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9 NYCRR Part 6192

ASCII

Accredited laboratory

Administrative removal

Allele

The policy which provides for #sablishment and operation of
the DNA Identification Index in New York State.

AmericanStandardCode forl nformationl nterchang Xt-
only, with no formatting such as tabs, bold or m@

meets or exceeds a list of standards, in indg-BleDirector’s
Quality Assurance Standards, to perfo; pecifitstby a
nonprofit professional association gf persons atgiinvolved in
forensic science that is national (] ognized withe forensic
science community in accordarps® with the provisiirthe
Federal DNA Identification& 42 U.S.C.814132) or

subsequent laws. g
O
O

The deletion of’e\ A recangbn verification of the fact that
the DNA recq&@ hot eligible for inclusion in S®and/or

NDIS.
o
In chs&dl genetics, one of the alterrfatens of the gene at a

a DNA laboratory that hasereed forma@ ition that it

partj r locus. In DNA analysis, the term “adlgl is
C only extended to include DNA fragments of Valea
gth and/or sequence which may have no known
O\)transcriptional product but are detected in a palgphic system.

O
Arrestee Q The known sample from a person who has been adrastkin

Assessment

accordance with the law of the applicable jurisdicis required
to provide a DNA sample for analysis and entry itstate DNA
database. The term “arrestee” includes personshatie been
charged in a formal criminal instrument, such agdictment.

An Arrestee Index consists of DNA records of pessaho have
been arrested or indicted with a crime and areired iy law to
provide DNA samples.

A review of a laboratory, conductecheyRBI's CODIS Unit, to
ensure compliance with the NDIS Operational Prooesiand
State/Federal law with respect to the laboratgogigicipation in
NDIS.
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Autosearcher A CODIS program that automatically selaes all DNA profiles
in a user specified index against all profiles e @r more other
user specified indexes. y\(l/
Biological Child The CODIS specimen category for DNA profile

Biological Father/Mother

Biological Sibling O

°
‘</3
)
%\
Q-C)

Ca&ﬁridge Reference
Sequence

known reference samples provided voluntari
or provided with the parental/guardian co
of a reported missing person. The DNA§ d fos f§pecimen
category is stored in the Relatives of I\/y ng Berdsdex.
These DNA profiles are removed opce the individaaivhom
the samples were submitted ha @ n identifietitbe i
individual voluntarily providin reference sadms

determined not to be relatg.\ € missing person

The CODIS specgﬁmgjor DNA profiles generated from

ﬁ%dmm
alt child

known reference s s provided voluntarily byhilodogical
father/mother of 8 réported missing person. Resfih this
specimen ca e@y are stored in the CODIS indexvkres
“Relatives o@h sing Persons Index.” These DNAfpes are
remove the individual for whom the samplesewe
subgitt as been identified or if the individualuntarily

proyalrg the reference sample is determined nbkteealted to
t issing person

\)The CODIS specimen category 1ONA profiles generated from

known reference samples provided voluntarily byltwogical
sibling of a reported missing person. Profilethis specimen
category are stored in the CODIS index known addfRes of
Missing Persons Index”. These DNA profiles are seed once
the individual for whom these samples were subuhitizs been
identified or if the individual voluntarily providg the reference
sample is determined not to be related to the mggserson.

The CRS is the standard segused in mitochondrial
DNA typing to which other mitochondrial DAtypes are
compared. Mitochondrial DNA profiles are reported a
differences from the standard reference sequeneddison, S.,
et al. Sequence and organization of the human hotwdrial
genome.Nature 1981; 290:457-465].
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Candidate Match

Candidate Profile

Case Disposition

Case Report

Casework Laboratory

CJIS-WAN

A possible match between two or reddNA profiles discovered
by CODIS software. A qualified DNA analyst fromcba
affected laboratory must verify a candidate matClandi
matches must complete a confirmation process befo ing
reported asa match or hit. (1/

A DNA profile matching the targddNA proﬁKe\'Z’See target DNA

profile). Q

The final outcome (confirmed corodi n,’offender hit, forensic
hit, etc.) of a criminal case aideq\'@ ODIS.

A report generated by a fo '(b]aliora documenting the
results of the analyses o crime scene evidence

A forensic DNA Iﬁatory rasgible for DNA profiles
developed from GQ scene evidence.

O
The FBI'sCgQ#ial Justicel nformationServicesWide Area
NetworktH@f provides communications network for theted
State enforcement community. Originally desijto
sup the Integrated Automated Fingerprint Ideaiion
m (IAFIS), the FBI is expanding the scopehef€JIS-
N to include all federal, state and local crirmbdratories

Ooparticipating in the National DNA Index System.

O
CMF Q CommonMessagd-ormat, an ASCII text file format necessary

QO
S
N
S

&

for importing data into CODIS.
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CODIS The C@nbined INA Index_§stem administered by the FBI.

CODIS links DNA evidence obtained from crime sceitiesreby
identifying serial criminals. CODIS also comparese @pe
evidence to DNA profiles obtained from offendels

providing investigators with the identity of thet
perpetrator. In addition, CODIS contains prqf missing
persons, unidentified human remains anch\ i$8iNg
persons.

ati
ves
There are three levels of CODIS: the Local DNA b&ystem
(LDIS), used by individual labor S; the StBiA Index
System (SDIS), used at the sta@ vel to sengestate’s DNA
database containing DNA @es from LDIS laboras; and
the National DNA Index % m (NDIS), managed kg Bl as

the nation’s DNA datap@de containing all DNA prediluploaded
by participating st \

CODIS Administrator An employe@e laboratoegwonsible for administration and
security of t boratory’s CODIS at a laboratpeyforming
DNA aﬁ§on forensic and casework referencepsesn This

is als fined role within the software.

CODIS Core Loci ®93 autosomal DNA loci that areepted and required by
DIS for a particular DNA testing method. Curigithe STR

O ore loci are CSF1PO, D13S317, D16S539, D18S51SMD21
Q™ D3S1358, D5S818, D7S820, D8S1179, FGA, THO1, TPanK,
Q VWA. D19S433, D251338, Penta E and Penta D aepéed

Q/O but not searched, as they are NOT CODIS core loci.
CODIS Inf Qélion A government employee of a COLARoratory who has login
Techno g%ﬂ ) User access to the CODIS systencdomputer hardware/software and
telecommunications maintenance purposes but whotis
Q = authorized to add, modify or delete DNA record€{@DIS.

?\

CODIS Custodian/Supervisor A member of the COD# sesponsible for overseeing the
CODIS system and all its functions (also called 18D
Custodian”). This person fulfills the role of Casek CODIS
Administrator as defined by the FBI QA Standards.
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CODIS User A government employee who: (1) has logtcess to the CODIS

system and is authorized to read, add, modify ated@®NA
records in CODIS; or (2) is a qualified DNA analysspoh$;
for producing DNA profiles stored in NDIS. Thisaﬁl ed

role within the software. \

CODIS User Plus An CODIS User who has also beenrged t 'ébQiﬁty to edit the
assigned analyst of a profile. This is a ttefined role
within the software. ,

Contract Laboratory A laboratory, usually in thevat: @{or that performs DNA
analyses under contract to a fQ%‘(SIC laboratory.

Control Certification Form This document certiftb&ée positive human DNA control(s)
and the negative contt atisfy the requiremesiiablished by
NIST. One docum ust be completed and subnattedally
to the SDIS Cusm\ before DNA profiles can baged into

SDIS. \.&

Cold Hit Two D @?lles matching with no priordication that the
profllg\ related.

Composite DNA Profile A profile generated bynebining typing results from
erent loci obtained from multiple injections thife same
\}amplified sample and/or multiple amplificationstbé same
O DNA extract. When separate extracts from a givedestiary
Q item are combined prior to amplification, the réisigd DNA

O profile is not considered a composite profile. éd there is a

AQ/ reasonable expectation of sample(s) originatinoppfeocommon

N source (e.g., duplicate vaginal swabs, known refsresamples,
\2\ or a bone), allelic data from separate extractfoms different
C) locations on a given evidentiary item should notbmbined

??’ into a composite profile.
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Convicted Offender The CODIS specimen categorafDNA profile generated

from any person who has been convicted of a crimfederal,
state, and/or local courts where the applicabledamnit (1,
establishment of a DNA record for this personN ork
State, this is a person convicted of one of thmesfi$iEd in
Executive Law, Section 995(7). Profiles in thi en
category are stored in the CODIS index k O\J as@oavicted
Offender Index” (or Offender Index). Aﬁ nedBOall
convicted felons in New York must givg ampléh®
database. <

®)
Convicted Offender Index A Convicted Offender Indmn@s of DNA records from

offenders convicted of qua@g state crimes anckniles
required by the relevantj{ iction to provide DEamples.
O

Convicted Offender Lab A forensic DNA I@Qtorﬁpensible for DNA profiles
developed from §onvicted Offender samples. In N@rk
State, this is @ew York State Police Forenswestigation
Centerin A .

Convicted Offender Sample A
desigRated convicted offender for the purpose oARXbfiling.

<
Convicted Offender Profile & DNA profile generatiedm a convicted offender sample.
O\)‘These DNA profiles are put into the CODIS speciroategory
Q™ “Convicted Offender” and are stored in CODIS in¢kexwn as
Q the “Convicted Offender Index.” These profilesaidish an
Q/O index of DNA identification records that are seaalior
X

O . |
gloGglcal sample comtg DNA that is collected from a

matches against the DNA profiles generated fromescene
evidence.

Con\@atch The DNA profile generated from anie scene evidence matches a
DNA profile from a convicted offender, but the aftier has
?\ already been convicted of the crime for which #atence was
collected.
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Criminal Justice Agency

Criminal History Record

DAO

Databank Coordinator

DCJS

QO
Q
DCJS Match g@r
N\
S

&

O

A criminal justice agensyan agency or institution of the
federal, state, or local government, other tharoffiee of the

public defender, which performs as part of its gipal f i@n,
activities relating to the apprehension, investaratprgsetution,
adjudication, incarceration, supervision or reh f

criminal offenders. For purposes of participa}i\ National
DNA Index System, the DNA Identificatiory Acsof 199vas
amended by Public Law 106-546 to inc & e Sapyaif
Defense in accordance with 10 U.S.C., 65.

Documents generated by D %tain arrest, charges,
conviction, sentence, Iocationmmentifying mif@tion of a

convicted offender. 6\(\

Stands for District Att y's Office. Thergone in each of the
five boroughs of N@/) rk City.

An employ G}jesignee obikission of Criminal Justice
Services re@sible for administrative requiremegiated to
the Ne\@@ State DNA Databank.
Sta or Division of Criminal Justice Sem#c Acts as a
liai@oh between local New York laboratories andtesv York
te Police Laboratory. DCJS manages the proggaponsible
or collection of offender samples in New York &tabandles
requests to expedite samples and database searthbandles
legal requests for convicted offender information.

A letter generated by DCJS afteratch between a forensic
DNA profile and a New York State Police convictdtender
profile has been confirmed. The purpose of thigita@s to notify
the laboratory of a confirmed match, provide cas#agency
information, the identity of the offender, and @nt offender
location.

The DCJS Match Letter is provided to the DAQO’s mpequest.
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Deduced Missing Person

Detainee

Detainee Index

DNA Analysis Backlog
Elimination Act

O
({/QO
S

DNA an\ga\rm

?\

O

The CODIS specimen catdgoBYNA profiles generated from
examining reference samples (for example, tooth)rugir

compared against the Relatives of Missing Pe
Unidentified Human (Remains) Index. /\\'\
The known sample from a non-United StelldsS.) person
detained under the authority of the < and reguiry law to
provide a DNA sample for analyi" nd entry ingiage/national
DNA database.

SPaesX and the

Detainee Index consistxé}\DNA réedrom non-United States
(U.S.) persons detain&? der the authority oftl® and
required by law to @ e a DNA sample.

Authorized G\@Ilection oA samples from persons
convicted o&cified Federal Falpoffenses, certain District of
Cqumb&)@ victed offenders, and military offergler
An @stoyee that has successfully coetedl the laboratory’s
traffiing requirements for casework or databaseyknar

ework reference sample analysis, passed a comepdest,
nd had entered into a proficiency testing progiraaccordance
with the FBI’'sQuality Assurance Standards for Forensic DNA
Testing or DNA Databasing Laboratories. This individual
conducts and/or directs the analysis of samplésygrets data
and reaches conclusions. See also, Interpretingystna
Qualified DNA Analyst.

The New York State Identification Indéas used throughout
Executive Law Section 995) comprised of DNA prdila the
Convicted Offender index, the Forensic index amd\tissing
Persons index.
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DNA Identification Act DNA Identification Act of 194; 42 U.S.C. §14132, as amended

by the DNA Analysis Backlog Elimination Act of 200he
Justice for All Act of 2004 and the DNA Fingerpriatt 9{1/

2005. Q

DNA Profile The genetic constitution of an indivialuat defin@bcations
(also known as loci) in the DNA. A DNA't 'Beriv’érdm
nuclear DNA typically consists of one o@alt@m several
loci (e.g., short tandem repeat loci). Th,e NA tgeeived from
mitochondrial DNA is described in relation to tlevised
Cambridge Reference Sequenc&&ture Genetics 299947).

Also known as a DNA type.

DNA Record A database record that ir@es the Dplafile as well as data
required to manage a erate NDIS, i.e., thei@tigng
Agency Ildentifier witick’serves to identify the sutiig
agency; the Spes'% Identification Number; and DNA
personnel asi\'@ ed with the DNA profile analyses.

Elimination Sample A biol i@%ample from a knoindividual (commonly a

n&gr consensual partner), other than thgeallperpetrator

, Which is analyzed for purposes of idéniig those

ns of a forensic DNA profile attributablettee alleged

petrator. This DNA profile for this specimenegorymay

O e stored at the state and/or local levels bubihgible for
upload to NDIS. Such samples are considered tviaentiary.

