

in that order of preference w neither of them be available, consult CODIS
staff or a supervisor regar% alyst assignment.

Use the ‘NOTES' s c@\to indicate if:

The forensi flle IS @ mixture
The fore ofile is a partial profile

Other in(@atlon such as additional victims, can also be indicated in NOTES.
cli “Get Approval” again. Once there are no errors, the screen will return

to the “Create New Entry” mode and inform you that you have successfully
entered a match.

ic&g?“Get Approval”. If any red error messages appeatr, fix the problem and
I%ﬁn

Have the cases reviewed by a Criminalist IV and/or Assistant Director.

Step 10: Have a Criminalist IV or Assistant Director approve the match in DNA HITS.

Once approved, the assigned analyst, Criminalist IV and/or Assistant Director
will receive a DNA HITS confirmatory email from DNAHITS@cityhall.org.
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5.7

5.7.1

Step 11: Print out the DNA HITS email confirmation and add to the case record.
Step 12: Forward the DNA Profile Evaluation Form(s) to the CODIS group in-box.
Verifying and Reporting Missing and Unidentified Person Matches

General Search Guidelines:

There are varied searches done in CODIS to accommodate Missing and Unidentified
Person cases. “Exact matches” are the result of an identitP%Q h. An identity search is

done amongst the following indices:
Unidentified Human Remains to Unidentified Human ins
Unidentified Human Remains to Missing Persons

Profiles of Unidentified Human Remains and ifg Persons are also searched against
Convicted Offenders and Forensic Unkno earches are performed against the

following indices: '\

Unidentified Human Remains to Con\@d ffenders

Unidentified Human Remains to Fcfif Unknowns
n

Missing Persons to Convicted Of S
Missing Persons to Forensic wns

Ranks or associations to tives of Missing Persons in a pedigree tree are the result of a

pedigree search. A pe search is done amongst the following:
Pedigree Tree to Uni fied Human Remains
Biological Moth her, and Child to Unidentified Human Remains

Referto t ODIS Procedures-Search Parameters and NDIS Missing Person DNA
Searches rational Procedures) from the FBI for search parameters.
Exact Matches in CODIS

Exact matches in CODIS occur between profiles from Unidentified Human Remains
searched against profiles of Unidentified Human Remains and Missing Persons.
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5.7.1.1 Local Level Exact Matches (LDIS):

Unidentified Human Remains to Unidentified Human Remains
Unidentified Human Remains to Missing Persons

1. Request and pull the case files.
2. Confirm that the profiles match by reviewing the data.
3. Compare the information available in the files. Some ques#ons to consider are:

a. When was the body recovered in relation to whe \ﬁerson was reported
missing? ‘Jb

b. Are physical descriptions such as age, race re, hair color, eye color,
tattoos, scars, etc. indistinguishable?

c. Are fingerprints, dental records, or oth @dlcal records available for
comparison? If these are available, Ihformation should be shared with the
appropriate departments for con‘%is n such as the Forensic Anthropology
Unit, Forensic Odontology, FO'QQ Pathology, or NYPD.

4. Determine if the samples were éi?m concordance with the duplication guidelines.
5. Determine whether the matc mples were processed together:

Evidence exam on thé‘g e date and/or by the same analyst?
DNA extraction an@[ amplification worksheet with the same date and time?

If so, see yauggérvisor and Assistant Director immediately.

6. Determine @tional technologies such as Y-STR’s or mtDNA are needed to

confir te the match

7. Transfeithe newly linked case/or cases to the interpreting analyst from the previous
case or to the analyst that has the lowest FB case number. Have your supervisor
update records to reflect the new case assignment. (This step can be done after
notifications, if desired.)

8. Once all is confirmed, notifications can be made via telephone and/or email.
9. An additional report is written linking the two cases together. Random match

probability statistics are performed on the unidentified human remains and included
in the report in accordance with Forensic Biology protocol.
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10. A notification letter and a copy of the additional report are sent via email to notify all
involved parties of the match. For matches with unidentified remains from NYC
OCME, the assigned Medical Examiner, Identification Unit, and NYPD Missing
Persons are always notified. Matches involving outside jurisdictions will be sent to
that jurisdiction’s designee(s). The notification letter may be sent by emailing a
scanned .pdf copy of the original signed letter and/or facsimile.

5.7.1.2 State Level Exact Matches (SDIS) %

Matches will not occur at the state level in CODIS since @ew York State Police does
not conduct missing person searches within CODIS. eceives and uploads the
profiles our lab sends monthly to NDIS; but the only%ches at SDIS are for direct
matches within the offender or forensic indices. §

5.7.1.3 National Level Exact Matches (NDIS): (b

Unidentified Human Remains to Uné@}j Human Remains

Unidentified Human Remains to Mi§S ersons

With DNA matches identifie adDIS, both laboratories involved in the match have
confirmation responsibilities.

Responses to all candi atches must be immediate. The final disposition of the
candidate match te IS custodian must be reported no later than 30 business days
after receiving t ch report.

1. The CQD g&ﬁ will print out the Candidate Match Detail Reports from the CODIS
systen?’ng with a Match Inventory list (a summary list of all the cases involved in
the candidate matches) and retrieve the corresponding files.

2. Each candidate match report and corresponding file or LIMS case record must be
reviewed to confirm whether or not the two profiles indeed match. The analyst
reviewing the file must fill out a Candidate Match Confirmation Checklist.

3. If any modifications to the DNA profile are needed, a Profile Modification Form must
be filled out by the Interpreting Analyst or the analyst reviewing the data (see section
4.6), and submitted to the CODIS group. It is not necessary to wait for the profile to
be modified to continue the confirmation process.
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4. Compare the information available in the files. Some questions to consider are:

a. When was the body recovered in relation to when the person was reported
missing?

b. Are physical descriptions such as age, race, stature, hair color, eye color, tattoos,
scars, etc. indistinguishable?

c. Are fingerprints, dental records, or other medical records available for
comparison? If these are available, the information shgld be shared with the
appropriate departments for comparison such as th *Q nsic Anthropology Unit,
Forensic Odontology, Forensic Pathology, or NY@

5. Determine if the sample(s) were tested in concgﬁte with the duplication policy.
6. Determine whether the matching samples @rocessed together:

Evidence exam on the same date an (h/ the same analyst?
DNA extraction and/or amplificati sheet with the same date and time?

If so, see your supervisor an%(lg tant Director immediately.

7. Determine if additiona te& ogies such as Y-STR’s or mtDNA are needed to
confirm or refute the h

8. Once allis conﬁrmk@,notiﬁcations can be made via telephone and/or email.

9. An addition@ort is written. Random match probability statistics are performed on
the unigde human remains or the missing person profile and included in the
report &Qcordance with Forensic Biology protocol. If the remains are intact or
living pelson is found, then the profile should be removed from CODIS and noted in
the additional report. Refer to Section 4.6.

10. A notification letter and a copy of the report are sent via email to notify all involved
parties of the match. For matches with unidentified remains from NYC OCME, the
assigned Medical Examiner, Identification Unit, and NYPD Missing Persons are
always notified. Matches involving outside jurisdictions will be sent to that
jurisdiction’s designee(s). The notification letter may be sent by emailing a scanned
.pdf copy of the original signed letter and/or facsimile.
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5.7.2 Exact Matches in CODIS
5.7.2.1Unidentified Human Remains toSDIS offender exact matches

If the profiles are an exact match, complete a NYS DNA Databank Candidate Match
Confirmation Form. This form communicates to DCJS and the Databank coordinator the
case information, and that the candidate match is, in fact, a true match. Therefore, one
NYS DNA Databank Candidate Match Confirmation Formeweensconfirmed

candidate match listed on the Match Inventory must be co d. The NYS DNA
Databank Candidate Match Confirmation Form is then tr itted to DCJS by fax or
other electronic means. Q

Upon receipt of the NYS DNA Databank Candid tch Confirmation Forms from our
laboratory, and upon receipt of confirmation o ffender sample from the NYS DNA
Databank coordinator, DCJS will release t ff@nder’'s name, via fax followed by USPS,
in the form of a DCJS Match Letter (see e €drrent version of the New York State
COmbined DNA Index System Proce@s letter will contain the name of the

offender, any aliases, the NYSID nﬂFt/ and offender’s current location.

1. Request and pull the casg f# K

2. Confirm that the profil atch by reviewing the data.

3. Determine if the sé%{e was tested in concordance with the duplication guidelines.

4. Once all is @med, notifications can be made via telephone and/or email to the
OCME‘Ed& fcation Unit and to the Medical Examiner.

5. An additional report is written. Random match probability statistics are performed on
the unidentified human remains and included in the report in accordance with
Forensic Biology protocol.

6. A notification letter and a copy of the additional report are sent via email to notify all
involved parties of the match. For matches with unidentified remains from NYC
OCME, the assigned Medical Examiner, Identification Unit, and NYPD Missing
Persons are always notified. The notification letter may be sent by emailing a scanned
.pdf copy of the original signed letter and/or facsimile.
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5.7.2.2 Unidentified Human Remains to NDIS offender exact matches

After the data is reviewed, the other laboratory involved in the match must then be
notified via telephone, fax or email and the match verified. Both laboratory’s case
numbers and ORI numbers are on the Match Inventory list. The contact information for
all CODIS laboratories can be found on the CJIS-WAN. Standard case contact protocol
should be followed to document any correspondence or conversations.

contacts should be documented on the checklist accordi

If it is determined the candidate match is a nhon-match, the E\@ss stops here. All case

If it is verified to be a true match, information regargi
The CODIS DNA Match Data Request and Res
laboratory by fax or other electronic means. }s¥Orm facilitates the exchange of
information. Information on this form, if av , should include:

'\)Ilce agency.

numbers (for example, case number, complaint

e cases must be exchanged.
Form is transmitted to the offender

» Contact information for the submi

» Contact information for the Iab

» Laboratory and police identifi
number, etc.).

* Whether the case is s e. by DNA).

» Suspect information %xample, name, NYSID number, has he/she been tested at

our lab, etc.).
* General case m@atlon (for example, date of occurrence, type of crime, etc.).
* Ifthe casew match at NDIS is one of a local pattern, information regarding
both/all sh e provided to the other laboratory.
* When ﬁble include any known aliases of the offender/suspect if the case is
solved, Recause the offender/suspect may be in the other database under a different
name.
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5.7.3

Upon receipt of the CODIS DNA Match Data Request and Response Form from our
laboratory, and upon the offender laboratory’s confirmation of the offender sample, the
match is confirmed. The offender laboratory will release the convicted offender’'s name,
via fax, in the form of a match letter. This letter will contain the name of the offender,
any aliases, the State ID #, current location, and usually their SS#.

1. Request and pull the case file.
2. Confirm that the profiles match by reviewing the dat \%

3. Determine if the sample was tested in concord&}with the duplication

guidelines. @

4, Once all is confirmed, notifications can de via telephone and/or email to the
OCME Identification Unit and to theﬂﬂ.‘sdi al Examiner.

5. An additional report is written. ddm match probability statistics are performed
on the unidentified human r(rb and included in the report in accordance with
Forensic Biology protocoIK

6. A notification letter an opy of the additional report are sent via email to notify
all involved partiesg@ithe match. For matches with unidentified remains from
NYC OCME, th gned Medical Examiner, Identification Unit, and NYPD
Missing Pers e always notified. The notification letter may be sent by
emailing Q@nned .pdf copy of the original signed letter and/or facsimile.

Ranks in g)

Pedigree 0 Unidentified Human Remains (UHR)
Pedigree Tree to Missing Person (MP)
Biological Father, Mother, Sibling (with additional technology) to UHR or MP

Profile(s) from a pedigree tree associated to unidentified human remains or a missing
person are ranked according to a joint pedigree likelihood ratio (JPLR) in Rank Manager.
Any JPLR above 1 will constitute a rank.
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The CODIS staff will print out the Specimen Detail Reports for the associated ranks to
the pedigree tree or single relative.

1.

2.

10.

Fill out the Rank Manager Sample Inquiries Form.
Locate the files and determine if the JPLR constitutes a true association.

Some questions to help in the disposition:
a. Does the gender of the Missing Person corre \ the UHR?

b. When was the body recovered in relation t n the person was reported
missing? 6

If further investigation is still needed, the the STR data and perform

kinship analysis.

If an additional technology such a&g NA has been performed, utilize that in the
assistance of the disposition o@ case.

Determine if additional tem{fckjies such as YSTR’s or mtDNA need to be
performed. O

Determine if additigr™gl reference samples from relatives of missing persons or
samples from th sing person are available and needed to assist in the
identification (& .“Strengthening the likelihood ratio or assisting in confirming an
associati a direct match with a reference sample from the missing person).

If t g&iation does not pan out, note it as “No Match” and initial and date the
Spe n Detail Report and make comments on the Rank Manager Sample
Inquities Form.

For true associations, notifications can be made via telephone and/or email.