Employee O A person: (1) in the service of the applte federal, state or
AQ/ local government, subject to the terms, conditiamd rules of
N federal/state/local employment and eligible for the
\2\ federal/state/local benefits of service; or (2)rerly in the
C) service of a federal, state, or local governmena véturns to

Q‘ service in the agency on a part time or temporasysh For
?\ purposes of a vendor laboratory, an employee ersop in the
service of a vendor laboratory and subject to phy@ieable
terms, conditions and rules of employment of thedes
laboratory.
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Equivalent Allele Parameter

Exact Match

Executive Law Article
49-B Section 995

Expert System

Expungement

For PCR/STR, this patamis used to determine whether a
target allele matches a candidate allele. ItRECR value that is
defined to be the same as another PCR allele vﬁqei)ssl t
allele values are reciprocal. For instance, at I,H02=9
9.x = 10 with respect to searches. Equivalenc by the
administrator. During review of a candidate ,reviewer
must check whether the values are indee;\le\ Ivalent

An association between two proﬂlesr(giegource fully
deconvoluted, partially deconvoluted, or mixturiet
concludes that the two profiles, &mponentshefproﬁles
are the same.

Provisions of New York,%ﬂw establishing the Commission
on Forensic Science DN/eidification Index.

The software pr gﬂ% or set of soft@grograms that interprets
the data gener, from DNA analysis instrumerttfpoia in
accordance@ the laboratory-defined quality emsce rules
and accur@lely identifies the data that does os doe satisfy
such rut;
N
T eletion of a DNA profile at theadé and/or national index
els in response to the following: (1) a coudeay that has

verturned a convicted offender’s conviction faqualifying
offense; (2) a court order establishing that chaxgere
dismissed or resulted in acquittal, or no chargeseviiled within
the applicable time period; (3) a death certificatether
document indicating that human remains have beamtifced;(4)
if the missing person corresponding to the refezesample from
a relative has been id

TheFederalBureau ofl nvestigation is the federal agency
authorized by the DNA Identification Act of 1994issue
guality assurance standards governing forensimtgand DNA
databasing laboratories and to establish and astairthe
National DNA index System (NDIS).
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FB-LDAS or LINKAGE

Forensic DNA Laboratory

Forensic DNA Profile

Forensic DNA Testing

Forensic Hit (FH)

Forensic Inder/OQ
3
S

&

Forensic Biology Local DNA Anabes System (LINKAGE) -
the Paradox DNA database used to search prelimDisldy
results for case links. LINKAGE contains both acasek
mixture profiles and suspect profiles. Q

Any forensic laboratory mgged by the state rQD\".tI{)f local
government that performs forensic DNA t $§hg amerscene
evidence or materials derived from the %q n bodys$e as
evidence in a criminal proceeding or for%rpos‘es 0
identification (Executive Law secti0{9 5(2)).

A DNA profile generated froh@sting of crime scene
evidence. These profiles a: m persons whasdittes are
not known with certainty who left DNA at theege of a
crime or whose DNA &réb%arried away from the saxree
crime. These profi@ e put in the CODIS spenicetegory
“Forensic Unknown*” Profiles in this category atered in the
CODIS index\l@vn as “Forensic STR Index”.

Any t:‘éd employs techegto examine DNA derived from
the hg\o body for purpose of providing informatiomesolve
issu.gg f identification (Executive Law section @95

DIS case disposition when twomore forensic samples are

O\)rinked; also called a case-to-case hit.

A Forensic Index consists of DNAfib@s originating from and
associated with evidence found at crime sceneseXxample,
evidence associated with a crime scene includes Bidmay
be carried away from a crime scene. The Forensiexitontains
the specimen categories Forensic Unknowns and &ioren
mixtures; and at the New York State level, Low Cdfymber
samples.
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Forensic Mixture A specimen category in the CODd8veare that is stored in the

Forensic Index and originates from a forensic sanfipiblogical
sample found at the scene of a crime) that conai& '\"i,
contributed from more than one source. Q

Forensic Match Letter A letter from a laboratoryxdmenting a confir (]!orensic
Match. This letter provides information re S\f?thg
investigating agency and offender inforréio @olved cases).

Forensic Obligate Index An index that containsgpecimen atégory Required Alleles,
and contains six to nine loci, segrClyed at modestategency.
Profiles in this index are only hed at SDi8ythave too
few alleles to be uploaded IS.

Forensic STR Index The CODIS index t%@%ntaimerfsic DNA records.

Forensic Sample A biological sa Ce)originatingﬁrand associated with a crime
scene. For ex e, a sample associated with & @tene may
include a s that has been carried away frenerime

scene. C)O

Forensic Unknown Thﬁ@ODIS specimen category fagrfsic DNA profiles
ated from the testing of crime scene evideReefiles in
IS specimen category are stored in the CODISxkaewn as
Oo“Forensic STR Index.”

Heteroplasmy Q The occurrence of more than one nutodhal DNA profile
O (mitotype) arising from a particular tissue(s) witlan
QQ/ individual; exhibiting more than one base at aipalar
N nucleotide position.

High s{kinyency The number of alleles and the @poading allelic values are
?\ the same between two DNA profiles at a given locus.

High Stringency Match All alleles at all loci matahhigh stringency.
A confirmed match between two or more DNA profileléts can
occur at or between any level (local, state anobnal) in the
CODIS hierarchy. Hits can be a Forensic Hit, are@der Hit, an
Arrestee Hit (some states), or a Suspect Hit (FacdBiology

only).
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Homopolymeric Regions

Hypervariable Region |
Hypervariable Region II

Identification Confirmed

Identifying Information

Identification Pending

Q/
Indictment A
@

Int&ﬂng Analyst

Investigating Agency

Index Offense

The occurrence of varialigtles of the same nucleotide in a
length of mtDNA (i.e. CCCCCC), these generally acawund
the region of 16183-16193 in HV1 and 303-309, 315-61,

HV2. Q'\

A segment of increased \mlitg in the mitoc @ial DNA
control region; the common nucleotide po r\ gdusdorensic
MtDNA typing are 16024 to 16365. ;\

control region; the common nu e positiongluseforensic

A segment of increasedalaility in tSe mltochondrlal DNA
MtDNA typing are 73 to 340. Q)

CODIS when an individual is
etadata and other infatron such as
ficate support the cordiion of the

ID confirmed. Dispositia
identified and confirm
a copy of the deat
identification.

Informatlon@sa Convict€ffender’s personal characteristics
and ID rs, e.g. name, NYSID#, DOB, SS#, etc.
Identif Informatlon is prohibited in CODIS.

ending. Disposition iGNCODIS when an individual's
tification is still in the process of being domed.

An offense defined in Executive Lave&ion 995, conviction of
which determines eligibility for inclusion in thegfe DNA
Databank.

A formal written accusation originatingith a prosecutor and
issued by a grand jury against a party charged avithme.

Forensic Biology analyst rasgible for interpreting the DNA
results in a case. Interpreting Analysts are CO@Nalysts.

See Submitting Agency.
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Investigations Aided (1A) A criminal investigati@yuates to a case, which equates to a

submission to a laboratory. An investigation aiftech
casework laboratory is the number of cases suluirtit Iab

that were assisted by CODIS. Investigations aile
Investigations assisted = Cases aided = Case

Juvenile The known sample from a juvenile (as té& 'il\?efined by the
relevant jurisdiction) who is required by €' kprovide a

DNA sample for analysis and entry intg tate DiNabase.
The DNA profile for this specimen %tegory is stbie a

Convicted Offender Index. @)
N
Keyboard Search A manual search of CODIS {§tatéy a CODIS user. In SDIS
or NDIS the search is init} by the SDIS or N@&stodian.

In LDIS the search is& by a member of the COipisIp.

Keyboard Search Request A request fror\gl)agemcylieyboard search of the DNA
%@, SDIS or NDIS. This letter inclads!l of the

Databank at
information ing to the DNA profile, the reqgtiag agency
and certifi@@tton of the control values.

Keyboard Search Result A@l&er from the Databao@r@inator documenting the results
Letter h/no match) of the Keyboard Search.

Known Sample OQBioIogical material whose identity dype is established.
Q™ Examples of known samples would be a buccal speciren a
Q victim or suspect; or a sample contributed by tlese biological
O relative of a missing person.

Laboratory. \A A facility: (1) employing at least twollftime employees who
\2\ are qualified DNA analysts; and (2) having and rtamng the
C) capability to perform the DNA analysis of forenaied/or
??‘ casework reference samples at that facility.

LDAS TheL ocalDNA AnalysisSystem, a Paradox database which
contains the local DNA profiles. The LDAS for FosemBiology
contains casework non-mixture (or deduced) foreD8i&
profiles generated from casework and DNA profilesf
suspects developed during the course of criminadstigations.
This database is commonly called “LINKAGE.”
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LDIS TheL ocalDNA IndexSystem contains the DNA records
selected from LDAS for searching for DNA matched &or
those eligible) for inserting into higher level (band %)
CODIS indexes. Q
LDIS also contains DNA records for profiles @rl}fe for
entry into LINKAGE, such as non-deduce turepartial
profiles. Q

LAB-TYPES

Legal (sample)

O
S
LINKAGE \A
i

&

LINKAGE

A database which contains DNA pr{]:Iésrfm Department of
Forensic Biology staff, known c inant DNA ple$, and
other DNA profiles from knowrr%?viduals (suchjasitorial

staff). 6\(\

is collected under able legal authoritiesyved that
DNA samples thaJ\ voluntarily submitted solely f

elimination @es shall not qualify as a Legacsmen. An

The known reference ﬁ@ le from agom whose DNA sample

example of gal specimen is a sample collected & person
found ngt QOitty by reason of insanity who is reqdiby the
relevan te law to provide a DNA sample for gsialand
entr&o a state DNA database. The DNA profiletfos
sp@imen category is stored in a Legal Index.

Legal Index 0\)0\ Legal Index consists of DNA record§ mersons whose DNA

samples are collected under applicable legal attither
See LDAS.

A laboratory employee who: (1) has ingccess to the
LDAS/LINKAGE system and is authorized to read, ataddify
and/or delete DNA records in it; or (2) is a quatif DNA
analyst responsible for producing DNA profiles stbin
LDAS/LINKAGE.
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Low Copy Number or As defined by NDIS, based updabaratory’s internal

Low Template DNA validation, any DNA typing resutisnerated from limited

Analysis quantity and/or quality DNA template ugmondltlons t ave

demonstrated increased stochastic effects ar
Template or Low Copy DNA analyses. The stoof

which may be observed in DNA samples su Hdod
conditions include allelic drop-in or drop’ék5 ased stutter

and increased intra-locus peak height i nceenised to
analyze limited quantity and/or qualityp temp@dtelow the
stochastic thresholds, Low Template or Low Copy DNA
conditions may include the follo & additional jalification

cycles, post-amplification purifiggtion, reducedcgon volume,

injection enhancement by i ased voltage or tand,nested
PCR. g
O
Low Copy Number A specimen cateﬁ'ijlxisting atDepartment of Forensic
Specimen Category Biology LDIS New York &taDIS for the purpose of

uploading an rching profiles generated usiwgclapy
number (a ation) techniques. Such profiles ot eligible

for NDI&)O

Low Copy Number Profile F@sic Unknown composgttefiles that have been analyzed
extra cycles during amplification. These glsare
ed in the Low Copy Number Specimen Categotiien
\)Forensic Index.

Low Stringency Q For a given locus, an allelic val@er one allele from one profile
is the same as an allelic value for one allele fearather profile.

Low String ‘éMatch At least one locus matchds\atstringency.

Mark marked Profile Marked profiles in SpecinManager are profiles selected for
upload to SDIS. Unmarked profiles are those peefdeselected
?\ for upload to SDIS. Pattern and suspect profitesuamarked.
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Match

Match Confirmation

Match Manager

Match Report

Match Stringency

A match occurs when CODIS makes an associdigiween two
or more DNA profiles and a confirmation is perfourizy
designated laboratory personnel from each affdaw@.
At the Casework Laboratory and for the purpose Q@l
evaluation, a high stringency match at all loci |
and evaluated by an individual who is currentl
previously a qualified DNA analyst. At the,ﬁ%&ework
Laboratory, a match at any loci at less rg tghgency shall

be reviewed and evaluated by a DNA ¢ work analysently
qualified in the technology being re(iewed.

ewed

The process of determining ﬂf@ntial candidate match
generated by CODIS or ot@atabase softwarériganatch
and should be reported t& investigating agency.

O

Match Manager ( Man) is the CODIRIule that allows
for the managin sorting of matches discovéremigh the
use of CODI tches are added to Match Managéned
Searcher aré‘\ tosearcher programs.

O

Electroait report generated by CODHenva potential
can%&te match is made by CODIS software.

%,

e actual locus-level stringefiow, moderate or high) for a
atch. The match stringency for the match betweenQNA
profiles is determined by the lowest locus-levehsgiency for all

loci of the match. A Match Stringency is used stablish
whether or not two DNA profiles are identified aatshing. The
CODIS software supports three Match Stringencyltevew,
moderate, and high. Low stringency matches occ@rvadne or
more alleles match between the target and candwlafides at a
given locus. Moderate stringency matches requiiralales to
match, but the target and candidate profiles camano a
different number of alleles. That is, if the targedfile has three
alleles and the sample profile has two, then tieled must
match. High stringency matches require all allédesiatch.
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Maternal Relative

Methodology

Mis-match (search)

QO
&

Miss@é\zrin

?\

The known reference sample volanly provided by a maternal
biological relative who is not a mother, child dslsg of a
reported missing person. The DNA profiles for tpeci
category are stored in the Relatives of Missing X.
These DNA profiles are removed once the indivi hom
the samples were submitted has been identifi

individual voluntarily providing the referen % mpas been
identified. This is also a disposition tha &J ed in NG
CODIS to describe a mtDNA match.

The term used to describe the @q’:mcesses and

procedures used to support a typing technolémy:
example, extraction meth anual vs. automated),
guantitation methods (sl t, fluorometry, reale), typing

test kit and platform ( ry electrophoreseslrtime gel and
end-point gel syst

A paramet ,@un Searcher/fAmwdsearcher which allows for
one locus o e\p file being searched to matcm@by below the
strlnge eI being searched, and still rethmresult as a
match. r mstance during a moderate seareli, but one
Iocuﬁs&n’th entered alleles, in the two profilesngecompared,
&h at moderate or high stringency, one locughvisi either a
stringency match or not a match at all, willdsplayed.

\)Searches allowing one mis-match are performed &% l2bd

SDIS; the purpose is to identify offender and feiermatches in

spite of a possible typographical or interpretadicrror at one
locus of any given profile. If this parametesét to “zero”,
then the match must occur with no mis-matcheseas#hected
stringency in order to be returned by the search.

The known reference sample of aiwicheal reported missing,
voluntarily provided by a relative or the persononhed the
missing person report. The source of the DNA tenlverified
as originating from the missing person and is stanmehe
Missing Persons Index.
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Missing Person Index A Missing Person Index coai$tDNA records of missing
persons and deduced missing persons.

Mitochondrial DNA A small circular piece of DNA foul outside the nuc '§in most
cells and generally involved in the production
responsible for energy production in the body erited
maternally. /\\

Mitotype A mitochondrial DNA profile consisting,gisting of nucleotide

typically the Cambridge Refere equence (CR&wsed
Cambridge Reference Seque rCRS). The mitatjipeary

sequence differences from a stand;rd referencesegu
depending upon the Iengtl&@he sequence detected.

Moderate Stringency For a given locus, a %mummber of common alleles and the
corresponding allel ues must be the same letweo
profiles. The mins number is determined by thefife with

the fewest alle@ his is the standard searahgsincy.

Moderate Stringency Match A ma I@gween two DN&ifes in which the locus-level

stringe match for all the loci of the match veétber at
mod%ﬁﬁe or high stringency. No loci matched at $tnvngency.
%,

NCIC 0 ionalCrime I nformationCenter.
NCIC Miscellaneous Ej The designated free tetdfin NCIC where identifying
5 information as to the location where DNA profilesvk been
O produced may be placed. This field should alsodselWo enter
QQ/ information when a candidate DNA sample does neltlya
N DNA profile.

NCIcﬁdentified The file in NCIC containing reats for unidentified deceased

Pe ile persons; persons of any age who ang land unable to

§~ ascertain their identity; unidentified catastropiaims; and
body parts. For CODIS purposes, the DNA profile for
unidentified persons in the Unidentified Human Remmandex
is related to records in the NCIC Unidentified Per&ile.
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NDIS TheNationalDNA IndexSystem. NDIS is one component of

CODIS - the national and highest level index camitg the
DNA records contributed from participating fedesiatg\
local laboratories. NDIS is administered by the KB
accordance with the provisions of the DNA Iden{t&Act of
1994, as amended. '\Q)

NDIS receives DNA records from every, /Wér levedeéx and
supports the searching functions of Cg . Thes& Dd¢tords
are comprised of forensic DNA profjles, convictdtender
DNA profiles, arrestee DNA profiles» DNA profilesoim
missing persons and relatives,r%?anonymous Dioflgs

as

contributed to a populatior&@h e.

NDIS Standards for The document prep Kby thespBtifying the requirements
Acceptance of DNA for DNA data to epted EAarshing and storage at the
Data National level. Ti(e must be reviewed by @®Bnalysts
annually, anq\ ntly consist of a web-basedadhiingi followed
by a quiz. Q
O
Negative Amplification An Qﬂe control samplent@ning amplification reagents
Blank Wit?-$(radded DNA, used to detect DNA contaation of the
ication reagents during testing.

Negative Control OQA specimen included in a batchsgecimens which, when tested
Q™ using DNA testing methods, should yield negatis tesults.
Negative Reagent Q A negative control sample contang all testing reagents without
Blank O added DNA which is used to detect DNA contaatipn of any
QQ/ reagent during testing.

NIST C;» Stands for th&lationall nstitute ofStandards and echnology.
No@?n CODIS case disposition for a moderatagémncy candidate
match between two cases that are not a true match.
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No Suspect Case
NYPD
NYS Administrator

NYS DNA Databank

NYSID Number

Obligate Allele

Offender QO
&

Oﬁ@é’ Duplicate

o

1. A case with no suspect liste@his is determined by
checking all paperwork associated with the ewiden
submission and case contacts.

2. A case in which DNA testing has been cond the
listed suspect(s) have been excluded. (1/

Stands for the New York (City) Police Depe\hhe

The New York State Administraterresp&ible for the
oversight and approval of CODIS f ncfions at thegestevel.
This includes supervising the SQ\@ ustodian.

The New York State Identifigatioilex as used throughout
Executive Law Section 9 hich is comprised ofApiofiles
in the Offender STR | , the Forensic STR Indles,
Unidentified Huma eXx, the Missing Person Inded the
Relatives of Misg)iq ersons Index.

TheNew Yo, éateldentification Number. A unique number
assigne Ié\person upon fingerprinting. NOTHSs Rlumber is
only izable to New York State Convicted Offersj@ther
stat% ave their own identifiers for offenders ardstees.

%
@e “Required Allele”.

An individual who is required by statuie submit a sample for
DNA analysis and databasing. The term “offendecludes
individuals who are convicted or arrested for anerior juveniles
adjudicated delinquent for an offense and requiestate or
federal law to provide a DNA sample for analysid an
databasing.

CODIS case disposition whensidnme offender matches a case
more than one time due to duplicate testing obffender. This
also serves as a quality control of the database.
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Offender Hit (OH) CODIS case disposition when a DNofile generated from

crime scene evidence in an open case (case witbmaction)
matches a convicted offender profile (or arrest&DI

NDIS.
(19

Offender Laboratory The laboratory responsible RISIfor a DNA r@b developed
from a sample provided by a known offer&ag.\THemfer
laboratory for the State of New York is | chatl
administered by the New York State P9 Labosator

Offender Match Letter A letter from NYS DCJS (foa @victed offender matches)
or the offender lab (offender es at NDIS) doenting a
confirmed Offender Match *@/ldes the offendedisritifying
information and the invesg@ ing agency. It isdubg the
agency investigating th€¥ase to obtain a cougraaacquire
another biological gfgle from the convicted ofiemidr
comparison to can cene evidence.

ORI Stands foo@ating Agencyldentifier. Unique laboratory
identificatiQl) number that associates a specimém aparticular
laboratég/(OCME - NY030011K).

Other I@%ODIS specimen category that the Depatttofe-orensic
logy uses for forensic DNA profiles generateahfirthe
Ootesting of crime scene evidence that are knownatcimother
Q™ forensic DNA profiles in the LINKAGE and/or LDIS ti#bases;
Q one of which has already been uploaded to the uppels of

O CODIS. These (pattern) profiles are unmarked fdoad to
QQ/ SDIS and only get searched in LINKAGE and/or LDIS.
)

&
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Ownership Ownership occurs when any of the follogiariteria are

Partial Match

Paternal Relat@

&

Pedigree Tree (Index)

applicable:

(1) The originating laboratory will use any sangplex rﬁbs or
any materials from the vendor laboratory for
of forensic testing (i.e. a vendor Iaboratory
extract that will be analyzed by the origin@izgdeatory);

(2) The originating laboratory will interp \ ta generated
by the vendor laboratory; &

(3) The originating laboratory will |ssug report the results
of the analysis; or

(4) The originating Iaborator;%génter or sda DNA

profile in CODIS from dat nerated by the vendor
laboratory. 6\

Forensic Biology take &ershlp of CODIS specimens
submitted by otherga@cies for testing at OCMEijrstance

Unidentified Humq emains that were received for

mltochondrlaL&GD\ testing.

An as n between two singlerseiiclean or fully
deconveluted profiles), showing similarities bubghof an exact
mat \that suggests that the source of an evatgrgrofile is
P ially a relative of the source of the otlpanrtially

ching, profile. Partial matches are inadvertent may be

\)round at the local, state, or national levels (tiglo comparison

at the bench, LINKAGE, or CODIS searches).

The known reference sample volanly provided by a paternal
biological relative who is not a father, child dolgg of a
reported missing person. The DNA profiles for tpecimen
category are stored in the Relatives of Missing@&eindex.
These DNA profiles are removed once the individaaivhom
the samples were submitted has been identifiefitbe i
individual voluntarily providing the reference sades
determined not to be related to the missing person.

The Pedigree Tree Index stinsf DNA records of relatives
and spouses of missing persons that are assouidted
Pedigree Tree.
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Pending A CODIS disposition choice used temporafile awaiting the
final results from a confirmed match from the invgating
agencies. N
Perpetrator The individual who commits a crime. Thaentity of‘t
perpetrator may or may not be known to the pigtipe.
Personally Identifiable Information that includest is not Iimite&l&\ames, dates of
Information birth, and social security numbers UEE/ tify individuals.

Personally identifiable information does not in@udformation
derived from the examination of&@ NA sample.

Platform The type of analytical sys (%iizecgtmerate DNA profiles
such as capillary electro sis, real-time ged, end-point gel
instruments or systeméO

Positive Human DNA Control A known refere%:fg'bl\lammle traceable to the NIST standard
reference mat or which the DNA profile is k@ and is
used to de rate the acceptable performanc®iffatest.

O
Popstats COD S€nbgram available within the CODI8ftsvare to perform
stati | calculations using the FBI populati@tabases.

)

Privacy Act @gulation which determines what infation can be entered
Oornto CODIS in order to protect the rights of thdiindual.

identify areas in which improvement may be nee&edficiency
AQ/ tests may be classified as: (1) An internal pieficy test, which

N is produced by the agency undergoing the tesiii2xternal
C;z\ proficiency test, which may be open or blind, test obtained

from an approved proficiency test provider
Quyl'ﬁed Auditor A current or previously qualifieBNA analyst who has
successfully completed the FBI DNA Auditor’s traigicourse.

Proficiency Testi%o A quality assurance measure usenonitor performance and
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Qualified DNA Analyst A DNA analyst who has satesfiand continues to satisfy the

experience, education, training, proficiency tesand
continuing education requirements of the FBI Dime’st%ﬁ%h’ty
Assurance Standards (Standards 5 and 13), iss ance
with the DNA Identification Act of 1994, as well ggctessful
completion of a qualifying test prior to beginni work or
databasing responsibilities. /\\

In the Department of Forensic Biology a’Qualif@NA Analyst
is defined as an Interpreting Analy who is a Quitist Il or
higher title meeting the above r ments.

Quality Assurance Those planned or systemi ’@?rm:essary to provide adequate
confidence that a producK ervice will satisfyeg

requirements for qualw

Quality Control The day-to-day ORE tional technéguand activities used to

fulfill requirerv&@ of quality.

Ranks Associa&'&@dee in NG CODIS from Relatiwdsvissing
PersqQnsJd a pedigree tree to Unidentified Humamdes. The
casQ e ranked in joint pedigree likelihood ratter.
<
asework reference sample islbgical material obtained
Oorrom a known individual and collected for purposés
Q™ comparison to forensic samples. Also known asxamelar or
Q known DNA sample.

Reference sample

Relatives of %ng Consists of DNA records frtm biological relatives of

Person (In individuals reported missing.

Requgstipy Laboratory A laboratory that sends aesito the SDIS or NDIS Custodian
to search SDIS or NDIS.

?\

Required Allele Specific designated alleles of aespmen are required to match in
order for CODIS to declare a match. Required edlelre
attributable to the perpetrator in a mixture, areldesignated
with a “+.” Only one allele per locus can be sgigeated.
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Required Alleles Specimen A specimen category @drfsic unknowns and/or forensic
Category mixtures which can have up to one alledeked as an
obligate, per locus. Samples in this categoryoatg seq\fmed at
LDIS and SDIS, not NDIS.

Revised Cambridge A revision of the standard secpIi€GRS) use?\@mtochondrlal
Reference Sequence (rCRS) DNA typing.

“Scientific Reason” A statement that supports adeasing f,e%r than the required
minimum of STR loci at the state or,national legeich as the
apparent presence of mixtures, i. le degradatitmited
sample availability.

SDIS TheStateDNA Indexsyst%é\l'he State’s repository of DNA
records under the con f state authorities.SBItypically
the central point of&t between all New Yot&tS local
labs and NDIS. 8\e also Convicted Offender Lalboyat

SDIS Custodian An employ &de&gnee of the Newrk State Police
respon r, among other duties, maintainingSs Rulfilling

technj quwements of CODIS and proper openaticthe

corr&ﬁer hardware on which the DNA Databank resides

%)

Search @hethod for comparing target and candidaiefiles to see if

\}any match.
O

Search Strlngency Allows the user to define the ni@r of alleles per locus that
Parameters the target profile and candidate profifeist have in common. It
AQ/ is a user-defined setting that is used as a filteeport locus

N matches of equal or higher stringency (see Lovwngémcy,
C;z\ Moderate Stringency, High Stringency).

Se Q‘Results After CODIS determines that two arenDNA profiles match,
§~ an electronic report is generated by CODIS andsisibuted to
the laboratories responsible for the matching pesfi

Searcher Searcher is an application within the C3Ddiite of software
products. It provides a means of locating spe@®fA profiles
by searching the profiles within the CODIS indef@spotential
matches to a target DNA profile.
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Specimen/Sample The biological sample (for examplapod, semen or epithelial

cells) that is the object of DNA analysis for pusps related to
forensic identification or statistical populaticenspling. y\(l/

Specimen Category Used to classify a DNA profild datermine into index a
specimen can be transferred. For example, uQfganperson,
forensic unknown and low copy number ¢ b{@oriesbeil
inserted into the Forensic index. Q

Specimen ID Identification number associated wittD&IA profile entered into

can be no longer than 24 char rs. The OCME iDapat of
Forensic Biology uses a s%@rd format which jgaéred in
section 4.1 of this manua}.

the CODIS system. Specimenag mbers must beueragd

O
Specimen Manager Specimen Manaﬁr{(@pecMan) isiE@odule that provides
a simplified, centxal’mterface for managing spemis (DNA

records). In K@VIan, views of specimens can ésted using
different cri , specimens can be marked/unnthféeupload

and upI@@ an be sent.

Spouse Thgﬁewn reference sample voluntarily paed by a
P mptive parent of a common child. The DNA pesffor
IS specimen category are stored in the SpousxIriche DNA
0\}record of a spouse shall be removed if the missergon
QO corresponding to this reference sample has beetifidd.