An additional report is written. Kinship analysis is performed between the
relatives of the Missing Person and the unidentified human remains or the missing
person profile and included in the report in accordance with Forensic Biology
protocol. The profiles of the relatives of the Missing Person must be removed
from CODIS and noted in the additional report. Refer to Section 4.6.
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5.7.4

5.8

11. A notification letter and a copy of the report are sent via email to notify all
involved parties of the match. For associations to unidentified remains from NYC
OCME, the assigned Medical Examiner, Identification Unit, and NYPD Missing
Persons are always notified. Associations involving outside jurisdictions will be
sent to that jurisdiction’s designee(s). The notification letter may be sent by
emailing a scanned .pdf copy of the original signed letter and/or facsimile.

Low stringency searches in CODIS %

of Missing Person samples in the state database agai e Unidentified Human Remains
index in CODIS. @

NY State performs a low stringency search every quarter;@nst the remaining Relatives
For verifying and reporting these possible ma@follow the same steps above in 5.7.3.
Organization of CODIS Paperwork in Casghcords

For LIMS era case records, CODI{%Qnentation is added to the case record
electronically. K

In pre-LIMS era files, the oéﬁ@ntation is arranged as follows:

Left side of file if all pa rk was properly completed and photocopied, the left side

of the file should coptd{™

. DNA@e Evaluation Form - copy

. &l en Detail Report - printout from computer

. ndidate Match Detail Report - printout from computer

* Candidate Match Confirmation Checklist - original

» Candidate Match Confirmation Form - copy

= DCJS Match Letter — copy faxed by DCJS (or comparable form from another
state)

* DNA HITS confirmation email — printout from email (CODIS staff does not
need a copy
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For Partial Match cases, the left side of file depending on the type of match and

level may have some or all of the following:

» DB Profile documentation report

* Specimen Detail Report - printout from computer

» Candidate Match Detail Report - printout from computer

» Partial Match Evaluation Form

» Likelihood ratios — printout from CODIS Popstats appllcatlon

* Expected Match Ratio (EMR) and the Estimated ip Ratio (EKR)
calculations - printout of Partial Match Calculati mary

» Hit Notification Letter-original or copy, PDF of 0xi§thal saved in CODIS
folder under “HITNOT" in “MISP” for MISSI sons identification cases

only
For Missing Persons cases, left side &pendmg on the type of match may
have some or all of the following:
» Forensic Biology report(s) '\

* DNA Profile Evaluation F, py

» Specimen Detail Report - ggntout from computer

» Candidate Match De eport - printout from computer

* Candidate Match mation Checklist — original

» Hit Notification Jagtter-original or copy, PDF of original saved in CODIS
folder under @OT’ in “MISP”

followin also be on the left side of the file:
« Ca te Match Confirmation Form-copy
. % Match Letter-faxed copy
pporting paperwork such as copies of dental records, anthropology reports
and scene reports from within OCME or from the outside jurisdiction.

Dependgﬁré%;\%e type of match and at what level it may have occurred, the
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Local partial
match flowchart

clean profile?
(>10 loci, single-source
or deduced)

YES

already a match to
true offender?

YES STEPB

NO

1 or more
shared alleles
per locus?

sharing
threshold met?

YES

calculate kinship
(PO)

test samples in Y’s
— if possible and
applicable?

YES

same Y profile?

YES

v

disseminate partial
match info via
DNA HITS
and/or report
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State Partial Match
Flowchart
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Calculate kinship
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o oo |
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and DAO for case status
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—
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National Partial
Match Flowchart

Clean profile?
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Sharing
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Calculate kinship
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X
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YES
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—
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6.1

Case Disposition

6.1.1

6.1.2

6.1.3

6.1.4

6.1.5

6.1.6

After the completion of all notifications, the CODIS staff will follow up on the
disposition of all DNA matches notified during the month. This information is
obtained from the NYPD designee.

Depending on information given about each case, each DNA match is
dispositioned as one of the following: Forensic Hit, Offgader Hit, Investigative
Information, Benchwork Match, or Conviction Match ection 1.0 CODIS
Terms and Abbreviations for definitions).

Other dispositions that may be used are: Pggujmg, Offender Duplicate, User
Defined 1, 2, 3 or No Match (see section DIS Terms and Abbreviations for
definitions).

For missing persons cases, addilté.?iispositions that may be used are: ID
confirmed, ID pending, Waitin re Data, or Maternal Relative (see section
1.0 CODIS Terms and Abbré\l/ ns for definitions).

Refer to flowcharts pgoy by the FBI (NDIS Procedures section 4d, CODIS
Hit Disposition Repor o determine which disposition is appropriate.

Local CODIS a trators must report the following data each month to the
SDIS administyfor:

OHs: (@er hits within the state (matches detectesdS)

OHy nder hits from other states (matches deteatdtDIS)

IA: vvestigations aided (for each level)

FHs: * Forensic hits with other labs in the state @hes detected at SDIS)

FHy\:  Forensic hits with labs from other states (mesatietected at NDIS)

ICs:  Confirmed identifications within the state (nfas detected at SDIS)

ICn: Confirmed identifications with labs from otheates (matches detected at
NDIS)

Pls.  Putative Identifications within the state (masldetected at SDIS)

Ply:  Putative Identifications with labs from otheatsts (matches detected at
NDIS)

ID: Identifications aided (via putativa¢ confirmed identifications)

Note: Once all US labs are online with CODIS 7.0, dispositions for Detainee and
Arrestee hits will be added to this list.
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6.2 Hit Counting
6.2.1 Hit statistics or hit counting is a requirement for participation in the CODIS

6.2.2

6.2.3

program. These statistics are used to track the effectiveness of the program and
the successes of the laboratories. The problem: how to give credit to all
participants without inflating the total number of hits (for example, if 2 local
laboratories link their cases through a hit at state, both local laboratories and the
state laboratory all want to claim hits - a total of three h% when only one hit

occurred). ®\

Solution: hit counting tracks two metrics in CO @the number of investigations
aided (or ‘IAs’) by CODIS and the number o ade by CODIS (see section
1.0 CODIS Terms and Abbreviations for ns).

Investigations (or Identifications) Ai%he rimary metric is the number of
investigations (or identifications) & The number of investigations (or
identifications) aided is a bettega ure of CODIS program performance than the
number of hits since the eff@'iff ess of CODIS is ultimately measured by the
crimes it helps solve and Qd tified persons it helps identify.

number of hits giv boratories credit for their investment in CODIS.

Rules of Hit Q%ng
N\

See aIs@NDIS Procedure “CODIS Hit Disposition Reporting” from
examples are taken.

Hits: The seconda% ﬁ‘@c is the number of hits made by CODIS. Counting the

whiﬁh
Rule®1 The level in the CODIS hierarchy (local, state, national) at which the hit

occurs gets credit for the hit. This metric reflects the investment in and activity of
the different levels of CODIS.

Rule #2 An offender hit disposition takes precedence over a forensic hit
disposition when the hits occur during the same search. In the event where an
unsolved case profile matches a solved case previously identified as an offender
hit, the hit disposition will be “Offender Hit” for that hit and all subsequent hits.
Previous forensic hits will not be reclassified when they match an offender. Since
offender hit dispositions take precedence, any new forensic to forensic matches
(at SDIS or NDIS) shall be dispositioned as “Investigative Information”.
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6.2.4

Rule #3 A hit is counted for each unique set of matching profiles where at least
one of the matching profiles is from an unsolved case. Since it takes two samples
for a hit to occur, the total number of hits equals the total number of samples
minus one (N-1).

Rule #4 An investigation may be aided only once. Count the number of actual
investigations CODIS has aidetyt the number of times CODIS has assisted a
particular investigation or investigations. This reflects g=direct one-to-one
relationship between the metric and cases involved. point of clarification, an
investigation with profiles from more than once so ay be aided only once.
Laboratories may only count their own investi@ as having been aided.

associate several separate cases. Lab ies may claim credit for all of the cases

Rule #5 A single hit may aid more than oéx QVestigation. A single hit may
aided within their jurisdiction. (b

Rule #6 An investigation aide(gs be associated with a hit. An investigation
is aided if CODIS provides \% the investigation.

Rule #7 Only investi @sof unsolved cases may be aided.
OCME tabulates the types of hits §OBHy, etc.) and investigations aided,

and reports thes@x0=SDIS for confirmation against their tallies, though the credit
for each goes.& e offender lab and OCME, respectively.

Scenari@nples and Corresponding Scorecard:

Exa@!e #1:

A no?¥suspect case is analyzed and an evidence profile entered into CODIS
(OCME). It matches a profile from an offender lab (NY SDIS). NYPD reports
that the match aids the investigation

Disposition: Offender hit (Of)

Scorecard: OCME reports one investigation aided (IA) and NY SDIS receives
one offender hit (OF).
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Discussion: CODIS aided the no-suspect investigation and receives credit. Itis
an offender hit even if the offender was not subsequently arrested or charged.
This hit is also counted in the event of a not-guilty verdict.

Action: OCME sets the Source ID box to “Yes”. The evidence and offender
profiles both remain in CODIS; and are uploaded to NDIS if they meet NDIS’
completeness and eligibility requirements.

Example #2: \%

A no-suspect case is analyzed and an evidence pggdffi¢® entered into CODIS
(OCME). It matches a profile from a solved ca ssau County). The NYPD
reports that the match aids their investigatio%

Disposition: Forensic hit (F$). @

Scorecard: OCME reports one in (sbation aided. Nassau County reports one
forensic hit (FH) because their@n ic sample resided in the dagafirst.

Discussion: CODIS aidedgheWo-suspect investigation and receives credit. Itis a
forensic hit even if th ct was not subsequently arrested or charged. The hit
is also counted in the t of a not-guilty verdict.

Action: OCME eir specimen’s “source ID” box to “Yes”. Both evidence
profiles remai ODIS and both are uploaded to NDIS assuming they meet
complete nd eligibility requirements.

Ex ;&g%

An%ﬂence sample is submitted. The police report and/or the laboratory request
formYist a suspect’'s name, but no sample was submitted for the suspect. When
the evidence sample is analyzed and the profile entered into CODIS at OCME, at
match is detected with an offender (NY SDIS). The offender is the same person
as was listed in the paperwork. The NYPD reports this match aided their
investigation.

Disposition: Offender hit (Of)

Scorecard: OCME reports one investigation aided. NY SDIS receives one
offender hit (OH).
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Discussion: Whether or not the case was considered a suspect or no-suspect case,
CODIS aided the investigation and receives credit. Regardless of the reason there
is no sample provided to OCME, CODIS provided assistance toward identifying

the suspect. DNA and CODIS confirmed the investigator’s suspicion that the
named suspect was involved in the incident.

Action: OCME sets source ID to “Yes”. The evidence and offender profiles both
remain in CODIS and both are uploaded to NDIS, aSSL%ing completeness and

eligibility requirements are met. ®\

Example #4

An evidence sample and a suspect buccal spgsimen are both submitted the same
day. The profiles match and this informa reported as usual. When the
profiles are entered into LDIS they also there.

Disposition: Investigative Informeﬁ&b

Scorecard: Do not report h%%) hits or investigations aided are counted.
However, this information js tr&ked so that laboratory management can provide
it to OCME manage @ City Hall.

Discussion: CODIg\{idot aid the investigation with this match; it was already
known, becaus amples were submitted together when the detectives used
non-DNA intoQ fon to find the suspect.

Action: @ can set the source ID to “Yes” on the evidence sample. The
e

evide d suspect profiles remain in LDIS. The evidence profile is uploaded
to (and NDIS assuming completeness and eligibility requirements are met).
Example #5

A no-suspect case is analyzed and entered into CODIS (OCME). It matches a
profile from an arrestee sample (Virginia SDIS). The NYPD reports that the
match aided the investigation.

Disposition: Arrestee Hit (report as Offender Hit until all US CODIS labs have
CODIS 7.0)
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Scorecard: OCME reports one investigation aided and Virginia reports one
arrestee (or, temporarily, offender) hit.

Discussion: CODIS aided the no-suspect investigation and receives credit.

Action: OCME sets Source ID to “Yes.” The evidence and arrestee profiles
remain in CODIS and the evidence profile may be uploaded to NDIS (assuming it
meets completeness and eligibility requirements). Arrestee profiles are allowed at
NDIS provided the submitting state has an applicab}%}%allowing it. Suspect

profiles are currentlyot allowed at NDIS. 0

Example #6

An evidence sample and a suspect bucc are submitted at the same time,
and analyzed. The profiles do not matfRy ports are written, reflecting that the
submitted suspect does not match vilence. When the suspect profile is

entered into CODIS locally, it Iate& hes a forensic unknown from a newer

unsolved case. Q

Disposition: Suspect hit (ﬁ{(tn(second case).

Scorecard: OCME re& one suspect hit and one investigation aided. (Suspect
hits are reported aé(fender hits until all CODIS labs have CODIS 7.0).

Discussion:s 7S a variation of Example #5. CODIS aided in the identification
of a mat receive credit. To determine how many investigations were aided,
the invegtigators must be contacted. On the assumption that the suspect

elimin or Case One actually had no connection with the case, only one
invr%gation aided would be reported (for Case Two). Hence even though the
suspect was submitted for Case One, the hit did not aid Case One. ltis
conceivable that the investigator believes that while the suspect did not leave
DNA at the scene, he was, nevertheless, involved in Case One. Because of the
suspect’s association with Case Two, the true source of the DNA in Case One
may now perhaps be identified. In this situation, both cases would be aided.

Action: The source ID can be set to “Yes” for the forensic specimen from Case
Two. The evidence and suspect profiles remain in CODIS, and the evidence
profiles are uploaded to SDIS (and NDIS, assuming completeness and eligibility
requirements are met). The suspect sample remains at LDIS only; suspects are
not allowed at NY SDIS or at NDIS.

Controlled versions of Department of Forensic Bigl@pcuments only exist electronically on the
Forensic Biology network. All printed versions are non-controlled copies.



FORENSIC BIOLOGY CODIS MANUAL

6.0 CASE DISPOSITION AND HIT COUNTING

DATE EFFECTIVE LAST REVISED APPROVED BY PAGE
03-24-2010 05-21-2012 MARIE SAMPLES 7 OF 19
Example 7.

As in Example #4, an evidence sample and suspect buccal swab are submitted at
the same time to be analyzed at OCME. The profiles match, reports are written
and the match is reported. Several months after the profile is entered into CODIS,
a match occurs at SDIS between the forensic profile and the suspect, now typed as
an offender sample following conviction at trial for a case never tested at OCME.
The name is the same for the S-file and the NY state offender sample.

Disposition: Conviction match. \%

Scorecard: Do not report. No hits or investiga'@aided are counted.

Discussion: CODIS did not aid the inves and receives no credit for this
match. The conviction match dispositioRNg Used even though these are two
separate crimes. The offender wa he*database for a case unrelated to the
current case. The timing of the W s immaterial. It could have happened

upon completion of the current%e, or months or years later. This is the ultimate
QC tool and has immense vél'i/ the laboratory and the database system, but it is
not counted as a hit. K

Action: OCME shoul&Q/iously have set Source ID for the forensic profile to
“Yes” after the susg®¢t hit. The evidence and offender profiles remain in SDIS
(and NDIS assu completeness and eligibility requirements are met) and the
suspect profi ains at LDIS.

Exampl

Cosﬁin@h the scenario in Example #7, the evidence profile goes to NDIS.

A is detected to an offender in New Jersey (or any other state).
Inforthation exchange between the OCME and the NJ lab determines that this is
the same person.

Disposition: Conviction Match.
Scorecard: Do not report. No hits or investigations aided are counted.
Discussion: The NDIS match did not aid the investigation and receives no credit

for the match. Again this is the ultimate QC tool and has immense value to both
laboratories and the database system, but not to the cases.
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Action: OCME should previously have set the Source ID to “Yes.” The
evidence, offender and suspect profiles all remain in the database as before.

Example #9:

For various reasons, a case may have waited several months before it is analyzed
and a CODIS profile is developed. When a no-suspect case at OCME is uploaded
into CODIS, there is an offender match at SDIS. Upon notification of the match,
the NYPD reports that the suspect had pled guilty and j& serving a sentence; or
that the prosecution has proceeded without need for, . DNA results were not
involved in the suspect’s prosecution. The offends the suspect are the same

person.
,b(\

Scorecard: Do not report. No hits Q‘Y'Bve tigations aided are counted.

Disposition: Conviction match.

Discussion: Initially, it appear at CODIS aided the investigation by providing
a name to a no-suspect cas% value of the CODIS hit to society may be
debated. For hit counting purgéses, however, CODIS did not aid the investigation
and receives no credi fé\e hit.

The disposition in example would be the same even if the suspect/offender
had not gone th the trial process. A conviction match would apply if the
agency saidtb,a e suspect had pled guilty. Clearly, CODIS strengthened the
prosecuti \ase, but CODIS cannot take credit for developing the suspect for
the cas& situation is different from that in Example #3 because in the

cur mple the suspect has indicated guilt without DNA evidence. In
Exa%re #3 neither the plea has been arranged nor the prosecution begun and
these activities may hinge on the presence of DNA results.

Action: OCME can set the Source ID box to “Yes”. The evidence and offender
profiles remain in CODIS and both profiles may be uploaded to NDIS assuming
completeness and eligibility requirements are met.
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Example #10:

A no-suspect case is submitted to OCME. Evidence is analyzed and entered into
CODIS. No matches are detected. The police develop a suspect and submit a
buccal swab to the lab for comparison. OCME’s DNA analysis shows a match
between the evidence and the new suspect’s profile. The match is reported out
and the DA’s Office begins preparing for prosecution. Meanwhile, at NDIS a hit
occurs to what turns out to be the same offender in California (or any other state).

Disposition: Conviction Match. \%

Scorecard: Do not report. No hits or investigaii ided are counted.
Discussion: The NDIS match did not aid estigation, since a suspect sample
had already been matched “at the ben he evidence. The fact that the court

had not yet convicted the suspect dp‘gjn alter the disposition.

Action: OCME can set the So ID to “Yes” after the match to the S-file. The
OCME'’s evidence profile andb alifornia offender both remain in CODIS.

Example #11.: 9&
A crime scene stain ié\N itted to the laboratory without any standards: victim,
suspect, or elimin . When it is analyzed and entered into CODIS, at match to

an offender is d d. Comparison to the paperwork in the file reveals that the
profile belon victim in the case.

Disposit@ this is an SDIS hit, use “User Defined #3”. If this is an NDIS hit,
use “Ink igative Information”.

Scorgcard: Do not report. No hits or investigations aided are counted.

Discussion: The hit does not add information to identify a perpetrator, even
though it may add value to the case by determining who the source of that DNA
sample was.

Action: The source of the profile has been identified as the victim and is no
longer eligible to remain in CODIS. The profifeist be removed from CODIS,

the hit isnot reported out, and a reporéflecting sample’s database status must be
issued; this can be accomplished either in the original case report if it has not yet
been issued, or may require an additional report.
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Example #12:

A stranger sexual assault case is submitted; there is therefosasmect DNA

sample. When the kit is analyzed and a profile entered into CODIS, a match to an
offender is detected. Upon investigation, the police determine that the profile is
from the victim’s husband.

Disposition: Investigative Information.
Scorecard: Do not report. No hits or investigations ?@are counted.
Discussion: The match is to an “elimination indidual” and does not add

information to identify a perpetrator. The hu ’s profile is not probative. The
important point is that this is not an NDIS

Action: The source of the profile h eh identified as a consensual partner and
is no longer eligible for CODIS. ThS[ filaust be removed from CODIS. A

report reflecting sample’s datalﬁ atus must be issued,; this can be
accomplished either in the O(q/ case report if it has not yet been issued, or may
require an additional repotg.

Example #13: s\o

A homicide case i bmitted with some suspects’ oral swabs. An unknown
bloodstain was i ied from the evidence that did not match the victim or the
suspects. L.a% match to an offender is detected in CODIS. Upon investigation
after the Ri \(i Ication, the police determine that the offender was in prison at

the time@ murder but that he did have opportunity to leave the bloodstain at
the cﬁ] t an earlier time. In other words, this sample can have had nothing to
do ?ﬂ e homicide investigation. The hypothesis that the offender has a twin
has Deen ruled out.

Disposition: Investigative Information.

Scorecard: Do not report. No hits or investigations aided are counted.
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Discussion: The match is to an individual not involved in the case. The
offender’s profile is not probative because he was in prison at the time of the
homicide. Determining the source of the stain was important to the investigation
and the prosecution of the perpetrator. It prevented the defense from arguing
there was an unknown assailant that committed the homicide. The important
point is that this is not an NDIS-countable hit and this sample should be removed
from CODIS in the same way a match to an elimination known would be removed

(see examples #11, 12). %

Action: The source of the profile has been identifi @5 not belonging to the
perpetrator and is no longer eligible for SDIS a IS. The profile must be
removed from CODIS. The profileust be re from CODIS, and eport
reflecting sample’s database status must ¢ §Bued; this can be accomplished
either in the original case report if it ha et been issued, or may require an
additional report. (b

Example #14: '\

OCME analyzes a suspecte rn of 4 unsolved burglaries, which are found to

representative sampl t to SDIS/NDIS. At SDIS, a hit to an offender is
made.

Disposition: Oﬁ@Hit.

*

ScorecarQ'(Qc E receives 4 investigations aided; SDIS receives one Offender
Hit. 0
Dis%on: Four investigations are aided in this example since none of them had

been®previously aided by CODIS. Although 3 other cases in this example were
not sent to SDIS/NDIS, all were aided by CODIS.

match each other prlor ; entry. They are entered into CODIS and a

Note: If the pattern had existed for a period of time and the samples had already
been involved in case-to-case hits (forensic hits already reported in hit-counting),
thiswill affect the number of investigations aided reported with the offender hit,
because each case can only be aided once by CODIS
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Example #15:

OCME analyzes an evidence stain and a suspect buccal swab. These match
(benchwork match) and the evidence profile is uploaded to SDIS/NDIS.
Westchester County analyzes evidence from a case there, and also a suspect
buccal swab. When the two evidence profiles are searched at SDIS, they match.

Disposition: Investigative Information.

Scorecard: Do not report. No hits or investigations ?@are counted.
Discussion: The same suspect committed a crj two jurisdictions. In both
cases, this suspect was developed without t of CODIS. Although the two

profiles match in CODIS, the suspect wa n to match already, and no credit
can be given to CODIS.

Action: OCME and Westchester Q% should previously both have set Source
ID to “Yes”. The evidence pro bdth remain in CODIS.

V

Example #16:
OCME analyzes four e@te unsolved cases and the profiles are entered in
CODIS. During th L& utosearch, they all unexpectedly match each other.

Disposition: For, Hit (x3).
>

Scorecarqgc E reports 3 forensic hits and 4 investigations aided.

afo Ic hit even no suspect is ever identified; or if one is, if the suspect is not
subsequently arrested or charged. The hits are also counted in the event of a not
guilty verdict.

Dis§u i0r: CODIS aided the no-suspect investigations and receives credit. It is

Action: The evidence profiles remain in CODIS. One is chosen to represent the
pattern at SDIS and NDIS; the remaining 3 are placed in LDIS’ Pattern category.

Controlled versions of Department of Forensic Bigl@pcuments only exist electronically on the
Forensic Biology network. All printed versions are non-controlled copies.



FORENSIC BIOLOGY CODIS MANUAL

6.0 CASE DISPOSITION AND HIT COUNTING

DATE EFFECTIVE LAST REVISED APPROVED BY PAGE
03-24-2010 05-21-2012 MARIE SAMPLES 13 OF 19
Example #17:

One month after Example #16, there is a hit to a newly-entered offender at SDIS
to this pattern.

Disposition: Offender Hit.
Scorecard: OCME reports one offender hit and no investigations aided.

Discussion: Previous forensic hits are not reclassifi n they match an
offender (see rule #2). Since all four investigation e aided by the forensic
hits from Example 16, no additional investigati &n be aided by the offender
hit. It is an offender hit even if the suspect izﬁubsequently arrested or
charged. The hits are also counted in th@ of a not-guilty verdict.

Action: The evidence profiles remajyyhere they were in CODIS.

Example #18: @
A new OCME forensic samﬁlff ntered into CODIS and hits the four forensic
samples from Example 16<1n he offender from Example 17.

Disposition: Oﬁengﬁp

Scorecard: OCI@ ports one offender hit and one investigation aided.
>
Discussio@bls aided the new no-suspect investigation, and receives credit.

Actjgn? gl’evidence profiles, and the offender sample, all remain where they
wer ODIS. The new sample could go on to SDIS/NDIS assuming it meets
completeness and eligibility requirements, if the pattern is not yet represented at
higher levels of CODIS.

Example #19:

A local lab that uploads entire patterns into their SDIS analyzes 4 separate
unsolved cases and enters the profiles into CODIS. When these are searched at
SDIS, they all match the same offender.

Disposition: Offender hit.
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Scorecard: Laboratory reports 4 offender hits and 4 investigations aided.
Discussion: CODIS aided the no-suspect investigations and receives credit.

NOTE: OCME and NY-SDIS procedures would have found this pattern of 4
before uploading them all to SDIS/NDIS; only one representative profile per
OCME pattern is uploaded to SDIS/NDIS. This scenario then becomes Example

14.
9
Example #20: ®\

OCME makes a case-to-case local forensic hit en cases A and B. OCME
correctly scores this as one local forensic hi two investigations aided.
Suffolk County makes a case-to-case loc sic hit between cases C and D,
and scores this correctly as one local f hit and two investigations aided.
Between these two labs, there are Q‘giv ual cases.

between OCME's case A a olk’s Case C (both labs having followed the
procedure of only having yplo&@ed one case per pattern from their jurisdiction).
This hit should be sc one forensic hit (between the two labs—agreement
must be reached upo reports this up to SDIS) and zero investigations aided
(since they have alpdady been aided). Now suppose that a month later, an
offender is load SDIS and matches cases A and C during a regular search.
This is nost as one offender hit and no investigations aided.