Spouse Index O A Spouse Index consists of the DNA oeds of a presumptive
QQ/ parent of a common child of a missing person.

time that can lapse after a criminal act occurstfto be taken to
court. If that maximum time period passes andogrpetrator
has not been formally charged for the criminal tetn he or she
never can be.

Statu@ imitation A statutory provision whichts forth the maximum period of

Stringency Stringency levels define the numberlefes that must match in
order to produce a match (low, moderate, or high).
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Subject Index An Index in the State DNA Databasatltontains samples from
convicted offenders seeking early release fronmopri parole,
probation instead of prison, a plea bargain tesadeoff or
those participating in the Department of Corredi es’
discretionary program that results in early releﬂ@ ffender
into the community. '\Q)

Submission Form The DNA Databank Specimen Subnﬂ@. This form,
which contains the bar code number o; offersdeatimple, is
submitted to the convicted offender,laboratory glaith the
offender’'s DNA sample. This f ntains the affer's
identifying information, and th llity responkatior the
sample collection. 6\(\

Submitting Agency The agency that sub d eviddna forensic DNA crime
laboratory. The su g agency is responsibte fo

investigating cri .
o

Suspect An individu@ose identity is known toelpolice and who is
alleged to @¥'the perpetrator of a crime. Exerspatiected

from pect, such as blood or buccal specinbemseudo-

exe@ers such as cigarette butts or soda bottlesived in the

‘g%; tory for DNA comparison purposes, are considle
N

entiary.
OO 1.  Acase in which DNA has been contld and the listed
Q suspect(s) have been included.
Q/O 2. A case with a suspect listed and no DNA amslyas been

Suspect Case

performed to exclude them.

Target %}&rofile A target profile is a DNA prdéilfor which you are trying to find
a matching DNA profile. This profile is submitteg a criminal
Q‘ justice agency for the purpose of searching ag&ihgt profiles
?\ maintained by SDIS and NDIS which could match ateked
DNA profile.

Technical Leader An employee who is accountable the technical operations of
the laboratory and who is authorized to stop opsnd
laboratory operations.
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Technology The type of forensic DNA analysis perfed in the laboratory,

Unidentified Human
(Remains) Index

Unidentified Person

Upload

User

User Defined 1, 2, 3

O
((/OQ
S
S

&

&

such as RFLP, STR, YSTR, or mitochondrial DNA.

Consists of DNA records fromaeered living perso %‘or
example|dren who can’'t and others who can’ fuse to
identify themselves), and recovered dead p r@(yding their
body parts and tissues) whose identities QKG\ kn

The DNA profile developed frime recq ed deceased
(including body parts and tissue) or,an individaab is
unidentified (for example, childr 0 can't artlers who
can't or refuse to identify thee‘éves) The DNfpe for this
specimen category is stor t\ e Unidentified ldom
(Remains) Index. %

The transfer of eleg'glc data from a loleeel of CODIS
(LDIS or SDIS) t% pper level (SDIS or NDIS).

Personnel \@ have login access to CODIS agdatified
DNA a who are responsible for producingDinA
profllg\ red in NDIS.

@DIS case dispositions thatle defined by the user in the
nt that the others are not appropriate.

User Defined 1 is not used in OCME’s LDIS.

User Defined 2 is generally used when a forerememe hits an
additional sample taken from the same offender lwthie
forensic sample had hit previously. This is ddfity agreement
among all the NY labs.

User Defined 3 is generally used when a foreremee hits a
known sample at SDIS which turns out to be a victintness,
consensual partner or other elimination sample hias unable
to be obtained for in-house testing. Forensic $asnpvolved in
matches/hits of this type are then removed frondttabase.
This disposition is also the “catch-all” for allher uncommon
match resolutions. This disposition is definedhe@sded by the
LDIS lab upon concurrence by SDIS.
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Use and Dissemination
Agreement

Waiting for More Data

Warm match/hit

An official document allowthg transfer of Databank
information from one agency to anothdtis document
contains requirements for the confidentiality armsemi ﬁﬂpn
of DNA information and procedures for Iaborator;ixa@gnaating
in SDIS and NDIS. Q,
Disposition in CODIS 5.7.4daNG CODIS. )\Edqlaonal testing
may be needed to confirm or refute the@(c dr.ran

A warm match occurs when CODI lfNAfilEs match based
on prior knowledge. A typical e qn le is when DIdfiles
from several cases match that e submitted t@abwatory as
a pattern, or when a susp emplar submitteal particular
case matches that case.ﬁ
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9 NYCRR Part 6192

ASCII

Accredited laboratory

Administrative removal

Allele

Arrestee QOO

Assessment

The policy which provides for #sablishment and operation of
the DNA Identification Index in New York State. (b
Xt-

AmericanStandardCode forl nformationl nterchang
only, with no formatting such as tabs, bold or Lrl\ﬂ@
a DNA laboratory that hasereed formal reo@ion that it
meets or exceeds a list of standards, i Ol dg-BieDirector’s

Quality Assurance Standards, to perfongspeciﬁtstby a
nonprofit professional association ersons atyiinvolved in
forensic science that is nationall ognized withe forensic
science community in accord with the proviswirthe
Federal DNA Identification @ 42 U.S.C.814132) or
subsequent laws. O\

The deletion of a Orecamnbn verification of the fact that
the DNA record iaspt eligible for inclusion in S®and/or

NDIS. Q
&

In classigﬁenetics, one of the alterrfatens of the gene at a
[ cus. In DNA analysis, the term “adlgl is

y extended to include DNA fragments of Valga

and/or sequence which may have no known

The known sample from a person who has been adrastin
accordance with the law of the applicable jurisditis required
to provide a DNA sample for analysis and entry mtstate DNA
database. The term “arrestee” includes personshatie been
charged in a formal criminal instrument, such agdictment.

An Arrestee Index consists of DNA records of pessaho have
been arrested or indicted with a crime and areiredy law to
provide DNA samples.

A review of a laboratory, conductecheyRBI's CODIS Unit, to
ensure compliance with the NDIS Operational Prooesiand
State/Federal law with respect to the laboratgpgicipation in
NDIS.
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Autosearcher A CODIS program that automatically selaes all DNA profiles
in a user specified index against all profiles e @r more other
user specified indexes. '\(b
Biological Child

Biological Father/Mother

Biological Sibling

@Q‘o
RS

Ca%ridge Reference
Sequence

known reference samples provided voluntaril alt child
or provided with the parental/guardian cons\ faminor child
of a reported missing person. The DN d fos f§pecimen
category is stored in the Relatives of Mjsging Beisdex.
These DNA profiles are removed opge the individaaivhom
the samples were submitted has identifiefitbe i
individual voluntarily providin reference sadms
determined not to be relate@s he missing person

N\

The CODIS specimen category for DNA profile; drom

The CODIS speci &mjor DNA profiles generated from
known reference san@es provided voluntarily byklodogical
father/mother of ported missing person. Resfih this
specimen cat are stored in the CODIS indexvkreas
“Relatives Qﬁssing Persons Index.” These DNAfpes are
remove(ﬁ‘gée the individual for whom the samplesewe
submittethas been identified or if the individualuntarily
pro@n the reference sample is determined nbeteealted to
t issing person

(}}he CODIS specimen category 1ONA profiles generated from

QO

known reference samples provided voluntarily byltwogical
sibling of a reported missing person. Profilethis specimen
category are stored in the CODIS index known adadfRes of
Missing Persons Index”. These DNA profiles areoeed once
the individual for whom these samples were subuhitizs been
identified or if the individual voluntarily providg the reference
sample is determined not to be related to the nmggserson.

The CRS is the standard segused in mitochondrial
DNA typing to which other mitochondrial DAtypes are
compared. Mitochondrial DNA profiles are reported a
differences from the standard reference sequeneddison, S.,
et al. Sequence and organization of the human hotwdrial
genome.Nature 1981; 290:457-465].
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Candidate Match A possible match between two or reddNA profiles discovered

by CODIS software. A qualified DNA analyst fromcba
affected laboratory must verify a candidate mat@land'o@g
matches must complete a confirmation process befo@éi ng
reported asa match or hit. \

Candidate Profile A DNA profile matching the targddNA profil e target DNA

profile).
o | N
Case Disposition The final outcome (confirmed co offender hit, forensic
hit, etc.) of a criminal case aided ODIS.

Case Report A report generated by a for Qlaliora documenting the
results of the analyses 081 crime scene evidence

Casework Laboratory A forensic DNA la o%ory rasgible for DNA profiles
developed from @Qe scene evidence.

Networ rovides communications network for theted

Statesﬁ enforcement community. Originally desijto
he Integrated Automated Fingerprint Idexatiion

m (IAFIS), the FBI is expanding the scopehef€JIS-

N to include all federal, state and local crirabdratories

articipating in the National DNA Index System.

CJIS-WAN The FB@& Justicel nformationServicesWide Area

O
CMF ,O CommonMessagd-ormat, an ASCII text file format necessary

Q for importing data into CODIS.
2
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CODIS The C@nbined INA Index_§stem administered by the FBI.

CODIS links DNA evidence obtained from crime sceitiesreby
identifying serial criminals. CODIS also comparese Ebe
evidence to DNA profiles obtained from offendels

providing investigators with the identity of thetpiy

perpetrator. In addition, CODIS contains prgfi missing
persons, unidentified human remains and @i\‘/asissing

persons.
Q

There are three levels of CODIS: t 6ca| DNA k@&ystem
(LDIS), used by individual labor S; the StBiA Index
System (SDIS), used at the st vel to sengestate’s DNA
database containing DNA p@ s from LDIS laboras; and
the National DNA Index m (NDIS), managed kg Bl as
the nation’s DNA dat containing all DNA prediluploaded
by participating states.

CODIS Administrator An employee\@e laboratoegponsible for administration and
security of t oratory’s CODIS at a laboratpeyforming
DNA an on forensic and casework referencepgesn This
is aIso,Q fined role within the software.
IS for a particular DNA testing method. Curkgrthe STR

Q ore loci are CSF1PO, D13S317, D16S539, D18S51Sm21
OO D3S1358, D5S818, D7S820, D8S1179, FGA, THO1, TPany,

CODIS Core Loci \§g!3 autosomal DNA loci that areepted and required by
D

’ VWA. D19S433, D251338, Penta E and Penta D aepéed
Q but not searched, as they are NOT CODIS core loci.
CODIS Inf ion A government employee of a COLARoratory who has login
Techno ) User access to the CODIS systencdomputer hardware/software and
telecommunications maintenance purposes but whotis
Q‘ authorized to add, modify or delete DNA record€@DIS.

v

CODIS Custodian/Supervisor A member of the COD# sesponsible for overseeing the
CODIS system and all its functions (also called 18D
Custodian”). This person fulfills the role of Casek CODIS
Administrator as defined by the FBI QA Standards.
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CODIS User A government employee who: (1) has logtcess to the CODIS

system and is authorized to read, add, modify ated@®NA
records in CODIS; or (2) is a qualified DNA analyss ﬁ’gble
for producing DNA profiles stored in NDIS. Thisaﬂl ed

role within the software.
%

CODIS User Plus An CODIS User who has also beenrgeal th %ility to edit the
assigned analyst of a profile. This is a ttefined role
within the software. 2
Contract Laboratory A laboratory, usually in thevpte or, that performs DNA
analyses under contract to af ic laboratory.
N

Control Certification Form This document certif %onsitive human DNA control(s)
and the negative contr atisfy the requiremesiiablished by
NIST. One documeqt nust be completed and submattedally
to the SDIS Cust@(an before DNA profiles can baged into

SDIS. Q
&

Cold Hit Two Dhgﬁfiles matching with no priordication that the
profilee\' related.

erent loci obtained from multiple injections thife same
mplified sample and/or multiple amplificationstibé same
QO™ DNA extract. When separate extracts from a givedestiary
,O item are combined prior to amplification, the réisig DNA
Q/O profile is not considered a composite profile. &4 there is a

Composite DNA Profile \ﬁ@\m profile generated bynebining typing results from
@)

reasonable expectation of sample(s) originatinghfeocommon
N\ source (e.g., duplicate vaginal swabs, known refexresamples,
\2\ or a bone), allelic data from separate extractfooms different
C) locations on a given evidentiary item should notbmbined

?§~ into a composite profile.
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Convicted Offender The CODIS specimen categorafDNA profile generated

from any person who has been convicted of a crimfederal,
state, and/or local courts where the applicabledamnit
establishment of a DNA record for this personN ork
State, this is a person convicted of one of thmes
Executive Law, Section 995(7). Profiles in thi

category are stored in the CODIS indew as@oavicted

Offender Index” (or Offender Index). A nedBOall
convicted felons in New York must givgyesampléhi

database. \é

of DNA records from
state crimes anekniles
iction to provide DEamples.

Convicted Offender Index A Convicted Offender In
offenders convicted of quali
required by the relevant ju{

Convicted Offender Lab A forensic DNA Ia@%orﬁpensible for DNA profiles
developed from victed Offender samples. In N@rk
State, thisis t w York State Police Forensuestigation

Centerin A y.

Convicted Offender Sample A bi&lg‘?cal sample comibg DNA that is collected from a
desj ed convicted offender for the purpose oARXbfiling.

Convicted Offender Profile DNA profile generatiedm a convicted offender sample.
Qhese DNA profiles are put into the CODIS speciroategory
Q™ “Convicted Offender” and are stored in CODIS indtexown as
,O the “Convicted Offender Index.” These profilesaidish an
index of DNA identification records that are seaalior
AQ/ matches against the DNA profiles generated fromescene
N\ evidence.

Con\@gd Match The DNA profile generated from anie scene evidence matches a
DNA profile from a convicted offender, but the aftier has
?* already been convicted of the crime for which #atence was
collected.
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Criminal Justice Agency

Criminal History Record

DAO

Databank Coordinator

DCJS

QO

DCJS Match é@«Q

N
&
?\

A criminal justice agensyan agency or institution of the
federal, state, or local government, other tharoffiee of the

public defender, which performs as part of its gipal f pn,
activities relating to the apprehension, investargtproseeution,
adjudication, incarceration, supervision or reh f

criminal offenders. For purposes of participati[h( National
DNA Index System, the DNA Identification {@of 199vas
amended by Public Law 106-546 to inc he Saryaif
Defense in accordance with 10 U.S.C. 65.