When an SDIS search is pe@a case-to-case state forensic hit occurs
I

It is evid&at CODIS aided 4 investigations total (two from OCME and two
fro ). The correct statistical tally for this series of hits between 4 cases
WOM a total of 4 hits (two local forensic hits, one state forensic hit, and one
stateoffender hit; with 4 investigations aided.)

Example #21.:

An OCME solved case (S-file for a named suspect) matches (at NDIS) an
unsolved case from Pennsylvania. According to the rules, only OCME should
report the forensic hit for hit-counting. Pennsylvania should report one
investigation aided for their hit-counting.
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Example #22:

OCME submits a forensic unknown to SDIS/NDIS. Several months later, Hawaii
submits a forensic unknown to NDIS and matches OCME'’s profile. OCME
(having entered their profile first) reports one forensic hit and one investigation
aided. Hawaii (having been aided by OCME’s sample in the database) should
only report one investigation aided.

A month later, NY-SDIS enters a convicted offender ang matches OCME’s
sample during a state autosearch. NY-SDIS then u the offender to NDIS

where it hits Hawaii’s forensic sample. No investi s aided should be
reported by either lab to NDIS for hit-counting. forensic cases had already
claimed investigations aided; there should h r be apk@tiveen NY-SDIS
and Hawaii. ;

Example #23:

OCME makes a case-to-case locghFaesensic Hit between unsolved cases A and B.
OCME correctly scores this on@¥gcal forensic hit and two investigations aided.
When a state or national set'rl‘f performed cases A and B match to a convicted
offender. This should be ior as one offender hit and no investigations aided.

The next month, OCI\& alyses a new unsolved case (case C) and enters it into
CODIS (at LDIS). local autosearch matches to the now-solved cases A and
B. The OCME tly dispositions the new match as one offender hit and one
investigation a,;& (see also Example #18).

Discussj Qven though OCME knows case C would hit the same offender as
casgs d B upon upload to SDIS, the OCME correctly dispositions the match
as ?ﬁender hit and one investigation aided. Were the sample to be uploaded
to state and generate a hit, no hits or investigations would be awarded (they
occurred at the local level).
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Scorecard for the OCME for the above examples:

Match Date IA FH_ FHs | FHy | OHg | OHp IAs Ay | OHL
Example #1 1 1
Example #2 0 1
Example #3 1 1
Example #4 0 \Q)

@
Example #5 1 \}
Example #6 0 Q 1

s
Example #7 0 i ;:b'o
Example #8 0 M 0
Example #9 0 r\'\f} 0
Example #10 | 0| ()Y 0
v
Example #11 O‘ ,\\
Example #12 | (0™~ 0
Example #13 ) 0
Example # y, O 1 4
&
Examglp A 0 0
A\ 4

Ex?ﬁe w6 | 4| 3
ExaMple #17 0 1 0
Example #18 1 1
Example #19 0 4 4
Example #20 2 1 0 1 0
Example #21 0 1 0
Example #22 0 1 1 0 0
Example #23 3 1 2
Total 12 5 0 2 10 3 10 0 2
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6.2.5 Hit counting statistics in the form of a CODIS Hit Counting Scorecard (see

6.2.6

Appendix 9.12) are to be submitted to the SDIS custodian and DCJS no later than
the 7" day of each month. The SDIS custodian double-ch#eknumbers from

all the LDIS labs against their hit count, and then forwards the entire state’s
information to the NDIS custodian. In addition to tracking CODIS hits, the
number of no-suspect cases that enter the Department of Forensic Biology each
month are also tracked and reported to the SDIS custodian and DCJS. NYPD
Backlog and Biotracks cases are treated as no-suspecj€ases and reported in
addition to the number of no-suspect Forensic Biolo,ﬁes.

N,

Missing persons hit-counting is designed to similar as possible to traditional
hit-counting, but there are some necessa rences; matches and associations
are defined below.

This section draws heavily from ttt\%s procedures.

6.2.6.1 Matches (19

For searches ir@dng missing persons or unidentified human (remains),
can be defined as matches, while others are

I or arrestee, or a missing person matching to a forensic
own. Confirmation of these types of matches results in a “hit” even
& ugh the terminology used in counting is different.

?\In most instances, for missing person “hits”, the appropriate disposition
is ID Pending, and the metric reported to NDIS by the laboratory
responsible for the unidentified human (remains) or missing person is a
Putative Identification. The laboratory responsible for the other sample
may count on Identification Aided. For the purpose of hit-counting,
Identifications can be aided only once. If unidentified human (remains)
match to a forensic unknown, the laboratory responsible for the forensic
sample may report the Identification Aided. If the remains subsequently
match to an offender, it may result in a Putative Identification, but no
further Identifications Aided shall be counted.
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6.2.6.2

Matches between two profiles from unidentified human (remains) must
be evaluated to determine if they were previously known to originate
from the same source. This would be the case if Lab A processes the
unidentified human (remains) using STR technology, uploads the profile
to NDIS and subsequently sends the sample to Lab B for additional
technologies. Lab B may also upload the STR profile, along with the
additional technology, to NDIS. These matches shall be dispositioned as
Duplicates. If a match between unidentified hyman (remains) is not the
result of duplicate analyses, then the dispo ’Y?Q hall be Investigative
Information and confirmation shall proce@a manner similar to
forensic hits.

It is important to note that the dis %n and metric do not conclusively
state that identification has be de. Only the competent legal

authority in each jurisdictiom‘ge ical Examiner or Coroner) can issue a
death certificate Confirmirt%tS identity of the unidentified human
(remains). If the Iabor%é/ notified that this has occurred, then the
disposition can be L% to ID Confirmed and the metric updated to a
Confirmed Identifigati®. These changes do not need to be reported to
NDIS, as Putatj nd Confirmed Identifications will be grouped
together. Ho r, if a previously reported identification is later

refuted by, legal authority, then NDIS must be informed to

adjust t tric accordingly.

*

Ations.
o

en a search in CODIS involves the Relatives of Missing Person or

?&edigree Tree Indexes, the result is not considered to be a match. In

these cases, the target and candidate profiles are not believed to have
originated from a common source. Instead, the search indicates that the
unidentified human (remains) may be those of the missing person sought
by the relative(s). For this reason the term “association” is used.

Associations are produced by using an Identity Search for single family
references. These results will appear in Match Manager. Pedigree Tree
Searches produce a ranked list of associations of unidentified remains to
each Pedigree. These are stored in Rank Manager. A confirmed
association may still be considered a “hit” and shall be dispositioned as
ID Pending. The rules for counting and reporting these hits are the same
as matches.

Controlled versions of Department of Forensic Bigl@pcuments only exist electronically on the
Forensic Biology network. All printed versions are non-controlled copies.



FORENSIC BIOLOGY CODIS MANUAL

6.0 CASE DISPOSITION AND HIT COUNTING

DATE EFFECTIVE
03-24-2010

LAST REVISED APPROVED BY PAGE
05-21-2012 MARIE SAMPLES 19 OF 19

6.2.6.3 Missing Persons Hit Counting Rules.

These apply to hits, not matches or associations.

Rule #1: The level in the CODIS hierarchy (Local, State, National) at
which the hit occurs gets credit for the hit. This metric reflects the
investment in and activity of the different Ievel%f CODIS.

Rule #2: A hit involving a direct match tz;@ecedence over a hit
arising from an association when the hi cur during the same search.
If more than one hit involving a dire atch occurs during the same
search, when an unidentified hu mains) hit is to an offender
profile, it takes precedence ov@midentified human (remains) hit to a
forensic profile. Any subsmBnt its shall be dispositioned as
Investigative Information.r\

Rule #3: A hitis co gor each unique set of unidentified human
(remains) entered,intdCODIS. If a single investigation involves two
sets of remai s&n there may be up to two Putative Identifications and
two Identif'ca& Aided. Note that this is different than Rule #4 for
Forensic }-&

Rule.%@n identification may be aided only once. Count the number

Qwal identifications CODIS has aided, not the number of times

@S has assisted a particular identification or identifications (e.g.
nification of separated remains). This reflects a direct one-to-one

?‘relationship between the metric and cases involved.

Rule #5: A single hit may aid more than one identification. A single hit
may associate several separate cases. Laboratories may claim credit for
all of the cases aided within their jurisdiction.

Rule #6: An identification aided must be associated with a hit. An
investigation is aided if CODIS provides value to the investigation.
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6.1

Case Disposition

6.1.1

6.1.2

6.1.3

6.1.4

6.1.5

6.1.6

After the completion of all notifications, the CODIS staff will follow up on the
disposition of all DNA matches notified during the month. This information is
obtained from the NYPD designee.

Depending on information given about each case, each DNA match is
dispositioned as one of the following: Forensic Hit, Offgader Hit, Arrestee Hit,
Detainee Hit, Legal Index Hit, Investigative Informati\ nchwork Match, or
Conviction Match (see section 1.0 CODIS Terms breviations for

definitions).
Other dispositions that may be used are: ing, Offender Duplicate, User
Defined 1, 2, 3 or No Match (see secti CODIS Terms and Abbreviations for

definitions). (b

For missing persons cases, agdNjortal dispositions that may be used are: ID
confirmed, ID pending, Wait% More Data, or Maternal Relative (see section
1.0 CODIS Terms and AbRrewidtions for definitions).

Refer to the NDIS Oé&%onal Procedures Manual and/or the CODIS
Administrators Hagaook to determine which disposition is appropriate.

Local COD nistrators must report the following data each month to the
SDIS admimgkator:

OHg: @nder hits within the state (matches detected at SDIS)

OH&'@ffender hits from other states (matches detected at NDIS)

AH\:* Arrestee hits at NDIS (match detected by NDIS)

DHy: Detainee hits at NDIS (match detected by NDIS)

LHn:  Legal Index hits at NDIS (match detected by NDIS)

IA: Investigations aided (for each level)

FHs: Forensic hits with other labs in the state (matches detected at SDIS)

FHy:  Forensic hits with labs from other states (matches detected at NDIS)

ICs:  Confirmed identifications within the state (matches detected at SDIS)

ICn:  Confirmed identifications with labs from other states (matches detected at
NDIS)

Pls:  Putative Identifications within the state (matches detected at SDIS)

Ply:  Putative Identifications with labs from other states (matches detected at
NDIS)

ID: Identifications aided (via putative aonfirmed identifications)
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6.2 Hit Counting
6.2.1 Hit statistics or hit counting is a requirement for participation in the CODIS

6.2.2

6.2.3

program. These statistics are used to track the effectiveness of the program and
the successes of the laboratories. The problem: how to give credit to all
participants without inflating the total number of hits (for example, if 2 local
laboratories link their cases through a hit at state, both local laboratories and the
state laboratory all want to claim hits - a total of three h&{% when only one hit

occurred). ®\

Solution: hit counting tracks two metrics in CO Yéthe number of investigations
aided (or ‘IAs’) by CODIS and the number o ade by CODIS (see section
1.0 CODIS Terms and Abbreviations for ns).

Investigations (or ldentifications) Aid‘%he rimary metric is the number of
investigations (or identifications) % The number of investigations (or
identifications) aided is a bettega ure of CODIS program performance than the
number of hits since the effef:'iff ess of CODIS is ultimately measured by the
crimes it helps solve and Qd tified persons it helps identify.

number of hits giv boratories credit for their investment in CODIS.

Rules of Hit Q%ng
N\

The foII(@methods will be used to minimize the duplicate counting of

Hits: The seconda% ﬁ‘@c is the number of hits made by CODIS. Counting the

natign S

. %\)ffender hits, the Casework Laboratory will report the number of
investigations aided and the Offender Laboratory will report the number
ofoffender hits;

» For forensic hits where one case is solved, the Laboratory with the unsolved
casewill report the number of investigations aided and the Laboratory with the
solved case will report the forensic hit; and

» For forensic hits where neither case is solved, each Laboratory will report the
number of investigations aided and the Laboratory with the first entered
forensic profile should report the forensic hit to NDIS.
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See also, the NDIS Procedure “CODIS Hit Disposition Reporting” from
which these examples are taken.

Rule #1 The level in the CODIS hierarchy (local, state, national) at which the hit
occurs gets credit for the hit. This metric reflects the investment in and activity of
the different levels of CODIS.

Rule #2 An offender hit disposition takes precedence gwer a forensic hit
disposition when the hits occur during the same se =N the event where an
unsolved case profile matches a solved case prevy identified as an offender
hit, the hit disposition will be “Forensic Hit” for it and all subsequent hits.
Previous forensic hits will not be reclassified they match an offender. Since
offender hit dispositions take precedence ew forensic to forensic matches
(at SDIS or NDIS) shall be dispositione@\nvestigative Information”.

Rule #3 A hit is counted for eachNpiede set of matching profiles where at least
one of the matching profiles is n unsolved case. Since it takes two samples
for a hit to occur, the total nlﬁlb/ of hits equals the total number of samples
minus one (N-1). K

Rule #4 An investiga ay be aided only once. Count the number of actual
investigations CO has aided, ribe number of times CODIS has assisted a
particular investi or investigations. This reflects a direct one-to-one
relationship n the metric and cases involved. As a point of clarification, an
investig@t profiles from more than once source may be aided only once.

Laboratgri€s may only count their own investigations as having been aided.

Rul A single hit may aid more than one investigation. A single hit may
assotiate several separate cases. Laboratories may claim credit for all of the cases
aided within their jurisdiction.

Rule #6 An investigation aided must be associated with a hit. An investigation
is aided if CODIS provides value to the investigation.

Rule #7 Only investigations of unsolved cases may be aided.
6.2.4 OCME tabulates both the types of hits £0BHy, etc.) and investigations aided,

and reports these to SDIS for confirmation against their tallies, though the credit
for each goes to the offender lab and OCME, respectively.
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Scenario examples and Corresponding Scorecard:

Example #1:

A no-suspect case is analyzed and an evidence profile entered into CODIS
(OCME). It matches a profile from an offender lab (NY SDIS). NYPD reports
that the match aids the investigation.

Disposition: Offender hit (OF) %

Scorecard: OCME reports one investigation aide @and NY SDIS receives
one offender hit (OF).

Discussion: CODIS aided the no-suspect tigation and receives credit. Itis
an offender hit even if the offender was bsequently arrested or charged.
This hit is also counted in the event% not-guilty verdict.

Action: OCME can set the So ID box to “Yes”. The evidence and offender
profiles both remain in COD are uploaded to NDIS if they meet NDIS’
completeness and eligibili{re irements.

Example #2: s\o
A no-suspect case@nalyzed and an evidence profile entered into CODIS

(OCME). It mat profile from a solved case (Nassau County). The NYPD
reports that.d ch aids their investigation.
Disposit@Qorensic hit (F$)L.

Sco%hrd: OCME reports one investigation aided. Nassau County reports one
forensic hit (FH) because their forensic sample resided in the database first.

Discussion: CODIS aided the no-suspect investigation and receives credit. Itis a
forensic hit even if the suspect was not subsequently arrested or charged. The hit
is also counted in the event of a not-guilty verdict.

Action: OCME can set their specimen’s “source ID” box to “Yes”. Both
evidence profiles remain in CODIS and both are uploaded to NDIS assuming they
meet completeness and eligibility requirements.
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Example #3:

An evidence sample is submitted. The police report and/or the laboratory request
form list a suspect’'s name, but no sample was submitted for the suspect. When
the evidence sample is analyzed and the profile entered into CODIS at OCME, at
match is detected with an offender (NY SDIS). The offender is the same person
as was listed in the paperwork. The NYPD reports this match aided their
investigation.

Disposition: Offender hit (OF) \%

Scorecard: OCME reports one investigation ai NY SDIS receives one

offender hit (OH). @

Discussion: Whether or not the case sidered a suspect or no-suspect case,

CODIS aided the investigation and (%;iiv s credit. Regardless of the reason there
is no sample provided to OCME, provided assistance toward identifying
the suspect. DNA and CODIS filmed the investigator’s suspicion that the
named suspect was involve% incident.

Action: OCME can s t@a:e ID to “Yes”. The evidence and offender profiles
both remain in CODI both are uploaded to NDIS, assuming completeness
and eligibility requiggdpents are met.

Example #4, @
An evide §ample and a suspect buccal specimen are both submitted the same
day. Th&wles match and this information is reported as usual. When the

proQ’Ie& entered into LDIS they also match there.

Dispd@sition: Investigative Information.

Scorecard: Do not report here. No hits or investigations aided are counted.
However, this information is tracked so that laboratory management can provide
it to OCME management and City Hall.

Discussion: CODIS didot aid the investigation with this match; it was already
known, because the samples were submitted together when the detectives used
non-DNA information to find the suspect.

Action: OCME can set the source ID to “Yes” on the evidence sample. The
evidence and suspect profiles remain in LDIS. The evidence profile is uploaded
to SDIS (and NDIS assuming completeness and eligibility requirements are met).
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Example #5

A no-suspect case is analyzed and entered into CODIS (OCME). It matches a
profile from an arrestee sample (Virginia SDIS). The NYPD reports that the
match aided the investigation.

Disposition: Arrestee Hit

Scorecard: OCME reports one investigation aided and%irginia reports one
arrestee hit.

Discussion: CODIS aided the no-suspect inve fon and receives credit.

remain in CODIS and the evidence pro y be uploaded to NDIS (assuming it
meets completeness and eligibility irdments). Arrestee profiles are allowed at
NDIS provided the submitting sta% an applicable law allowing it. Suspect
profiles are currently ncmllowe(@\l IS.

Example #86 &(1/

An evidence sample gn uspect buccal swab are submitted at the same time,

Action: OCME can set Source ID to “Yesﬁ% evidence and arrestee profiles

and analyzed. The p do not match. Reports are written, reflecting that the
submitted suspect s not match the evidence. When the suspect profile is
entered into CO cally, it later matches a forensic unknown from a newer

unsolved case&

Disposit@)ﬁender hit (for the second case).

Sco?,ﬁrd: OCME reports one offender hit and one investigation aided.

Discussion: This is a variation of Example #5. CODIS aided in the identification
of a match and receive credit. To determine how many investigations were aided,
the investigators must be contacted. On the assumption that the suspect
eliminated for Case One actually had no connection with the case, only one
investigation aided would be reported (for Case Two). Hence even though the
suspect was submitted for Case One, the hit did not aid Case One. ltis
conceivable that the investigator believes that while the suspect did not leave
DNA at the scene, he was, nevertheless, involved in Case One. Because of the
suspect’s association with Case Two, the true source of the DNA in Case One
may now perhaps be identified. In this situation, both cases would be aided.
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Action: The source ID can be set to “Yes” for the forensic specimen from Case
Two. The evidence and suspect profiles remain in CODIS, and the evidence
profiles are uploaded to SDIS (and NDIS, assuming completeness and eligibility
requirements are met). The suspect sample remains at LDIS only; suspects are
not allowed at NY SDIS or at NDIS.

Example 7.
As in Example #4, an evidence sample and suspect byecal swab are submitted at
the same time to be analyzed at OCME. The profile ch, reports are written

file is entered into CODIS,
and the suspect, now typed as
a case never tested at OCME.
state offender sample.

and the match is reported. Several months after t
a match occurs at SDIS between the forensic '
an offender sample following conviction at trj

The name is the same for the S-file an(@

Disposition: Conviction match.

Scorecard: Do not report. No@t\ investigations aided are counted.

match. The convictio h disposition is used even though these are two
separate crimes. Th der was in the database for a case unrelated to the
current case. The g?ing of the match is immaterial. It could have happened

Discussion: CODIS did n § he investigation and receives no credit for this

upon completio e current case, or months or years later. This is the ultimate
QC tool and mense value to the laboratory and the database system, but it is
not coun a hit.

“Ye er the suspect hit. The evidence and offender profiles remain in SDIS
(and NDIS assuming completeness and eligibility requirements are met) and the
suspect profile remains at LDIS.

Act'§n. ME should previously have set Source ID for the forensic profile to

Example #8

Continuing with the scenario in Example #7, the evidence profile goes to NDIS.
A match is detected to an offender in New Jersey (or any other state).
Information exchange between the OCME and the NJ lab determines that this is
the same person.

Disposition: Conviction Match.
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Scorecard: Do not report. No hits or investigations aided are counted.

Discussion: The NDIS match did not aid the investigation and receives no credit
for the match. Again this is the ultimate QC tool and has immense value to both
laboratories and the database system, but not to the cases.

Action: OCME should previously have set the Source ID to “Yes.” The
evidence, offender and suspect profiles all remain in{%database as before.

Example #9:

For various reasons, a case may have waited \aal months before it is analyzed
and a CODIS profile is developed. When a@spect case at OCME is uploaded
into CODIS, there is an offender match a . Upon notification of the match,
the NYPD reports that the suspect had@uilty and is serving a sentence; or
that the prosecution has proceeded@®ithotit need for DNA. DNA results were not
involved in the suspect’'s prosecum. he offender and the suspect are the same
person.

Disposition: Conviction m tga/

Scorecard: Do not reﬁf@ No hits or investigations aided are counted.

Discussion: Initighh=it appeared that CODIS aided the investigation by providing
a name to a.ng% pect case. The value of the CODIS hit to society may be
debated. It counting purposes, however, CODIS did not aid the investigation
and receqf no credit for the hit.

The?&position in this example would be the same even if the suspect/offender
had ot gone through the trial process. A conviction match would apply if the
agency said that the suspect had pled guilty. Clearly, CODIS strengthened the
prosecution’s case, but CODIS cannot take credit for developing the suspect for
the case. This situation is different from that in Example #3 because in the
current example the suspect has indicated guilt without DNA evidence. In
Example #3 neither the plea has been arranged nor the prosecution begun and
these activities may hinge on the presence of DNA results.

Action: OCME can set the Source ID box to “Yes”. The evidence and offender
profiles remain in CODIS and both profiles may be uploaded to NDIS assuming
completeness and eligibility requirements are met.
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Example #10:

A no-suspect case is submitted to OCME. Evidence is analyzed and entered into
CODIS. No matches are detected. The police develop a suspect and submit a
buccal swab to the lab for comparison. OCME’s DNA analysis shows a match
between the evidence and the new suspect’s profile. The match is reported out
and the DA’s Office begins preparing for prosecution. Meanwhile, at NDIS a hit
occurs to what turns out to be the same offender in California (or any other state).

Disposition: Conviction Match. \%

Scorecard: Do not report. No hits or investigaii ided are counted.
Discussion: The NDIS match did not aid estigation, since a suspect sample
had already been matched “at the ben he evidence. The fact that the court

had not yet convicted the suspect dp‘Bn alter the disposition.

Action: OCME can set the So ID to “Yes” after the match to the S-file. The
OCME'’s evidence profile andb alifornia offender both remain in CODIS.

Example #11.: @Kﬂ
A crime scene stain ié\N itted to the laboratory without any standards: victim,
suspect, or elimin . When it is analyzed and entered into CODIS, at match to

an offender is d d. Comparison to the paperwork in the file reveals that the
profile belon victim in the case.

Disposit Q this is an SDIS hit, use “User Defined #3”. If this is an NDIS hit,
use “In& igative Information”.

Scorgcard: Do not report. No hits or investigations aided are counted.

Discussion: The hit does not add information to identify a perpetrator, even
though it may add value to the case by determining who the source of that DNA
sample was.

Action: The source of the profile has been identified as the victim and is no
longer eligible to remain in CODIS. The profile mig removed from CODIS,

the hit is notreported out, and a reporéflecting sample’s database status must be
issued; this can be accomplished either in the original case report if it has not yet
been issued, or may require an additional report.
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Example #12:

A stranger sexual assault case is submitted; there is therefosesmect DNA

sample. When the kit is analyzed and a profile entered into CODIS, a match to an
offender is detected. Upon investigation, the police determine that the profile is
from the victim’s husband.

Disposition: Investigative Information.
Scorecard: Do not report. No hits or investigations ?\@are counted.
Discussion: The match is to an “elimination indidyral” and does not add

information to identify a perpetrator. The hu 's profile is not probative. The
important point is that this is not an NDIS

Action: The source of the profile h eh identified as a consensual partner and
is no longer eligible for CODIS. Thgt filaust be removed from CODIS. A

report reflecting sample’s datal% atus must be issued; this can be
accomplished either in the oﬁ?/ case report if it has not yet been issued, or may
require an additional repotg.

Example #13: s\o

A homicide case i bmitted with some suspects’ oral swabs. An unknown
bloodstain was i ied from the evidence that did not match the victim or the
suspects. L.a&% match to an offender is detected in CODIS. Upon investigation
after the Ri \(i Ication, the police determine that the offender was in prison at

the time@ murder but that he did have opportunity to leave the bloodstain at
the cﬁ] t an earlier time. In other words, this sample can have had nothing to
do ?ﬁ e homicide investigation. The hypothesis that the offender has a twin
has Deen ruled out.

Disposition: Investigative Information.

Scorecard: Do not report. No hits or investigations aided are counted.
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Discussion: The match is to an individual not involved in the case. The
offender’s profile is not probative because he was in prison at the time of the
homicide. Determining the source of the stain was important to the investigation
and the prosecution of the perpetrator. It prevented the defense from arguing
there was an unknown assailant that committed the homicide. The important
point is that this is not an NDIS-countable hit and this sample should be removed
from CODIS in the same way a match to an elimination known would be removed

(see examples #11, 12). %

Action: The source of the profile has been identifi @s not belonging to the
perpetrator and is no longer eligible for SDIS a IS. The profile must be
removed from CODIS. The profileust be re from CODIS, and a report
reflecting sample’s database status must ¢ §Bued; this can be accomplished
either in the original case report if it ha et been issued, or may require an
additional report. (b

Example #14: '\

OCME analyzes a suspecte rn of 4 unsolved burglaries, which are found to

representative sampl t to SDIS/NDIS. At SDIS, a hit to an offender is
made.

Disposition: Oﬁ@Hit.