Documents generated by D tain arrest, charges,
conviction, sentence, location identifying mf@tion of a
convicted offender. \6\

Stands for District At o&’s Office. Therg®dne in each of the
five boroughs of Ne&)ork City.

An employe\‘ngjesignee obikission of Criminal Justice

Services re sible for administrative requireseelated to
the New, State DNA Databank.

Sta &or Division of Criminal Justice Sem$c Acts as a

ligd between local New York laboratories andNesv York
te Police Laboratory. DCJS manages the progeaponsible
or collection of offender samples in New York &tahandles
requests to expedite samples and database searthbandles
legal requests for convicted offender information.

A letter generated by DCJS afteratch between a forensic
DNA profile and a New York State Police convictdtender
profile has been confirmed. The purpose of thigita@s to notify
the laboratory of a confirmed match, provide cas#agency
information, the identity of the offender, and @nt offender
location.

The DCJS Match Letter is provided to the DAQO’s mpequest.
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Deduced Missing Person

Detainee

Detainee Index

DNA Analysis Backlog
Elimination Act

DNA Analyst

&

&

DNA &b\ﬁk

v

The CODIS specimen catdgoBYNA profiles generated from
examining reference samples (for example, toothi)rugir
brush) of a reported missing person. Profiles is $heci
category are considered reference samples an g the
CODIS Missing Person Index. This index is se
compared against the Relatives of Missing P and the
Unidentified Human (Remains) Index. \

The known sample from a non-United %ldﬁ) person
detained under the authority of the \XS. and reguiry law to

provide a DNA sample for analy d entry ingiade/national
DNA database. .
$
Detainee Index consist NA r@edrom non-United States

(U.S.) persons detaine der the authority oftl® and
required by law to p e a DNA sample.

Authorized thé‘glection oA samples from persons
convicted of {decified Federal Fajooffenses, certain District of
Columbi victed offenders, and military offersler

An @'oyee that has successfully coetedl the laboratory’s
traldihg requirements for casework or databaseyknar

ework reference sample analysis, passed a comepdest,

nd had entered into a proficiency testing progiraaccordance

with the FBI’'sQuality Assurance Standards for Forensic DNA
Testing or DNA Databasing Laboratories. This individual
conducts and/or directs the analysis of samplésygrets data
and reaches conclusions. See also, Interpretingystna
Qualified DNA Analyst.

The New York State Identification Indéas used throughout
Executive Law Section 995) comprised of DNA prdila the
Convicted Offender index, the Forensic index amd\tissing
Persons index.
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DNA Identification Act

DNA Profile

DNA Record

Elimination Sample

O
O
Q

Employee
N
O

&

DNA Identification Act of 194; 42 U.S.C. 814132, as amended
by the DNA Analysis Backlog Elimination Act of 200e
Justice for All Act of 2004 and the DNA Fingerpriatt ;(b

2005. Q

The genetic constitution of an indivialuat defind@k\)cations
(also known as loci) in the DNA. A DNA't riveedm
nuclear DNA typically consists of one o, & alels several
loci (e.g., short tandem repeat loci). TheNDNA tyleeived from
mitochondrial DNA is described in tion to tlevised
Cambridge Reference Sequenc ture Genetics 299947).
Also known as a DNA type. ,

&

A database record that i es the Dpiafile as well as data
required to manage erate NDIS, i.e., thei@tigng
Agency Identifier whch serves to identify the sutiimg
agency; the Specgipen Identification Number; and DNA
personnel assoé& ed with the DNA profile analyses.

A bioIKrPsample from a knoindividual (commonly a
husba consensual partner), other than thgeallperpetrator
or viglsT, which is analyzed for purposes of idéniig those
P ns of a forensic DNA profile attributablettee alleged
petrator. This DNA profile for this specimenegorymay
e stored at the state and/or local levels bubihgible for
upload to NDIS. Such samples are considered tviaentiary.

A person: (1) in the service of the applite federal, state or
local government, subject to the terms, conditiemd rules of
federal/state/local employment and eligible for the
federal/state/local benefits of service; or (2)rerly in the
service of a federal, state, or local governmena véturns to
service in the agency on a part time or temporasysh For
purposes of a vendor laboratory, an employee ersop in the
service of a vendor laboratory and subject to phy@ieable
terms, conditions and rules of employment of thedes
laboratory.
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Equivalent Allele Parameter For PCR/STR, this patamis used to determine whether a
target allele matches a candidate allele. ItRECR value that is
defined to be the same as another PCR allele vélgei t
allele values are reciprocal. For instance, atT, ;S‘ =
9.x = 10 with respect to searches. Equivalenc;i?@ by the
administrator. During review of a candidate n’?&( ,reviewer
must check whether the values are indeed ‘{mbivalent

Exact Match An association between two profilesr(gi&ource, fully

deconvoluted, partially deconvol;ggfr mixturenst

concludes that the two profiles, ponentdhefgdrofiles,

are the same.
.\(\
Executive Law Article Provisions of New York establishing the Commission
49-B Section 995 on Forensic Sciena the DNeAvtiication Index.
Expert System The software progbam or set of soft@grograms that interprets

the data gene from DNA analysis instrumerttfpoia in
accordance W the laboratory-defined quality essce rules
and acc y identifies the data that does os dot satisfy
such fsQ' .
Expungement T (;etion of a DNA profile at theagé and/or national index
els in response to the following: (1) a coudeay that has

verturned a convicted offender’s conviction faqualifying
OO offense; (2) a court order establishing that chawgere

P\ dismissed or resulted in acquittal, or no chargeseviled within
Q the applicable time period; (3) a death certificatether
AQ/ document indicating that human remains have beamtiiced;(4)

if the missing person corresponding to the refezesample from

G& a relative has been id

FB Q‘ TheFederalBureau ofl nvestigation is the federal agency
v authorized by the DNA Identification Act of 1994issue
guality assurance standards governing forensimtgand DNA
databasing laboratories and to establish and astairthe
National DNA index System (NDIS).
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FB-LDAS or LINKAGE Forensic Biology Local DNA Anabes System (LINKAGE) -

the Paradox DNA database used to search prelimDisldy
results for case links. LINKAGE contains both casek r@})
mixture profiles and suspect profiles. Q'\

Forensic DNA Laboratory Any forensic laboratory mgged by the state orm}t«('tlf)f local
government that performs forensic DNA teslily dmerscene
evidence or materials derived from the n bodys$e as
evidence in a criminal proceeding or foppUrpodes o
identification (Executive Law sectiond995(2)).

X

Forensic DNA Profile A DNA profile generated frQ sting of crime scene
evidence. These profiles a m persons whasdittes are
not known with certainty ho left DNA at theege of a
crime or whose DNA arried away from the sadre
crime. These profil@re put in the CODIS spenicategory
“Forensic Unknoyd\. Profiles in this category atered in the
CODIS index n as “Forensic STR Index”.

Forensic DNA Testing Any tegb@t employs techegto examine DNA derived from
body for purpose of providing informationmesolve

the hu;qf
issnﬁo identification (Executive Law section @9h

Forensic Hit (FH) $9DIS case disposition when twormore forensic samples are
O(, nked; also called a case-to-case hit.

Forensic Index ,O A Forensic Index consists of DNAfies originating from and
associated with evidence found at crime sceneseXxample,
AQ/ evidence associated with a crime scene includes Bidmay
N\ be carried away from a crime scene. The Forensiexitontains
\2\ the specimen categories Forensic Unknowns and &ioren
C) mixtures; and at the New York State level, Low Cdfymber
?§~ samples.
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Forensic Mixture A specimen category in the CODd8veare that is stored in the

Forensic Index and originates from a forensic sanfipiblogical
sample found at the scene of a crime) that confaa '\%

contributed from more than one source. Q
Forensic Match Letter A letter from a laboratordmenting a confirnﬁ%& orensic
Match. This letter provides information re hg
investigating agency and offender inforgation golved cases).
’
Forensic Obligate Index An index that containsgpecimen ¢c&{egory Required Alleles,

and contains six to nine loci, se
Profiles in this index are only

d at modestatggency.
hed at SDi8ythave too

few alleles to be uploadedK IS.

Forensic STR Index The CODIS index&@ntaimeﬁsic DNA records.

Forensic Sample A biological sapadle originatingrirand associated with a crime
scene. For ex , @ sample associated with & tene may

include a s e that has been carried away frencrime

scene. < )

Forensic Unknown T (éODIS specimen category fagrfsic DNA profiles
ated from the testing of crime scene evideReefiles in
specimen category are stored in the CODISxikdiewn as
()¥Forensic STR Index.”

,O The occurrence of more than one mmodtial DNA profile

Heteroplasmy
Q/O (mitotype) arising from a particular tissue(s) witlan

individual; exhibiting more than one base at aipalar

\A nucleotide position.

High@@gency The number of alleles and the @poading allelic values are
?“ the same between two DNA profiles at a given locus.
High Stringency Match All alleles at all loci matahhigh stringency.

A confirmed match between two or more DNA profileléts can
occur at or between any level (local, state anobnal) in the
CODIS hierarchy. Hits can be a Forensic Hit, are@der Hit, an
Arrestee Hit (some states), or a Suspect Hit (FacdBiology

only).
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Homopolymeric Regions

Hypervariable Region |

Hypervariable Region II

Identification Confirmed

Identifying Information

The occurrence of varialigtles of the same nucleotide in a
length of mtDNA (i.e. CCCCCC), these generally acawund
the region of 16183-16193 in HV1 and 303-309, 315%;

HV2. Q

A segment of increased Vlitst in the mitochohch\i | DNA
control region; the common nucleotide posiighsduseforensic
mtDNA typing are 16024 to 16365. Q’\

A segment of increasedalaility in t &n’ﬂtochondrial DNA
control region; the common nucl e positiongluseforensic
mtDNA typing are 73 to 340, (\

N

ID confirmed. Dispositic@& CODIS when an individual is
identified and confir eq? etadata and other infation such as
a copy of the death %)t icate support the cordiron of the
identification. O

and ID rs, e.g. name, NYSID#, DOB, SS#, etc.

Informatio Qs»\él Convict&@ffender’s personal characteristics
Identif;(r'lgj'nformation is prohibited in CODIS.

ntification is still in the process of being ¢iomed.

Identification Pending \&ending. Disposition itGNCODIS when an individual's
t

O
Index Offense OO

Indictment AQ/
~2~

Int@ng Analyst

Investigating Agency

An offense defined in Executive Lave&ion 995, conviction of
which determines eligibility for inclusion in thegfe DNA
Databank.

A formal written accusation originatingith a prosecutor and
issued by a grand jury against a party charged avithme.

Forensic Biology analyst resgible for interpreting the DNA
results in a case. Interpreting Analysts are CO@Nalysts.

See Submitting Agency.
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Investigations Aided (1A) A criminal investigati@yuates to a case, which equates to a

submission to a laboratory. An investigation aiftech
casework laboratory is the number of cases suluirtit b

that were assisted by CODIS. Investigations aile
Investigations assisted = Cases aided = Case@

Juvenile The known sample from a juvenile (as that] iSdefined by the
relevant jurisdiction) who is required by, ewprovide a
DNA sample for analysis and entry into,a/state Diabase.
The DNA profile for this specimen ¢ga{egory is stbie a
Convicted Offender Index. (8\,

Ntatéy a CODIS user. In SDIS

by the SDIS or N@&stodian.

by a member of the CO@ptbIp.

Keyboard Search A manual search of CODIS
or NDIS the search is inifi
In LDIS the search is

Keyboard Search Request A request fro agemeyKeyboard search of the DNA
Databank at L{AS7SDIS or NDIS. This letter inclagdl of the
information Qa Ing to the DNA profile, the reqgtiag agency
and cert@éon of the control values.

Keyboard Search Result @’(\ér from the Databao@r@inator documenting the results
Letter h/no match) of the Keyboard Search.
Known Sample Q%iological material whose identity dype is established.
O Examples of known samples would be a buccal specimoen a
,O victim or suspect; or a sample contributed by tlese biological

Q relative of a missing person.
2

Laboratory N\ A facility: (1) employing at least twollftime employees who
\2\ are qualified DNA analysts; and (2) having and rtamng the
C) capability to perform the DNA analysis of forenaied/or
?§~ casework reference samples at that facility.