*

Scorecarq'(QC E receives 4 investigations aided; SDIS receives one Offender
Hit. c)
Dis%on: Four investigations are aided in this example since none of them had

been®previously aided by CODIS. Although 3 other cases in this example were
not sent to SDIS/NDIS, all were aided by CODIS.

match each other prlor ; entry. They are entered into CODIS and a

Note: If the pattern had existed for a period of time and the samples had already
been involved in case-to-case hits (forensic hits already reported in hit-counting),
thiswill affect the number of investigations aided reported with the offender hit,
because each case can only be aided once by CODIS

Controlled versions of Department of Forensic Biology Documents only exist electronically on the
Forensic Biology network. All printed versions are non-controlled copies.



FORENSIC BIOLOGY CODIS MANUAL

6.0 CASE DISPOSITION AND HIT COUNTING

DATE EFFECTIVE LAST REVISED APPROVED BY PAGE
03-24-2010 01-31-2013 MARIE SAMPLES 12 OF 19
Example #15:

OCME analyzes an evidence stain and a suspect buccal swab. These match
(benchwork match) and the evidence profile is uploaded to SDIS/NDIS.
Westchester County analyzes evidence from a case there, and also a suspect
buccal swab. When the two evidence profiles are searched at SDIS, they match.

Disposition: Investigative Information.

Scorecard: Do not report. No hits or investigations ?\@are counted.
Discussion: The same suspect committed a crj two jurisdictions. In both
cases, this suspect was developed without t of CODIS. Although the two

profiles match in CODIS, the suspect wa n to match already, and no credit
can be given to CODIS.

Action: OCME and Westchester D% should previously both have set Source
ID to “Yes”. The evidence pro bdth remain in CODIS.

2

Example #16:
OCME analyzes four eéte unsolved cases and the profiles are entered in
CODIS. During th L& utosearch, they all unexpectedly match each other.

Disposition: For, Hit (x3).
>

Scorecarq'(QC E reports 3 forensic hits and 4 investigations aided.

afo Ic hit even no suspect is ever identified; or if one is, if the suspect is not
subsequently arrested or charged. The hits are also counted in the event of a not
guilty verdict.

Dis§u i0r. CODIS aided the no-suspect investigations and receives credit. Itis

Action: The evidence profiles remain in CODIS.
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Example #17:

One month after Example #16, there is a hit to a newly-entered offender at SDIS
to this pattern.

Disposition: Offender Hit.

Scorecard: OCME reports one offender hit and no investigations aided.
Discussion: Previous forensic hits are not reclassifi n they match an
offender (see rule #2). Since all four investigation e aided by the forensic
hits from Example 16, no additional investigati$8§n be aided by the offender

hit. It is an offender hit even if the suspect i ubsequently arrested or
f a not-guilty verdict.

charged. The hits are also counted in th@ o) -gui
Action: The evidence profiles remajyyhéere they were in CODIS.

Example #18: Q
A new OCME forensic Samﬁlrf ntered into CODIS and hits the four forensic
samples from Example 16 he offender from Example 17.

Disposition: Foreng&o
Scorecard: OCI@ ports one offender hit and one investigation aided.

>
Discussi(@bls aided the new no-suspect investigation, and receives credit.
Actjgn? gl’evidence profiles, and the offender sample, all remain where they
wer ODIS. The new sample will go on to SDIS/NDIS assuming it meets
completeness and eligibility requirements.
Example #19:
A local lab that uploads entire patterns into their SDIS analyzes 4 separate
unsolved cases and enters the profiles into CODIS. When these are searched at
SDIS, they all match the same offender.
Disposition: Offender hit.
Scorecard: Laboratory reports 4 offender hits and 4 investigations aided.
Discussion: CODIS aided the no-suspect investigations and receives credit.
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Example #20:

OCME makes a case-to-case local forensic hit between cases A and B. OCME
correctly scores this as one local forensic hit, and two investigations aided.
Suffolk County makes a case-to-case local forensic hit between cases C and D,
and scores this correctly as one local forensic hit and two investigations aided.
Between these two labs, there are 4 individual cases.

When an SDIS search is performed, a case-to-case state forensic hit occurs
between OCME'’s case A and Suffolk’s Case C (bot \ having followed the
previous procedure of only having uploaded one@er pattern from their
jurisdiction). This hit should be scored as one ic hit (with the lab owning
the first case uploaded to state, reporting th;@xsic hit) and zero investigations
aided (since they have already been aide w suppose that a month later, an
offender is loaded into SDIS and matc@ses A and C during a regular search.
This is now scored as one offenderﬂBln no investigations aided.

It is evident that CODIS aided @ve tigations total (two from OCME and two
from Suffolk). The correct sﬁb al tally for this series of hits between 4 cases
would be a total of 4 hits (%vé) cal forensic hits, one state forensic hit, and one

state offender hit; Wit)g{'o stigations aided.)

Example #21.

An OCME solve e (S-file for a named suspect) matches (at NDIS) an
unsolved cas Pennsylvania. According to the rules, only OCME should
report th &sic hit for hit-counting. Pennsylvania should report one
investig%xaided for their hit-counting.

Exa@!e #22:

OCME submits a forensic unknown to SDIS/NDIS. Several months later, Hawaii
submits a forensic unknown to NDIS and matches OCME'’s profile. OCME
(having entered their profile first) reports one forensic hit and one investigation
aided. Hawaii (having been aided by OCME’s sample in the database) should
only report one investigation aided.

A month later, NY-SDIS enters a convicted offender and matches OCME’s
sample during a state autosearch. NY-SDIS then uploads the offender to NDIS
where it hits Hawaii's forensic sample. No investigations aided should be
reported by either lab to NDIS for hit-counting. Both forensic cases had already
claimed investigations aided; there should however be ank@tiveen NY-SDIS
and Hawaii.
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Example #23:

OCME makes a case-to-case local Forensic Hit between unsolved cases A and B.
OCME correctly scores this one local forensic hit and two investigations aided.
When a state or national search is performed cases A and B match to a convicted
offender. This should be scored as one offender hit and no investigations aided.

The next month, OCME analyses a new unsolved case (case C) and enters it into
CODIS (at LDIS). The local autosearch matches to thesow-solved cases A and
B. The OCME correctly dispositions the new match e forensic hit and one
investigation aided (see also Example #18).
Discussion: Even though OCME knows cas @ould hit the same offender as
cases A and B upon upload to SDIS, the correctly dispositions the match
as one offender hit and one investigati d. When the sample is uploaded to
state and generates a hit, no hits org@fyyestigations should be awarded (they
occurred at the local level). r\
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Scorecard for the OCME for the above examples:

Match Date IA FH_ FHs | FHy | OHg | OHp IAs IAn | OHL
Example #1 1 1
Example #2 1 1
Example #3 1 1
Example #4 0 \Q)

@
Example #5 1 \}
Example #6 1 Q 1
Example #7 0 i ;':b'o
Example #8 0 M 0
Example #9 0 r\'\f} 0
Example #10 | 0| ()Y 0

v
Example #11 O‘ ,\\
Example #12 | (0™~ 0
Example #13 ) 0
Example # y, O 1 4
o
Examglpﬁ‘ 5 0 0
A\ 4

Ex?ﬁe w6 | 4| 3
ExaMple #17 0 1 0
Example #18 1 1
Example #19 0 4 4
Example #20 2 1 0 1 0
Example #21 0 1 0
Example #22 0 1 1 0 0
Example #23 3 1 2
Total 12 5 0 2 10 3 10 0 2
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6.2.5 Hit counting statistics in the form of a CODIS Hit Counting Scorecard are to be

6.2.6

submitted to the SDIS custodian and DCJS no later tharttey7of each

month. The SDIS custodian double-checks the numbers from all the LDIS labs
against their hit count, and then forwards the entire state’s information to the

NDIS custodian. In addition to tracking CODIS hits, the number of no-suspect
cases that enter the Department of Forensic Biology each month are also tracked
and reported to the SDIS custodian and DCJS. NYPD Backlog and Biotracks
cases are treated as no-suspect cases and reported inaddition to the number of no-

suspect Forensic Biology cases. E

Missing persons hit-counting is designed to similar as possible to traditional
hit-counting, but there are some necessa rences; matches and associations
are defined below.

This section draws heavily from ttt\%s Operational Procedures Manual.

6.2.6.1 Matches (19

For searches ir@dng missing persons or unidentified human (remains),
can be defined as matches, while others are

I or arrestee, or a missing person matching to a forensic
own. Confirmation of these types of matches results in a “hit” even
& ugh the terminology used in counting is different.

?\In most instances, for missing person “hits”, the appropriate disposition
is ID Pending, and the metric reported to NDIS by the laboratory
responsible for the unidentified human (remains) or missing person is a
Putative Identification. The laboratory responsible for the other sample
may count on ldentification Aided. For the purpose of hit-counting,
Identifications can be aided only once. If unidentified human (remains)
match to a forensic unknown, the laboratory responsible for the forensic
sample may report the Identification Aided. If the remains subsequently
match to an offender, it may result in a Putative Identification, but no
further Identifications Aided shall be counted.
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6.2.6.2

Matches between two profiles from unidentified human (remains) must
be evaluated to determine if they were previously known to originate
from the same source. This would be the case if Lab A processes the
unidentified human (remains) using STR technology, uploads the profile
to NDIS and subsequently sends the sample to Lab B for additional
technologies. Lab B may also upload the STR profile, along with the
additional technology, to NDIS. These matches shall be dispositioned as
Duplicates. If a match between unidentified hyman (remains) is not the
result of duplicate analyses, then the dispo ’Y?Q hall be Investigative
Information and confirmation shall proce@a manner similar to
forensic hits.

It is important to note that the dis %n and metric do not conclusively
state that identification has be de. Only the competent legal

authority in each jurisdictiom‘ge ical Examiner or Coroner) can issue a
death certificate confirmivt%tS identity of the unidentified human
(remains). If the Iabor%é/ notified that this has occurred, then the
disposition can be L% to ID Confirmed and the metric updated to a
Confirmed Identifigati®. These changes do not need to be reported to
NDIS, as Putatj nd Confirmed Identifications will be grouped
together. Ho r, if a previously reported identification is later

refuted by, legal authority, then NDIS must be informed to

adjust t tric accordingly.

*

Ations.
o

en a search in CODIS involves the Relatives of Missing Person or

?&edigree Tree Indexes, the result is not considered to be a match. In

these cases, the target and candidate profiles are not believed to have
originated from a common source. Instead, the search indicates that the
unidentified human (remains) may be those of the missing person sought
by the relative(s). For this reason the term “association” is used.

Associations are produced by using an Identity Search for single family
references. These results will appear in Match Manager. Pedigree Tree
Searches produce a ranked list of associations of unidentified remains to
each Pedigree. These are stored in Rank Manager. A confirmed
association may still be considered a “hit” and shall be dispositioned as
ID Pending. The rules for counting and reporting these hits are the same
as matches.
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6.2.6.3 Missing Persons Hit Counting Rules.

These apply to hits, not matches or associations.

Rule #1: The level in the CODIS hierarchy (Local, State, National) at
which the hit occurs gets credit for the hit. This metric reflects the
investment in and activity of the different levels of CODIS.

edence over a hit
during the same search.

Rule #2: A hit involving a direct match take
arising from an association when the hits
If more than one hit involving a direct occurs during the same
search, when an unidentified huma ains) hit is to an offender
profile, it takes precedence over dentified human (remains) hit to a
forensic profile. Any subsequ@ shall be dispositioned as
Investigative Information. (b

Rule #3: A hitis coun%o each unique set of unidentified human
(remains) entered i DIS. If a single investigation involves two
sets of remains, then Wiere may be up to two Putative Identifications and
two Identific i(@ ided. Note that this is different than Rule #4 for
Forensic 3\

I—<jit
Rule # dentification may be aided only once. Count the number
of entifications CODIS has aided, not the number of times
as assisted a particular identification or identifications (e.g.
Ification of separated remains). This reflects a direct one-to-one

K ationship between the metric and cases involved.

E Rule #5: A single hit may aid more than one identification. A single hit

may associate several separate cases. Laboratories may claim credit for
all of the cases aided within their jurisdiction.

Rule #6: An identification aided must be associated with a hit. An
investigation is aided if CODIS provides value to the investigation.
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7.1 Users
7.1.1 Users are defined as personnel who have login access to the CODIS system

7.1.2

7.1.3

7.1.4

7.1.5

and/or qualified DNA analysts who are responsible for producing the DNA
profiles stored in NDIS. Categories include CODIS Analyst, Non-Host User, and
CODIS IT User.

The Designated State Official is responsible for coIIec all information from
participating laboratories within the state, maintainin es and forwarding
required documentation to the FBI. @

DNA Analyst is defined as an
her title meeting the FBI
Department of Forensic Biology will
established by the FBNiDI®e

rd the required documentation to the

In the Department of Forensic Biology a Qu
Interpreting Analyst who is a Criminalist |
Director’s Quality Assurance Standard
add and remove users using the gugt‘!{il
Operational Procedures Manual an
Designated State Official. Q

Users are required to co I(eLthe Annual Review of DNA Records Acceptable at
NDIS. This computer;b training serves to define and clarify the types of

DNA records that are ptable at NDIS. This is a Federal requirement for
participation in the DIS program. In the Department of Forensic Biology, a
CODIS Adminis will ensure that each user completes the training and quiz
annually. Th ficate from the quiz is printed to confirm that each user has
received nual reminder and understands and will abide by what DNA data is
accepte DIS. These completed annual reminders will be maintained by the
CO%I f in binders and available for inspection upon request. These

cert es are forwarded to the New York State CODIS Administrator. Failure
to comply with this requirement may result in suspension of the Department of
Forensic Biology’s CODIS rights.

All paper records regarding CODIS users are maintained by the CODIS staff in
binders and are available upon request.
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7.2

7.3

AddingaUser toNDIS

7.2.1 To add a user to NDIS, the Designated State Official will send a letter to the
NDIS custodian requesting the addition. The Department of Forensic Biology is
responsible for forwarding to the Designated State Official the following
documentation for each user being added:

71.2.2

FD-484: Privacy Act explanation.

FD-258: Fingerprint (10 print) card; two copies. \%

FD-816: Background Data Information form.

CODIS User Information form (see Appendi ’9)8)

External Proficiency Testing Document f Qualified DNA Analyst (see
Appendix 9.14).

The start date for each new user is%nEotification by the SDIS custodian of
each new user approval. r\

Removing aUser From NDIS K(L

7.3.1 There are two ways t&@uove a user from NDIS:

71.3.2

A Stop Date is

the usethis allows previous data from the user to remain

in the syste
Departm

o further data will be accepted - this is the method the
orensic Biology currently uses

use

Usii i&g‘i*ication is deletethis will delete some or all data associated with the

Wuding any profiles entered or modified by that user.

The Designated State Official will request the removal of a user if any of the
following conditions occur:

The user may leave employment at a participating laboratory or a change of
duties makes it inappropriate to continue access to NDIS

An NDIS user may fail a periodic security check and the FBI's rejection of the
security check would require the State to remove the user

There may be a problem with the data associated with the user, either because
the user has received unsatisfactory ratings in external proficiency tests or
because data was falsified. Removal of the user may be initiated by either the
State or the FBI.
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7.3.3 The stop date should be set to within 20 working days of when/if any of the above

situations occur.

7.3.4 Request to remove a user should be submitted to the Designated State Official in
written form stating a recommendation regarding all data associated with the user

(see Appendix 9.15).
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7.1 Users

7.1.1 Users are defined as personnel who have login access to the CODIS system
and/or qualified DNA analysts who are responsible for producing the DNA
profiles stored in NDIS. Categories include CODIS Analyst, Non-Host User, and
CODIS IT User.

7.1.2 The Designated State Official is responsible for collectjag all information from

participating laboratories within the state, maintainin\ es and forwarding

required documentation to the FBI. 0

7.1.3 In the Department of Forensic Biology a Qu
Interpreting Analyst who is a Criminalist |
Director’s Quality Assurance Standard Department of Forensic Biology will
add and remove users using the gu'ﬂﬂl established by the FBI in the NDIS
Operational Procedures Manual anw rd the required documentation to the
Designated State Official. Q

DNA Analyst is defined as an
her title meeting the FBI

7.1.4 Users are required to co I(eLthe Annual Review of DNA Records Acceptable at
NDIS. This computer;b training serves to define and clarify the types of
DNA records that are ptable at NDIS. This is a Federal requirement for
participation in the DIS program. In the Department of Forensic Biology, a
CODIS Adminis will ensure that each user completes the training and quiz
annually. Th ficate or transcript from the quiz is printed to confirm that

each use§ F\received the annual reminder and understands and will abide by

b

what D a is accepted at NDIS. These completed annual reminders will be
maint y the CODIS staff in binders and available for inspection upon
req%ﬁ Failure to comply with this requirement may result in suspension of the
Department of Forensic Biology's CODIS rights.

7.1.5 All paper records regarding CODIS users are maintained by the CODIS staff in
binders and are available upon request.
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7.2

7.3

AddingaUser toNDIS

7.2.1 To add a user to NDIS, the Designated State Official will send a letter to the
NDIS custodian requesting the addition. The Department of Forensic Biology is
responsible for forwarding to the Designated State Official the following
documentation for each user being added:

FD-484: Privacy Act explanation.
FD-258: Fingerprint (10 print) card; two copies. \%

FD-816: Background Data Information form. %

CODIS User Information form

External Proficiency Testing Documentaw each Qualified DNA Analyst

7.2.2 The start date for each new user is up ification by the SDIS custodian of
each new user approval. (b
Removing a User From NDIS Q'\

7.3.1 There are two ways to re@(\l’a user from NDIS:

71.3.2

A Stop Date is set for@seﬂhis allows previous data from the user to remain
in the system, but urther data will be accepted - this is the method the
Department of K ic Biology currently uses.

user, in W1g any profiles entered or modified by that user.

*
User idiﬁion is deletethis will delete some or all data associated with the

Th?@signated State Official will request the removal of a user if any of the
following conditions occur:

The user may leave employment at a participating laboratory or a change of
duties makes it inappropriate to continue access to NDIS

An NDIS user may fail a periodic security check and the FBI's rejection of the
security check would require the State and Department of Forensic Biology to
remove the user

There may be a problem with the data associated with the user, either because
the user has received unsatisfactory ratings in external proficiency tests,
because data was falsified, or other technical issues.
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7.3.3 The stop date should be set to within 20 working days of when/if any of the above

situations occur.

7.3.4 Request to remove a user should be submitted to the Designated State Official in
written form including a recommendation regarding all data associated with the

user.
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8.1

8.2

Proficiency Testing

8.1.1

8.1.2

8.1.3

Audits

8.2.1

8.2.2

8.2.3

Proficiency testing will be conducted as detailed irDe@artment of Forensic
Biology’s Administrative Manual

Proficiency test documentation will be maintained and provided annually to NDIS
as required by thBDIS Operational Procedures Manuaf Qualified DNA

Analyst External Proficiency Testing form is saved elecgonically for each analyst
in the CODIS directory of the network. These forms led out annually and
forwarded to the SDIS Custodian no later than th designated by the NYS
SDIS Administrator. Failure to comply with thi irement may result in
suspension of Forensic Biology’s CODIS rig

Problems related to proficiency testing@e addressed as detailed in the
Department of Forensic Biology’s Ad'B’ni rative Manual

Audits of the laboratqy, ﬁkbe conducted as detailed iD#partment of
Forensic Biology’s mtrative Manual

Audits test doc ation will be maintained and provided annually to NDIS as
required by Operational Procedures Manuafudit documentation will

be provi rly to the SDIS custodian for submission to the NDIS custodian in
the for aboratory Audit Certification accompanied with a letter signed by

the §a& ory Director (see Appendix 9.16).

The Department of Forensic Biology and its CODIS program will be audited as
required by'The Quality Assurance Standards for DNA Testing Laboratories and
Convicted Offender DNA Databasing Laboratorieh)e national standards

issued by the Director of the FBI.
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8.3  9947A And Other Positive and Negative Control Monitoring

8.3.1 9947A and other applicable positive control STR profiles will be compared to the
appropriate positive control profile(s) at the time the data is analyzed.

8.3.2 Negative controls will be examined at the time the data is analyzed.

8.3.3 A Positive Control Certification letter (see Appendix 9.%) will be sent to the
SDIS custodian annually as required by e York S Ombined DNA
Index System Procedures 0

84  Monthly database QA/QC checks ®Q

Each month, a series of checks are performe quality measure. The checks are
designed to ensure that the profiles in LDI e dllowable and proper, and include the use
of queries (“views” in CODIS language). N he/ist of checks includes the following and
documentation will be maintained in t DIS area.

Profiles that need fixes may be r e(rlﬁ to the interpreting analyst or supervisor, or may
be dealt with by the CODIS grgeg®

8.4.1 Specimen Managg™iews covering the entire database
Run the followj&ews, evaluate the results, and take appropriate actions:

. Mar@ecimens with Unmarked Uploadable Loci (should not have any;

aﬂg y affected loci)
. %wariant (.x) Alleles present (fix if any are found)
N

. w NDIS ladders check (fix any off-ladder alleles such that they comply
with official allelic ladder)

» Specimens assigned to no indexes (should not have any; investigate and fix)

» Specimens Violating 4x4 Rule (there are a handful which have been granted
exceptions, as noted in comment boxes; investigate and fix any others)

» Specimens Unmarked for Upload (disregarding suspects and patterns;
investigate and fix any others)
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8.4.2 Match Manager views covering the entire database:
Run the following views, evaluate the results, and take appropriate actions:

* Matches with Disposition Discrepancies
* Overdue Dispositions

8.4.3 Spot check of profiles entered during a month: Q\%

To do this, create a view in specimen manager, | samples “assigned” in
desired time frame (e.g. 8/1/11 to 8/31/11). eferable to wait 2-3 months for
ease of obtaining the case file.

» Highlight non-suspect profiles. e will be the pool to examine.
» Scroll through and select ever cimen ID; pull these files. The goal is

to have a minimum of a 50©iew rate.

* Examine all selected CC% rofiles in a case for eligibility, correctness, and
4x4 compliance; compigte the worksheet designed for this process.

* Fix problems founsl*W eeded

« A CODIS supe ill put a note into the comment box of all specimens
examined tha rofile was inspected during a database QA/QC check on
(date) an he profile is eligible for the database at this time; and sign off
on the fdQSThe form remains in the case file.

?30

Controlled versions of Department of Forensic Bigldganuals only exist electronically on the
Forensic Biology network. All printed versions are non-controlled copies.



FORENSIC BIOLOGY CODISMANUAL

80 QUALITY ASSURANCE/QUALITY CONTROL

DATE EFFECTIVE LAST REVISED APPROVED BY PAGE
03-24-2010 01-31-2013 MARIE SAMPLES 10F3

8.1  Proficiency Testing

8.1.1 Proficiency testing will be conducted as detailed in the Department of Forensic
Biology’s Administrative Manual

8.1.2 Proficiency test documentation will be maintained as required by the NDIS
Operational Procedures ManuaDocumentation is available from a database
maintained by the QA group within the lab. %

8.1.3 Issues related to proficiency testing will be addre s detailed in the
Department of Forensic Biology’s Administrati& ual

8.2  Audits @

8.2.1 Audits of the laboratory will be con%e as detailed in the Department of
Forensic Biology’s Administrativew al

8.2.2 Audit documentation will be(rn%ained and provided annually to NDIS as
required by the NDIS Opegatiorfal Procedures Manualidit documentation will
be provided yearly to }h IS custodian for submission to the NDIS custodian in
the form of a Laborat dit Certification accompanied by a letter signed by
the Laboratory Dir@r.

8.2.3 The Depar g* Forensic Biology and its CODIS program will be audited as

required Quality Assurance Standards for DNA Testing Laboratories and
Convict ender DNA Databasing Laboratorieth& national standards

ISSﬁ e Director of the FBI.
8.3  9947A And Other Positive and Negative Control Monitoring
8.3.1 9947A and other applicable positive control STR profiles will be compared to the
appropriate positive control profile(s) at the time the data is analyzed.

8.3.2 Negative controls will be examined at the time the data is analyzed.

8.3.3 A Positive Control Certification letter (see Appendix 9.17) will be sent to the
SDIS custodian annually as required by the New York State COmbined DNA
Index System Procedures
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8.4

Monthly database QA/QC checks

Each month, a series of checks are performed as a quality measure. The checks are
designed to ensure that the profiles in LDIS are allowable and proper, and include the use
of queries (“views” in CODIS language). The list of checks includes the following;
documentation will be maintained in the CODIS area.

Profiles that need fixes may be referred to the interpreting an%st or supervisor, or may
be dealt with by the CODIS group. %

8.4.1 Specimen Manager views covering the entire se

Run the following views, evaluate the r&nd take appropriate actions:

* Marked Specimens with Unmar Uploadable Loci (should not have any;

mark any affected loci) '\
* Microvariant (.x) Alleles pr ix if any are found)
* New NDIS ladders chec (@xEny off-ladder alleles such that they comply
with official allelic Iadd
* Specimens assig o indexes (should not have any; investigate and fix)
* Specimens Vio r%%e former) 4x4 Rule (there are a handful which have
been granted e&ptlons as noted in comment boxes; investigate and fix any

others)
. Specimé@nmarked for Upload (disregarding suspects and patterns;

invesl'c?e nd fix any others)

842 M &Ianager views covering the entire database:

Run the following views, evaluate the results, and take appropriate actions:

* Matches with Disposition Discrepancies
* Overdue Dispositions
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8.4.3 Spot check of profiles entered during a month:

To do this, create a view in specimen manager for all samples “assigned” in
desired time frame (e.g. 8/1/11 to 8/31/11). It is preferable to wait 2-3 months for
ease of obtaining the case file.

Highlight non-suspect profiles. These will be the pool to examine.
Scroll through and select every 12th specimen ID; %nas many of these files
as can be easily found. The goal is to have a m@q of a 5% (one in every

20) review rate.
Examine all selected CODIS profiles in a c@ eligibility, correctness, and
4x4 and/or Match Estimation compliances plete the LDIS Audit Form
designed for this process.