LDAS TheL ocalDNA AnalysisSystem, a Paradox database which
contains the local DNA profiles. The LDAS for FosemBiology
contains casework non-mixture (or deduced) foreD8i&
profiles generated from casework and DNA profilesf
suspects developed during the course of criminadstigations.
This database is commonly called “LINKAGE.”
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LDIS TheL ocalDNA IndexSystem contains the DNA records

selected from LDAS for searching for DNA matched &or
those eligible) for inserting into higher level (band I)Qb)
CODIS indexes. Q

LDIS also contains DNA records for profiles nb&l/e for
entry into LINKAGE, such as non-deduced\ﬁbturegmﬂial

profiles. Q
’

LAB-TYPES A database which contains DNA prafiesiin Department of
Forensic Biology staff, known co inant DNA ple$, and
other DNA profiles from know ividuals (suchjasitorial

staff). N
O

Legal (sample) The known referenc @Ie from agom whose DNA sample
is collected under aépcable legal authoritiesypied that
DNA samples th \are voluntarily submitted solely f
elimination pu s shall not qualify as a Legacsmen. An
example of gal specimen is a sample collected & person
found n ty by reason of insanity who is reqdiby the
relevaqt State law to provide a DNA sample for gsialand

a state DNA database. The DNA profiletfos

S en category is stored in a Legal Index.
Legal Index QQ\ Legal Index consists of DNA record§ mersons whose DNA
OO samples are collected under applicable legal attither
’
LIMS Q Laboratory Information Management System. rént database
AQ/ for evidence intake, accessioning, examination, and
N\ documentation. Repository for all electronic caermation,
\2\ including final reports, and source of STR and Mitondrial
QC) CMF import files for LDIS.
LINKAGE See LDAS.
LINKAGE User A laboratory employee who: (1) has ingccess to the

LDAS/LINKAGE system and is authorized to read, ataddify
and/or delete DNA records in it; or (2) is a quatif DNA
analyst responsible for producing DNA profiles stbin
LDAS/LINKAGE.
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Low Copy Number or As defined by NDIS, based updabaratory’s internal

Low Template DNA validation, any DNA typing resutisnerated from limited

Analysis quantity and/or quality DNA template ugiconditions t £b1ave

demonstrated increased stochastic effects ar
Template or Low Copy DNA analyses. The sto
which may be observed in DNA samples sub'ég dod
conditions include allelic drop-in or drop-ou@ased stutter
and increased intra-locus peak height i nceenised to
analyze limited quantity and/or quality DNA temgdttelow the
stochastic thresholds, Low Templajelor Low Copy DNA
conditions may include the follo 7 additional plification
cycles, post-amplification purifiegifon, reduceacgon volume,
injection enhancement by i sed voltage or tand,nested

PCR.
O
Low Copy Number A specimen categ(@existing atDepartment of Forensic
Specimen Category Biology LDIS at New York &taDIS for the purpose of
uploading an ching profiles generated usiwgclapy
number (an@ﬁcation) techniques. Such profiles ot eligible
for NDIS

Low Copy Number Profile Fa ic Unknown compogpttefiles that have been analyzed
\Yg extra cycles during amplification. These glesare

red in the Low Copy Number Specimen Categotiien

O(, orensic Index.
Low Stringency ,O For a given locus, an allelic val@er one allele from one profile
Q/O is the same as an allelic value for one allele fearather profile.
Low String Match At least one locus matchds\atstringency.

upload to SDIS. Unmarked profiles are those peefdeselected

Mark@@}marked Profile Marked profiles in SpecinManager are profiles selected for
?* for upload to SDIS. Pattern and suspect profilesuamarked.
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Match

Match Confirmation

Match Manager

Match Report

Match Stringency

O

A match occurs when CODIS makes an associdigiween two
or more DNA profiles and a confirmation is perfourizy
designated laboratory personnel from each affelatwr?\@_ry.
At the Casework Laboratory and for the purpose

evaluation, a high stringency match at all loci ewed
and evaluated by an individual who is currentl

previously a qualified DNA analyst. At the @wcrk
Laboratory, a match at any loci at less tghgency shall
be reviewed and evaluated by a DNA caskework anaiysently
qualified in the technology being reyjewed.

X
The process of determining,f tial candidate match
generated by CODIS or oth tabase softwar¢riseanatch
and should be reported tbfh investigating agency.

Match Manager (I\,Qt}?Man) is the CODIRiule that allows
for the managin d sorting of matches discovéremigh the
use of CODIS tches are added to Match Managéned
Searcher a@\utosearcher programs.

Elect%gereport generated by CODHenva potential
can e match is made by CODIS software.

@e actual locus-level stringetiow, moderate or high) for a
atch. The match stringency for the match betweenQNA
profiles is determined by the lowest locus-levehsgiency for all

loci of the match. A Match Stringency is used stablish
whether or not two DNA profiles are identified aatshing. The
CODIS software supports three Match Stringencyltevew,
moderate, and high. Low stringency matches occ@rvadne or
more alleles match between the target and candwlafides at a
given locus. Moderate stringency matches requiiralales to
match, but the target and candidate profiles camano a
different number of alleles. That is, if the targedfile has three
alleles and the sample profile has two, then tieled must
match. High stringency matches require all allédesiatch.
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Maternal Relative

Methodology

Mis-match (search)

ol

v

The known reference sample volanly provided by a maternal
biological relative who is not a mother, child dslsg of a
reported missing person. The DNA profiles for tpe rﬁbl
category are stored in the Relatives of Missing X.
These DNA profiles are removed once the indiw hom
the samples were submitted has been identifié\jﬂx i
individual voluntarily providing the referen mpas been
identified. This is also a disposition tha@ ed in NG
CODIS to describe a mtDNA match.

The term used to describe the a &@Imcesses and
procedures used to support a typing technolémy:
example, extraction metho anual vs. automated),
quantitation methods (slot&lot, fluorometry, réale), typing
test kit and platform ry electrophoreseslrtime gel and
end-point gel systerﬂ(:s_c)

A paramete Qn Searcher/fAmdsearcher which allows for
one locus o %rofile being searched to matcim¢d) below the
stringengp/
match

el being searched, and still rethenresult as a

instance, during a moderate seareltl, ilut one
h entered alleles, in the two profilesngecompared,
at moderate or high stringency, one locughvis either a
stringency match or not a match at all, willdsplayed.
earches allowing one mis-match are performed & labd
SDIS; the purpose is to identify offender and feiermatches in
spite of a possible typographical or interpretadiarror at one
locus of any given profile. If this parametesét to “zero”,
then the match must occur with no mis-matcheseasétected
stringency in order to be returned by the search.

The known reference sample of aiwioheal reported missing,
voluntarily provided by a relative or the personowhed the
missing person report. The source of the DNA tenlverified
as originating from the missing person and is stamehe
Missing Persons Index.
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Missing Person Index A Missing Person Index coai$tDNA records of missing

persons and deduced missing persons.

Mitochondrial DNA A small circular piece of DNA foul outside the nuc '§in most
cells and generally involved in the production
responsible for energy production in the bod N erited
maternally. \‘)g

Mitotype A mitochondrial DNA profile consisting&isting of nucleotide

sequence differences from a stand& referencesequ
typically the Cambridge Referen guence (CR&wsed
Cambridge Reference Seque CRS). The mitotjipeary
depending upon the IengthK e sequence detected.

Moderate Stringency For a given locus, urmber of common alleles and the
corresponding aIIeIié\Q ues must be the same leetweo
profiles. The mingum number is determined by thefife with
the fewest all ~This is the standard searaigsincy.

Moderate Stringency Match A malgv%?tween two DN&ifes in which the locus-level
stringeg’ atch for all the loci of the match we#ber at
mo @ e or high stringency. No loci matched at $tnvngency.

NCIC \@onalCrime I nformationCenter.

NCIC Miscellaneousb’@o The designated free tetdfin NCIC where identifying
’ information as to the location where DNA profilesvk been
Q produced may be placed. This field should alsodselWo enter
AQ/ information when a candidate DNA sample does neltlya
N\ DNA profile.

NCIcﬁdentified The file in NCIC containing reats for unidentified deceased

Pe ile persons; persons of any age who ang land unable to

§~ ascertain their identity; unidentified catastropiaims; and
body parts. For CODIS purposes, the DNA profile for
unidentified persons in the Unidentified Human Remmandex
is related to records in the NCIC Unidentified Per&ile.
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NDIS

NDIS Standards for
Acceptance of DNA
Data

Negative Amplification
Blank

Negative Control

Negative Reagent ,O

Blank Q
QQ/
\

NIST C}z\

No@?ﬁ

TheNationalDNA IndexSystem. NDIS is one component of
CODIS - the national and highest level index camitg the
DNA records contributed from participating fedesiatg\ﬁbi
local laboratories. NDIS is administered by the KB
accordance with the provisions of the DNA Ider{f&Act of
1994, as amended. N

NDIS receives DNA records from everﬁér leveléx and

supports the searching functions of COSIS. Thesé& Ddtords
are comprised of forensic DNA profil&s, convictdtender
DNA profiles, arrestee DNA profile3DNA profilesoim
missing persons and relatives anonymous DMNe¢s
contributed to a population

The document pre aé)oy thespBBtifying the requirements

for DNA data to be\agcepted &arshing and storage at the
National level. Th&se must be reviewed by C®Bnalysts
annually, and s& ntly consist of a web-basedadhiingi followed
by a quiz.

O
A negeg‘é control samplent@ning amplification reagents
withgQ¢'added DNA, used to detect DNA contaaion of the
a ication reagents during testing.

QQ\ specimen included in a batchsgecimens which, when tested

using DNA testing methods, should yield negatiat tesults.

A negative control sample contang all testing reagents without
added DNA which is used to detect DNA contaatipn of any
reagent during testing.

Stands for th&lationall nstitute ofStandards and echnology.

CODIS case disposition for a moderat@géncy candidate
match between two cases that are not a true match.
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No Suspect Case

NYPD

NYS Administrator

NYS DNA Databank

NYSID Number

Obligate Allele

Offender ,OO
&

S

S

Oﬁ@e‘! Duplicate

1. A case with no suspect liste@his is determined by
checking all paperwork associated with the eviden
submission and case contacts.

2. A case in which DNA testing has been cond the
listed suspect(s) have been excluded. '\\(1/

Stands for the New York (City) Police De;;((lbe

The New York State Administraterresp&sible for the
oversight and approval of CODIS fygdctions at tlaestevel.
This includes supervising the SD, stodian.

The New York State IdentiiQetimilex as used throughout
Executive Law Section 9 hich is comprised ofApiofiles
in the Offender STR , the Forensic STR Indleg,
Unidentified Human§_Ipdex, the Missing Person Inded the
Relatives of Miss@ Persons Index.

TheNewYq atel dentification Number. A unique number
assigne person upon fingerprinting. NOTHs Hlumber is
only asg% ble to New York State Convicted Offersj®ther
stat. ve their own identifiers for offenders amrdstees.

\@ “Required Allele”.
O

An individual who is required by statuie submit a sample for
DNA analysis and databasing. The term “offendecludes
individuals who are convicted or arrested for anerior juveniles
adjudicated delinquent for an offense and requiestate or
federal law to provide a DNA sample for analysid an
databasing.

CODIS case disposition whensidnme offender matches a case
more than one time due to duplicate testing obffender. This
also serves as a quality control of the database.
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Offender Hit (OH) CODIS case disposition when a DNofile generated from

crime scene evidence in an open case (case witbmaction)
matches a convicted offender profile (or arres&b@Dl

NDIS.
(1/

Offender Laboratory The laboratory responsible RISIfor a DNA \e developed
from a sample provided by a known offend{bﬂfenﬂer
laboratory for the State of New York is chatl
administered by the New York State P Labosator

Offender Match Letter A letter from NYS DCJS (foate icted offender matches)
or the offender lab (offender es at NDIS) doenting a
confirmed Offender Match ides the offendedsntifying

information and the mveﬁ ng agency. It isdubg the
agency investigatin se to obtain a coudramacquire
another biological s%p from the convicted offemicr
comparison to cr@e scene evidence.

ORI Stands foOrj \éting Agencyldentifier. Unique laboratory
identific umber that associates a specimeim avparticular
Iabora«;Q' OCME - NY030011K).

ogy uses for forensic DNA profiles generateahfrthe
esting of crime scene evidence that are knownatzimother
Q™ forensic DNA profiles in the LINKAGE and/or LDIS tibases;
O one of which has already been uploaded to the uppels of
Q CODIS. These (pattern) profiles are unmarked fdoad to
AQ/ SDIS and only get searched in LINKAGE and/or LDIS.
NS
O

&

Other Te QXZODIS specimen category that the Depatttofe-orensic
§:I
O
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Ownership Ownership occurs when any of the follogiariteria are

Partial Match

QO

Paternal Relatiy,
%
N
O

&

Pedigree Tree (Index)

applicable:

(1) The originating laboratory will use any sangplex |ﬁbs or
any materials from the vendor laboratory for
of forensic testing (i.e. a vendor laboratory
extract that will be analyzed by the ori inbg deatory);

(2) The originating laboratory will interpre%bata generated
by the vendor laboratory;

(3) The originating laboratory will iss report the results
of the analysis; or

(4) The originating laboratory ter or sda DNA
profile in CODIS from da nerated by the vendor
laboratory. N

O

Forensic Biology tak s&wership of CODIS specimens
submitted by other égncies for testing at OCMEjrstance
Unidentified Hu Remains that were received for
mitochondrial testing.

An assﬁi\@on between two singlerseiiclean or fully
deconyoluted profiles), showing similarities bubghof an exact
ma@@&ﬁat suggests that the source of an evatgrgrofile is
tially a relative of the source of the otlpartially

R
ﬁching, profile. Partial matches are inadvertantd may be

ound at the local, state, or national levels (tiglo comparison
at the bench, LINKAGE, or CODIS searches).

The known reference sample volanly provided by a paternal
biological relative who is not a father, child dolgg of a
reported missing person. The DNA profiles for tpecimen
category are stored in the Relatives of Missing@&eindex.
These DNA profiles are removed once the individaaivhom
the samples were submitted has been identifiefitbe i
individual voluntarily providing the reference sadems
determined not to be related to the missing person.

The Pedigree Tree Index stinsf DNA records of relatives
and spouses of missing persons that are assouidted
Pedigree Tree.
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Pending A CODIS disposition choice used temporafile awaiting the

final results from a confirmed match from the invgating
agencies. '\(b

Perpetrator The individual who commits a crime. Thaentity a{t]?
perpetrator may or may not be known to the N{

Personally Identifiable Information that includest is not limite, fb,\mmes, dates of

Information birth, and social security numbers utegiehtify individuals.
Personally identifiable information s not in@udformation
derived from the examination of NA sample.

Platform The type of analytical systﬁ&}lizecg’emerate DNA profiles
such as capillary electro sis, real-time ged, end-point gel
instruments or syste D)

Positive Human DNA Control A known refer DNa#nwple traceable to the NIST standard
reference mate\[ or which the DNA profile is k@ and is
used to de @s rate the acceptable performanc®bffatest.

Popstats CODI p@gram available within the CODI8ftsvare to perform
statjg{isdl calculations using the FBI populati@iabases.

Privacy Act @ulaﬁon which determines what infation can be entered
(,into CODIS in order to protect the rights of theliindual.