Fix problems found, as needed.

A CODIS supervisor will put a nétéynto the comment box of all specimens
examined that the profile wa cted during a database QA/QC check on
(date) and that the profile 'ible for the database at this time, then sign off
on the LDIS Audit Form. eform is added to the case record.
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The alleles in LINKAGE are organized in Cofiler and Profiler Plus order. Therefore, there are
two separate methods to enter profiles into LINKAGE, depending on the allele order.

9.1 To enter DNA profiles into LINKAGE organized in Cofiler and Profiler Plus order:

A. Open the LINKAGE database
B. Hit “F9” to enter edit mode
C. While at the top of the database, hit “insert” to get a bla%ﬁne
D. In the appropriate fields, type in the \
1) Case number — either FB case number or @ project
case number $
2) V# - “1” unless part of a pattern; othepa/ise™2” for the
second victim, etc. Use “S” for a g suspect, “1” for
a non-matching suspect.
3) DNA alleles (no commas, seg¥.3 Below)
4) Pattern designation, if appl
5) “E” for evidence, “S” for pect's exemplar, “P” for
suspect’s pseudo-ex%
6) Victim name — first and ¥&st names if a person, or name of
business if not {
7) Suspect name, own
8) Date of incigegt — from complaint form, lab request, or the
date the 1 it was collected
9) Precin mber if known, otherwise “M,” “K,” “Bx,”
“ " based on the storage number for NYPD
9
10) evidence profile matches a suspect, enter “True” here
11) e date is automatically entered
12) * Leave the LDIS field blank
E. Using the Tab or arrows, leave the record — this causes your newly-entered

DNA profile to be added to LINKAGE; if desired, hit “F9” again to lock
the database

9.2  To enter DNA profiles typed in Identifiler into LINKAGE:

A. Open the fornL INKAGE ID data entry either by double-clicking on it
(found in the same directory as LINKAGE) or by using File/Open/Form
within Paradox and navigating to that directory.

B. Hit “F9” to enter edit mode
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C. While at the top of the form, hit “insert” to get a new blank form
D. In the appropriate fields, type in the

1) Case number — either FB case number or NYPD project
case number

2) V# - “1” unless part of a pattern; otherwise “2” for the
second victim etc. Use “S” for a matching suspect, “1” for
a non-matching suspect.

3) DNA alleles (no commas, see 9.3 below)

4) “E” for evidence, “S” for suspect’'s exemplar, * ?o?
suspect’s pseudo-exemplar

5) Pattern designation, if applicable 0

6) Victim name — first and last names if ?ﬁon, or name of

business if not

7) Suspect name, if known

8) Date of incident — from 61 fon‘E)la request, or the date the
rape kit was collected

9) Precinct — number if kn% herwise “M,” “K,” “Bx,”
“Q,” or “R” based on ﬁi/ rage number for NYPD
projects

10) If an evidence prgf@&matches a suspect, enter “True” here

11) The date is aut ically entered
12) Leave the L% field blank

E. Use Insert agair% eate a new blank form — this causes your newly-
entered DNA to be added to LINKAGE; if desired, hit “F9” again

to lock thg@iﬁase
9.3 Allele Ent?S

Alleles must be entered properly!

9.3.1 For autosomal loci, enter one allele for homozygotes; “allele 1,” space, “allele 2”
for heterozygotes (no commas, no extra spaces). Amelogenin is entered either as
XX or XY.

9.3.2 For “new” alleles, use “12.x" etc. for off-ladder alleles, use “<6” and “>30" etc.
for alleles larger or smaller than the allelic ladder.
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9.3.3 If you do not have both alleles (i.e., in a deduced partial profile) leave blank. Do
not type in “**”, “inc”, “NEG”, “+”, or a single allele if you think the true profile
may be heterozygous.

9.4  Completion

sort itself the profile into the proper location. If the p does not sort,

9.4.1 Once the DNA profile has been entered, the databasepwill automatically
and the words “key violation” appear on the top ori&i[tom of the

screen, a duplicate profile may exist. Move yo or over to the V#

field and type in “x” instead. @

9.4.2 Use “Ctrl-Z” to zoom to the case numb just entered and check the
accuracy of your entry. If necessarg;)ahahge the “x” in the V# field to the
next victim number. Use “Ctrl-A” e to the next instance of that
number, if necessary. Q

9.4.3 On the LDIS/LINKAGE C g]?@aluation Form, date and initial that the
DNA profile was ente @ LINKAGE.

incomplete, the g may not find matches. A query may be used to locate any
potential matc% ” For DNA profiles that are also destined for LDIS, matches
missed i GE will be found during the LDIS autosearch performed by the
CODIS prior to each upload.

?S

9.4.4 Sorting is base@e Cofiler-Profiler Plus loci. If the DNA profile is
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The alleles in LINKAGE are organized in Cofiler and Profiler Plus order. Therefore, there are
two separate methods to enter profiles into LINKAGE, depending on the allele order. DNA
profiles developed from suspects are no longer entered into LINKAGE, though suspects from
previous years are still present.

9.1 Toenter DNA profiles into LINKAGE organized in Cofiler and Profiler Plus order:

Open the LINKAGE database %
Hit “F9” to enter edit mode

While at the top of the database, hit “insert” to get a bl e
In the appropriate fields, type in the
1) Case number — either FB case number or@ project

case number
2) V# - “1” unless part of a pattern; ot jSe “2” for the
second victim/entity, etc. For a%ch g suspect, “S” is
e

shown, for a non-matching s@x ‘1" is shown.
3) DNA alleles (no commas,%?. below)
|

4) Pattern designation, if ﬁl{ le
5) “E” for evidence. Other e¥ftries shown are “S” for

suspect’s exemm “P” for suspect’s pseudo-exemplar
d

OOwP

6) Victim name — last names if a person, or name of
entity if not é

7) Suspect nm known

8) Date ofd nt — from complaint form, lab request, or the
da ape kit was collected

9) P ct — number if known, otherwise “M,” “K,” “Bx,”
> or “R” based on the storage number for NYPD

?'projects
10) * If an evidence profile matches a suspect, enter “True” here
11)  The date the profile is entered
12)  Leave the LDIS field blank
E. Using the Tab or arrows, leave the record — this causes your newly-entered
DNA profile to be added to LINKAGE; if desired, hit “F9” again to lock
the database
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9.2  Toenter DNA profiles typed in Identifiler into LINKAGE:

A. Open the form LINKAGE ID data entry either by double-clicking on it
(found in the same directory as LINKAGE) or by using File/Open/Form
within Paradox and navigating to that directory.

B. Hit “F9” to enter edit mode
C. While at the top of the form, hit “insert” to get a new blank form
D. In the appropriate fields, type in the
1) Case number — either FB case number or NYPD Ng%
case number
2) V# - “1” unless part of a pattern; otherwise *, the
second victim/entity etc. For a matching t, “S” is
shown, for a non-matching suspect, “ own.
3) DNA alleles (no commas, see 9.3 b@
4) “E” for evidence. Other entrie wiTare “S” for
suspect’s exemplar and “P” f@ect’s pseudo-exemplar
5) Pattern designation, if ap I
6) Victim name — first ancﬂt mes if a person, or name of
entity if not
7) Suspect name, itk
8) Date of incident complaint form, lab request, or the
date the rape g was collected
9) Precinct — er if known, otherwise “M,” “K,” “BX,”
“Q,” orQ ased on the storage number for NYPD
prqc@
10) If@ vidence profile matches a suspect, enter “True” here
11) { date the profile is entered
12) eave the LDIS field blank
E. Use Ihsert again to create a new blank form — this causes your newly-

entered DNA profile to be added to LINKAGE; if desired, hit “F9” again
to lock the database.
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9.3  Allele Entry
Alleles must be entered properly!
9.3.1 For autosomal loci, enter one allele for homozygotes; “allele 1,” space, “allele 2”
for heterozygotes (no commas, no extra spaces). Amelogenin is entered either as

XX or XY.

9.3.2 For “new” alleles, use “12.3” etc. for off-ladder alleles, u "and “>30” etc.
for alleles larger or smaller than the allelic ladder.

9.3.3 If you do not have both alleles (i.e., in a deduce I profile) leave blank. Do
not type in “**” *“inc”, “NEG”, “+”, or a sin e if you think the true profile
may be heterozygous.

9.4  Completion

9.4.1 Once the DNA profile has bee d the database will automatically
sort itself the profile into the location. If the profile does not sort,
and the words “key violat ppear on the top or the bottom of the
screen, a duplicate profg\ exist. Move your cursor over to the V#

field and type in “x”@ead

9.4.2 Use “Ctrl-Z"t to the case number you just entered and check the
accuracy \K entry. If necessary, change the “x” in the V# field to the
next victj mber. Use “Ctrl-A” to move to the next instance of that

I

nunﬁe ecessary
9.4.3 On tht DB Profile Documentation page, indicate that the DNA profile was
entered into LINKAGE.

9.4.4 Sorting is based on the Cofiler-Profiler Plus loci. If the DNA profile is
incomplete, the sorting may not find matches. This is a function of the way the
database works; unlike the CODIS software, a new profile is not compared to
every other profile. A query may be used to locate any potential matches.
However, it is not expected that exhaustive queries be performed and it is
understood that due to the nature of LINKAGE, matches to partial profiles may
not be identified. For DNA profiles that are also destined for LDIS, matches to
other LDIS-eligible profiles missed in LINKAGE will be found during the LDIS
autosearch performed by the CODIS group prior to each upload.
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LINKAGE isclosed. Whileit may still be searched, no further profiles are being added to
it. Thereforethe only editing of it should be limited, such as needed correctionsto alleles.

The alleles in LINKAGE are organized in Cofiler and Profiler Plus order.

9.1  To edit DNA profiles in LINKAGE:

A. Open the LINKAGE database ®\%

B. Hit “F9” to enter edit mode 0
C. Use Ctrl-Z to search for the case number f@ofile to be edited

D. In the appropriate fields, type in the gorr d information

1) Case number — either FB mber or NYPD project
case number

2) V# - “1" unless part o %ern; otherwise “2” for the
second victim/entity, Q/For a matching suspect, “S” is
shown, for a non-m{tching suspect “1” is shown.

3) DNA alleles (nq&)@ as, see 9.3 below)

4) Pattern desigpaten, if applicable

5) . Other entries shown are “S” for
mplar and “P” for suspect’s pseudo-exemplar
6) Victi e — first and last names if a person, or name of
en
7) spect name, if known
8) te of incident — from complaint form, lab request, or the

date the rape kit was collected

9) Precinct — number if known, otherwise “M,” “K,” “BX,”
“Q,” or “R” based on the storage number for NYPD
projects

10) If an evidence profile matches a suspect, enter “True” here
11) The date the profile is entered
12) Leave the LDIS field blank

E. Using the Tab or arrows, leave the record — this causes your newly-entered
DNA profile to be added to LINKAGE; if desired, hit “F9” again to lock
the database

Controlled versions of Department of Forensic Biology Documents only exist electronically on the
Forensic Biology network. All printed versions are non-controlled copies.



FORENSIC BIOLOGY CODISMANUAL

9.0 ENTERING PROFILESINTO LINKAGE

DATE EFFECTIVE LAST REVISED APPROVED BY PAGE
03-24-2010 10-07-2013 MARIE SAMPLES 20F2

9.3  Allele Entry
Alleles must be entered properly!
9.3.1 For autosomal loci, enter one allele for homozygotes; “allele 1,” space, “allele 2”
for heterozygotes (no commas, no extra spaces). Amelogenin is entered either as

XX or XY.

9.3.2 For “new” alleles, use “12.3” etc. for off-ladder allel “<6” and “>30” etc.
for alleles larger or smaller than the allelic Iadder

9.3.3 If you do not have both alleles (i.e., in a de partlal profile) leave blank. Do
not type in “**”, “inc”, “NEG”, “+”, or a sin le if you think the true profile
may be heterozygous.

9.4  Completion

9.4.1 Once the DNA profile has béiﬁ tered, the database will automatically
sort itself the profile into t er location. If the profile does not sort,
and the words “key vigl " appear on the top or the bottom of the
screen, a duplicate_pr ay exist. Move your cursor over to the V#
field and type in “x”égtead.

9.4.2 Use “Ctrl-Z2 @m to the case number you just entered and check the
accuracy r entry. If necessary, change the “x” in the V# field to the
next vicgmRumber. Use “Ctrl-A” to move to the next instance of that

nurg]be(\ ecessary.

9.4.3 Sorting is based on the Cofiler-Profiler Plus loci. If the DNA profile is
incomplete, the sorting may not find matches. This is a function of the way the
database works; unlike the CODIS software, a new profile is not compared to
every other profile. A query may be used to locate any potential matches.
However, it is not expected that exhaustive queries be performed and it is
understood that due to the nature of LINKAGE, matches to partial profiles may
not be identified. For DNA profiles that are also destined for LDIS, matches to
other LDIS-eligible profiles missed in LINKAGE will be found during the LDIS
autosearch performed by the CODIS group prior to each upload.
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