Proficiency Testin ,O A quality assurance measure usenonitor performance and
é identify areas in which improvement may be nee&edficiency
AQ/ tests may be classified as: (1) An internal pieficy test, which
N\ is produced by the agency undergoing the tesiii2yxternal
\2\ proficiency test, which may be open or blind, iest obtained
Qg) from an approved proficiency test provider

Quafified Auditor A current or previously qualifieBNA analyst who has
successfully completed the FBI DNA Auditor’s traigicourse.
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Qualified DNA Analyst A DNA analyst who has satesfiand continues to satisfy the

experience, education, training, proficiency tesand
continuing education requirements of the FBI Dime’stgdﬁ@ity
Assurance Standards (Standards 5 and 13), iss ance
with the DNA Identification Act of 1994, as well ssful
completion of a qualifying test prior to beginni ork or
databasing responsibilities. '\\

In the Department of Forensic Biology ualif@NA Analyst
is defined as an Interpreting Analyg%ho is a @matist 1l or

higher title meeting the above re ments.
Quality Assurance Those planned or systemic essary to provide adequate
confidence that a produ ervice will satisfyeg

requirements for qu 'tG

Quality Control The day-to-day ational techneguand activities used to
fulfill requiremo\ of quality.

Ranks Associa'gﬁmade in NG CODIS from RelatiwédMissing
Persogs ha pedigree tree to Unidentified Humamd®es. The
cas& e ranked in joint pedigree likelihood ratiter.

Reference sample @sewerk reference sample islbgical material obtained
("from a known individual and collected for purposés
O comparison to forensic samples. Also known asxamelar or
,O known DNA sample.
Relatives of Mi g Consists of DNA records frtm biological relatives of
Person (In individuals reported missing.
Requestiny Laboratory A laboratory that sends aesito the SDIS or NDIS Custodian
to search SDIS or NDIS.

v

Required Allele Specific designated alleles of aespnen are required to match in
order for CODIS to declare a match. Required edlelre
attributable to the perpetrator in a mixture, areldesignated
with a “+.” Only one allele per locus can be sgigeated.

Controlled versions of Department of Forensic Bijgi®ocuments only exist electronically on the
Forensic Biology network. All printed versions am@n-controlled copies.



FORENSIC BIOLOGY CODISMANUAL

1.0 CODISTERMSAND ABBREVIATIONS

DATE EFFECTIVE LAST REVISED APPROVED BY PAGE
03-24-2010 07-16-2012 MARIE SAMPLES 26 OF 30

Required Alleles Specimen A specimen category @drfsic unknowns and/or forensic
Category mixtures which can have up to one alledeked as an
obligate, per locus. Samples in this categoryoatg seq\ d at
LDIS and SDIS, not NDIS.

Revised Cambridge A revision of the standard secpi€GRS) used h\\‘;}/ochondrlal
Reference Sequence (rCRS) DNA typing. '\\

“Scientific Reason” A statement that supports adeasing f r than the required
minimum of STR loci at the state%o@gtional leweich as the

apparent presence of mixtures le degradatitmited
sample availabilit
p Y. \(\
SDIS TheStateDNA IndexSys he State’s repository of DNA
records under the co fstate authorities.SBItypically

the central point of act between all New Yot&t§ local
labs and NDIS. (%e also Convicted Offender Lalboyat

SDIS Custodian An employ \'designee of the NewrK State Police
responsy r, among other duties, maintainingSs Rulfilling
techni§ guirements of CODIS and proper openatiche

co r hardware on which the DNA Databank resides

Search \ﬁethod for comparing target and candidaiefiles to see if
) rany match.
O

Search Stringency, O Allows the user to define the ni@r of alleles per locus that
Parameters the target profile and candidate profifeist have in common. It
AQ/ is a user-defined setting that is used as a filteeport locus

matches of equal or higher stringency (see Lovwngémcy,
C}z\ Moderate Stringency, High Stringency).

Se Q'Results After CODIS determines that two arenDNA profiles match,
§~ an electronic report is generated by CODIS andsisibuted to
the laboratories responsible for the matching pesfi

Searcher Searcher is an application within the C3Ddiite of software
products. It provides a means of locating spe@®fA profiles
by searching the profiles within the CODIS indef@spotential
matches to a target DNA profile.
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Specimen/Sample

Specimen Category

Specimen ID

Specimen Manager

Spouse

QO

Spouse Index
"
O
Statl@ imitation
?\

Stringency

The biological sample (for examplapod, semen or epithelial
cells) that is the object of DNA analysis for pusps related to
forensic identification or statistical populaticenspling. '\(b

Used to classify a DNA profild datermine into index a
specimen can be transferred. For example, uNgshperson,
forensic unknown and low copy number ca\@b)rielsbeil
inserted into the Forensic index. Q'\

Identification number associated wij aTA profile entered into
the CODIS system. Specimen | bers must beueragd
can be no longer than 24 char, s. The OCME iirapat of
Forensic Biology uses a st d format which axed in
section 4.1 of this manueb\

Specimen Manag@?pecMan) isiE@odule that provides
a simplified, centg@hinterface for managing spemis (DNA
records). In an, views of specimens can éated using

different cri , Specimens can be marked/unnthféeupload
and upl an be sent.

The l@’éwn reference sample voluntarily paed by a
specimen category are stored in the SpousIithe DNA

ecord of a spouse shall be removed if the misgsergon
corresponding to this reference sample has beenifidd.

\@@mptive parent of a common child. The DNA iesffor

A Spouse Index consists of the DNA oeds of a presumptive
parent of a common child of a missing person.

A statutory provision whicats forth the maximum period of
time that can lapse after a criminal act occurstfto be taken to
court. If that maximum time period passes andoérpetrator
has not been formally charged for the criminal tetn he or she
never can be.

Stringency levels define the numberlefes that must match in
order to produce a match (low, moderate, or high).
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Subject Index An Index in the State DNA Databasatltontains samples from

convicted offenders seeking early release fromopri parole
probation instead of prison, a plea bargain tcsaeleoff

those participating in the Department of Corredi
discretionary program that results in early reI ffender
into the community.

Submission Form The DNA Databank Specimen Subnm . This form,
which contains the bar code number of offersdeatimple, is
submitted to the convicted offender{&boratory glaith the
offender’'s DNA sample. This for, ntains the affer's

identifying information, and th ility responkgior the
sample collection. 6\
N\
Submitting Agency The agency that su ré?d eviddna forensic DNA crime

laboratory. The subRitsing agency is responsibte fo
investigating cri

A\
Suspect An individu \'ose identity is known toelpolice and who is
alleged the perpetrator of a crime. Exersptaliected
from ect, such as blood or buccal specineempseudo-

rs such as cigarette butts or soda botdesived in the
tory for DNA comparison purposes, are considle
dentiary.

Suspect Case QO™ 1. A case in which DNA has been contid and the listed
O suspect(s) have been included.
2. A case with a suspect listed and no DNA amslyas been
AQ/ performed to exclude them.

Target Eggﬁroflle A target profile is a DNA prdéilfor which you are trying to find
a matching DNA profile. This profile is submitteg a criminal
Q‘ justice agency for the purpose of searching ag&ihgt profiles
?* maintained by SDIS and NDIS which could match ateked
DNA profile.

Technical Leader An employee who is accountable the technical operations of
the laboratory and who is authorized to stop opsnd
laboratory operations.
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Technology The type of forensic DNA analysis perfed in the laboratory,

Unidentified Human
(Remains) Index

Unidentified Person

Upload

User

User Defined 1, 2, 3

such as RFLP, STR, YSTR, or mitochondrial DNA.

Consists of DNA records fromaeered living persoQ'}:?r
example|dren who can’'t and others who can'{dr refuse to
identify themselves), and recovered dead per!sﬁj/ding their
body parts and tissues) whose identities ar{bnyhn

The DNA profile developed frtme reco@red deceased
(including body parts and tissue) oﬁo individeab is
unidentified (for example, childr 0 can't artlers who
can't or refuse to identify the‘n@s). The DNfpe for this
specimen category is store@s he Unidentified ldom
(Remains) Index. O\

The transfer of ele@% data from a lolegel of CODIS
(LDIS or SDIS) t(éu upper level (SDIS or NDIS).

S o
Personnel ave login access to CODIS andaiified
DNA an who are responsible for producing@inNA
profiles\"s ed in NDIS.

IS case dispositions thatle defined by the user in the
nt that the others are not appropriate.

User Defined 1 is not used in OCME’s LDIS.

User Defined 2 is generally used when a forerememe hits an
additional sample taken from the same offender lwthie
forensic sample had hit previously. This is ddfity agreement
among all the NY labs.

User Defined 3 is generally used when a foreremee hits a
known sample at SDIS which turns out to be a victintness,
consensual partner or other elimination sample hias unable
to be obtained for in-house testing. Forensic $asnpvolved in
matches/hits of this type are then removed frondttabase.
This disposition is also the “catch-all” for allher uncommon
match resolutions. This disposition is definedhe@sded by the
LDIS lab upon concurrence by SDIS.
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Use and Dissemination
Agreement

Waiting for More Data

Warm match/hit

An official document allowthg transfer of Databank
information from one agency to anothdtis document
contains requirements for the confidentiality armsemi ﬁbn
of DNA information and procedures for Iaboratovﬂm@&pating
in SDIS and NDIS. \q/

Disposition in CODIS 5.7.4daNG CODIS. itional testing
may be needed to confirm or refute the h dt.ran
’

A warm match occurs when C(;?DNAWES match based

on prior knowledge. A typical e le is when DIdfiles
from several cases match tha e submitted ttabwratory as
a pattern, or when a suspe&ﬁémplar submitted particular
case matches that case.O\
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Forensic Biology CODI S Overview

The Department of Forensic Biology will enter DNAofles from evidentiary it ﬂg
LINKAGE and LDIS in accordance with departmentagéviNYork State and
procedures. These profiles will be compared to Oié¥iles from other
Biology cases. The information in LDIS must eitbereligible for entr N the New
York State SDIS or be unmarked for upload (sucpeadtern or suspeﬁxﬁofiles).

The primary requirement for a DNA profile to beened into SD&nd NDIS is that it
be from an item of evidence that reasonably coeléxpected®o contain the alleles of
the perpetrator. To attempt to eliminate the gl of th les being from the

victim or other non-perpetrator, there must be adgfai ort to obtain the necessary
victim exemplars or other elimination samples. ropriate, at least one such
effort should be made and documented in the ée.g., NYPD paperwork,
communication log, etc.) @)

NOTE: DNA profiles are eligible for LI GE and/aDIS only if a crime has been
committed. If a case has been dee 0 be unéouoyglthe NYPD, no DNA profile
generated in that case is eligible Wntry.

Forensic DNA profiles in LD g;rﬂ be compared tlb @ther forensic DNA profiles in
LDIS. After upload to SDI ey will be comparedprofiles contained within the New
York State SDIS. Thos A profiles eligible fobINs will be uploaded to NDIS and
compared to profiles in NDIS.

Candidate ma @cv)vill be subjected to a confiromgpirocess, including review of the
associated cags/ile(s) and data. After a foreflasensic, forensic-offender, forensic-
arrestee rensic-suspect match has been owdjrthe New York City Police
Depart& and the appropriate District Attorneéyfeice(s) will be notified.

N

persons candidate matches will be subjeict@dconfirmation process, including
w of the associated case file(s) and dataerAfie match has been confirmed, the

?“ edical Examiner of record and the OCME IdentificatUnit will be notified.

The Department of Forensic Biology will track theetulness of the CODIS databanking
program with the assistance of the Office of then@ral Justice Coordinator, Offices of
the District Attorney and the New York City PoliDepartment.
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24

v

Combined DNA Index System (CODIYS)

COmbined DNA Index System (CODIS) is the FederaieAu of Investlgatlon ram
that refers to the entire system of DNA indexeswicted offender index, for, index,
etc.). CODIS is a hierarchy of DNA databases fforensic laboratories (ﬁd the
United States maintained at the Local, State artibhl levels. It conta

profiles of individuals previously convicted of smrs crimes as welg\ﬁ?)orensm DNA
profiles (collected from items of evidentiary value&uspect profi ay be maintained
and searched at the local level only. Its funcisoto identify DN atches between
convicted individuals and forensic DNA profilesvasll as D% matches between
forensic DNA profiles. As of January 2003, all &@ates, 0 Rico, Guam and 2
federal labs participate in CODIS. The goal of AS[3; rovide investigative
assistance to law enforcement investigators iriidkdb\

O\
Forensic Biology Local DNA Analysis Systefg fLDAS or LINKAGE)

The Department of Forensic Biologys@ﬂains a L&addA Analysis System (LDAS or
LINKAGE). This is a Paradox dat e of DNA prdfilgenerated during the analysis of
cases. LINKAGE does not co mixed profileOA profiles from convicted
offenders. It does contain

of offenses. LINKAGE is
is to identify potential lo
be expedited. \}

rofiles from sugpadentified during the investigation
ained separately frima CODIS software. Its function
its quickly befocase completion so that these cases may

@)
Seealso Sectlo%o
CODIS Q%QDNA Index System (LDIS)

LINKAGE as well as forensic mixture profilasjssing person profiles, and
tives of missing person profiles. LDIS may teom suspect profiles, which are not
eligible for SDIS or NDIS. One function of LDIS g search for DNA matches
involving mixture profiles (not previously iden&f in LINKAGE) as well as those
matches already identified through LINKAGE. It@akserves to select eligible profiles
for submission to the higher levels of the CODI&hichy.

T DIS Local DNA Index System (LDIS) containsefiosic DNA records selected
a

See also Section 4.5.
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2.5

2.6

2.7

O
&

CODI S State DNA Index System (SDIYS)

The CODIS State DNA Index System (SDIS) contairesDINA records from al IQ;&I
DNA laboratories within the state. SDIS is the tlexel after LDIS in the C
hierarchy. It is the state’s repository of DNA mdi@ication records and is control
of state authorities. In New York, the SDIS is ntained by the New Y tate Police
Forensic Investigation Center. In most stateduding New York, Sa%)has a Forensic

index and a Convicted Offender index. SDIS typycaérves as ntral point of

contact for the state and for access to NDIS. P
O
CODI S National DNA Index System (NDIYS) . (\(b'
N
The CODIS National DNA Index System (NDI [fadministered centralized
system of DNA identification records contri lystate and local participating

laboratories. NDIS is the highest level in tge)dSbierarchy and receives records from
every lower level and supports the sea@sjng fonavf CODIS.

S
Next-Generation CODIS, (COIE@l and CODIS?7)
The Next-Generation CO
Persons cases. It also
and mitochondrial) d

missing persons.
6.1 in Decemhex@D11.

o
@Q‘o

ystem is the analogatabdse system for Missing
three levels (loe#d ahd national). It contains DNA (STR
om missing persons, umifled remains, and relatives of
IS 6.1 replaced CODIS+mit2009. CODIS 7 replaced CODIS
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Forensic Biology CODI S Overview

The Department of Forensic Biology will enter DNAofles from evidentiary it
LINKAGE and LDIS in accordance with departmentagéviNYork State and
procedures. These profiles will be compared to Divdéfiles from other F r
Biology cases. The information in LDIS must eitbereligible for en

York State SDIS or be unmarked for upload (sucpadkern or susp Aésr

ofiles).

The primary requirement for a DNA profile to beened into SD,I&nd NDIS is that it
be from an item of evidence that reasonably coeléxpected to contain the alleles of
the perpetrator. To attempt to eliminate the pmlsi of t)@eles being from the
victim or other non-perpetrator, there must be adgiait ort to obtain the necessary

victim exemplars or other elimination samples. ropriate, at least one such
effort should be made and documented in the dde.g., NYPD paperwork, case
contacts, etc.) @)

O
NOTE: DNA profiles are eligible for LI E and/&DIS only if a crime has been

committed. If a case has been dee@to be unéouimylthe NYPD, no DNA profile
generated in that case is eligible fq\ try.

Forensic DNA profiles in LD,I\§MII be compared tib @ther forensic DNA profiles in
LDIS. After upload to SDI ey will be comparedprofiles contained within the New
York State SDIS. Thos A profiles eligible fobINs will be uploaded to NDIS and
compared to proflles \Qﬁ NDIS.

Candidate ma will be subjected to a confiromapirocess, including review of the
associated ce&(s) and data. After a forefasensic, forensic-offender, forensic-
arrestee, rensic-suspect match has been owdjrthe New York City Police
Depart and the appropriate District Attorneéyfeice(s) will be notified.

persons candidate matches will be subjact@dconfirmation process, including
w of the associated case file(s) and dataerAfie match has been confirmed, the

?\ edical Examiner of record and the OCME IdentificatUnit will be notified.

The Department of Forensic Biology will track theetulness of the CODIS databanking
program with the assistance of the Office of then@ral Justice Coordinator, Offices of
the District Attorney and the New York City PoliDepartment.
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2.3

24

?\

Combined DNA Index System (CODIYS)

COmbined DNA Index System (CODIS) is the FederaleBu of Investigation nggram
that refers to the entire system of DNA indexesficted offender index, forgrsic index,
etc.). CODIS is a hierarchy of DNA databases fforensic laboratories a\ d the
United States maintained at the Local, State artibhl levels. It con&@; NA
profiles of individuals previously convicted of smrs crimes as wel rensic DNA
profiles (collected from items of evidentiary valu&uspect profiﬁ ay be maintained
and searched at the local level only. Its funcisto identify DNﬁ atches between
convicted individuals and forensic DNA profilesvasll as DNA matches between
forensic DNA profiles. As of January 2003, all§ates, PggMo Rico, Guam and 2
federal labs participate in CODIS. The goal of OS)ID;@. rovide investigative
assistance to law enforcement investigators iriidf&(\

o

Forensic Biology L ocal DNA Analysis S}/S&@Q DASor LINKAGE)

LINKAGE). This is a Paradox dat e of DNA prdfilgenerated during the analysis of
cases. LINKAGE does not coptgi*mixed profile A profiles from convicted
offenders. It does contain E rofiles from sugpaedentified during the investigation

The Department of Forensic Biologé \ntains a L&addA Analysis System (LDAS or

of offenses. LINKAGE is ppntained separately friima CODIS software. Its function
is to identify potential lg its quickly befocase completion so that these cases may
be expedited.

o

See also Section4@
com@?ol\m Index System (LDIS)

LINKAGE as well as forensic mixture profilasjssing person profiles, and
atives of missing person profiles. LDIS may teom suspect profiles, which are not
eligible for SDIS or NDIS. One function of LDIS g search for DNA matches
involving mixture profiles (not previously iden&f in LINKAGE) as well as those
matches already identified through LINKAGE. It@akserves to select eligible profiles
for submission to the higher levels of the CODI&hichy.

T E&DIS Local DNA Index System (LDIS) containseiiasic DNA records selected
I

See also Section 4.5.
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2.5

2.6

2.7

?\

Q.

CODI S State DNA Index System (SDIYS)

The CODIS State DNA Index System (SDIS) contairsDINA records from al IG};I
DNA laboratories within the state. SDIS is thetlexel after LDIS in the C@R)
hierarchy. It is the state’s repository of DNA mdi@ication records and is control
of state authorities. In New York, the SDIS is mained by the New (Qb tate Police
Forensic Investigation Center. In most stateduding New York, as a Forensic
index and a Convicted Offender index. SDIS typycaérves as t entral point of
contact for the state and for access to NDIS.

o
CODI S National DNA Index System (NDIS) (b&

The CODIS National DNA Index System (NDI é}tﬁl%dmlnlstered centralized
system of DNA identification records contrib dllystate and local participating
laboratories. NDIS is the highest level in@@lblerarchy and receives records from
every lower level and supports the sean‘{l g fonatif CODIS.

$

Next-Generation CODIS, or C&[}Iéz

The Next-Generation Co%system is the analogatebdse system for Missing
Persons cases. It also hree levels (loesd ahd national). It contains DNA (STR
and mitochondrial) d om missing persons, umifled remains, and relatives of
missing persons. laced CODIS+mito in 2009.

QO
go
N
S
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3.1

Interpreting Analyst (Qualified DNA Analyst)

3.1.1

3.1.2

3.1.3

3.14

O

&

The interpreting analyst has the responsitoh determining whether or, rﬁba
DNA profile is eligible for entry into LINKAGE andt CODIS. The as
prepared a flowchart which is available to aidha tletermination @DIS
eligibility; it is available in the CODIS directogn the network, ?\

flowchart, it is important to document your reas;tgnfor determining eligibility.
The DB Profile documentation has a notes sectiah ould be used to
document any such reasoning. If this reason% ented, it should be

For those cases not easily resolved through tltagoe pf&d in the

communicated to the CODIS group upon sub idhefCODIS eligible
profile.

The interpreting analyst communic ﬁ%ﬂh&rmmaﬂon(s) to their
designated supervisor (Criminallst sistamteldtor, CODIS Program
Manager and the CODIS supportStaff through theofislee DB Profile
Evaluation documentation in k@ MS system.

It is primarily the respogﬁty of the @mpreting analyst to compare appropriate
preliminary DNA profﬂQé hose in LINKAGE and LB, determine if there are
any local matches r to another case or tspext), and expedite any needed
testing. If a pendj atch is confirmed, the astahlgust enter the appropriate
data on the DNA:MHITS secure website. The DNA-HBrry must be reviewed
before it is ved and notification made.

Itis sponsibility of the interpretiagalyst to alert their supervisor of any

guent determination that a profile shouldeb®red from CODIS (sample
wn to have come from the victim, husband or kegfl) or an incorrect
mterpretatlon was made so a profile must be medifiThe supervisor will then
alert the appropriate Assistant Director and thédC3Program Manager. The
supervisor will ensure the appropriate paperwofiklesd out and provide this
information to the CODIS support staff for processi

? related actions on their case work. Sucloastwould include
0
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3.2

3.3

Criminalist I11s

3.2.1 Criminalist llls are responsible for entgrgelected DNA profiles assogi

evidence into LINKAGE, based on the DNA Profile Bxation Form{s}&e ared
|

by the Interpreting Analyst, prior to technical iewv of the case.

are also responsible for entering selected DNAilelstassociatedC\b\t
or pseudo-exemplars from suspects into LDIS, baseitie DN%Profile
Evaluation Forms prepared by members of the X-Tqm'r%{k

of the case. P,

is not sufficient for entry of CODIS eligible DNA esinto LDIS

d with

alist llis
exemplars

chnical review

NS
This processis for the purpose of timely entry of Wﬁ lesinto LINKAGE and

N
3.2.2 Any such entry must be documented bb‘:%yhe event in the section
referring to LINKAGE and/or LDIS e the DBd?ite documentation.
Since entry into LINKAGE and/or LRI$ In this manriemeither a technical
review of the case, nor an adminigtrative review oéport and supporting
documentation, it is not neces@ to note it ensithedule of analysis.

&
Criminalist IVs X,

3.3.1 Criminalist IVs sponsible for reviewil@@®DIS profiles submitted with each

case they revi r accuracy, completeness, dogspscimen identification

numbers, a cal matches, ensuring profiles atéram elimination sources
and me eria for entry into CODIS. For casasewed by Criminalist IVs
only ot Assistant Directors), the reviewingn@nalist IV is responsible for
tr ring appropriate DNA profiles into LINKAG&hd routing the DB Profile

entation to the CODIS support staff for emtg LDIS.

3@2§Criminalist IVs are responsible for notifyititge NYPD designee and the

appropriate DAO bureau chief after completion @& thatch confirmation process

Q ~ for local DNA matches discovered in LINKAGE andldpIS. This includes

ensuring that the DNA-HITS data entry has been detag.

3.3.3 Criminalist IVs are responsible for commutiaawith other laboratories and

law enforcement agencies needed to investigaté ktede, and national
confirmed CODIS matches. The interpreting analyst will iaidhis process.
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3.3.4 Criminalist IVs are primarily responsible fequesting exemplars and
elimination samples from victims, family membensymoyees of businesses or
any other exemplars as needed. These requestsiygp NYPD and/or t éb

appropriate district attorney’s office. Q

34  Assistant Directors (b?\
3.4.1 Assistant Directors are responsible for neing CODIS p ﬁhx submitted with
each case they review for accuracy, completenesgat cimen identification
numbers, any local matches, ensuring profiles atdrgfn elimination sources
and meet criteria for entry into CODIS. This i
considerations related to a case that may not pt from the DB Profile
documentation to the attention of CODIS S\® ff.sta

3.4.2 Assistant Directors are responsible o&m’gg appropriate DNA profiles into
LINKAGE and routing the DB Profil cumentationttee CODIS support staff
for entry in LDIS. o

confirmations and hit natifisdtions for local magshmade in LINKAGE and/or

LDIS. X,
S

35 CODIS Support Staffo((\

3.4.3 Assistant Directors areﬁﬁi\s’ible for ieing data required for match

3.5.1 Where ssible, the CODIS support statsponsible for reviewing the data
contgjngd/in the DB Profile documentation submitigith each case for
cQ teness before entering data into LDIS. Ayamfeach sheet will be made
aced in the case file; the original will lpkin a binder in the CODIS area.

:L@The CODIS support staff is responsible fofgrening autosearches of the
database, sending the New York State SDIS a rdgtdaneduled upload of

Q‘ forensic profiles, processing CODIS data modifmasi, expungements, deletions,
?* monthly hit counting and general maintenance ofdditabase.
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3.5.3 The CODIS support staff is responsible lier rietrieval of Forensic Biology files
involved in candidate matches made through the (G3iftware, evaluating
candidate matches and ensuring that the appropggtecies are notifieﬁ\%all
confirmed matches made through the CODIS software. Q

and Missing Persons/Unidentified Persons profiles. For LCN idate matches,
the evaluation of the candidate match is done imgmber LCN group,
with the notification done by the CODIS supporffstéor MP/UP candidate
matches, both the evaluation and notification isaibéﬁ member of the Missing
Persons group. X

o

system records including all

Exceptions to the above are made for candidate matches involvi ng profiles

3.5.4 CODIS support staff is responsible for mai
relevant paperwork, maintenance of all hijgersaiomg the DB Profile
documentation, CODIS user informati nd all otb®DIS documentation.
All binders will be maintained in the\C®DIS area.

3.5.5 CODIS support staff is respo@@e for tragnsystem users and new CODIS staff
concerning practical CODl&@SUGS.

3.5.6 The LDIS database is\t')geked up automatidayiyhe city’s network systems.
3.6 CODISAdministrator((\@

3.6.1 ACODIS A@%istrator is a member of the CGDBlaff with administrative

rights ned by the CODIS Supervisor. The C®D8upervisor, CODIS
Managenénd designated members of the CODIS gredesignated by the
C supervisor, have Administrator rights.

3.6. &ese rights include, but are not limitedetatering profiles into CODIS,
software updates, autosearches in LDIS, keyboandtises in LDIS,
QC) deleting/modifying profiles in LDIS, user mainterarand processing uploads.

v
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3.7

CODI S Custodian/Supervisor (Criminalist V)

3.7.1

3.7.2

3.7.3

3.7.4

3.7.5

The CODIS Custodian/Supervisor is the systéministrator of the lab |ﬁ’gry’s
CODIS network. The CODIS Custodian is responditieverseeing

operations of the CODIS system. This responsibifityudes, but i |s¥ Imited
to: entering profiles into CODIS, software updateser mainten processing
uploads, evaluating candidate matches, hit notiboa, over&@of CODIS
computer training, quality assurance and secufiNA p% ata stored in
CODIS.

<
The CODIS Custodian/Supervisor has the ai minate the laboratory’s
participation in CODIS in the event of a prohl e reliability of the
computer data can be assured. 6\

\
The CODIS Custodian/Superviso @allsetween the Forensic Biology
Department and the SDIS Custod|£) he New YdateSPolice Forensic
Investigation Center.

upload resolution, mon t counting and ensgitimat all candidate matches
have been evaluatedgr'l ispositioned.

Q

The CODIS Custodianwg\s'or is respdaddy reviewing the biweekly

The CODIS Cu n/Supervisor is responsgdsléhe oversight of maintenance
and filing of all erwork required for NDIS paipation such as proficiency
test and au cumentation.

3.7.6 The @S Custodian/Supervisor is responsdslsupervising the CODIS

d\

S staff and ensuring that all functions aisged with CODIS staff are
med in a timely manner.

he CODIS Custodian/Supervisor and the CaBtyram Manager, together,
have the authority to modify or remove profilesnfrthe database which are
causing an excessive amount of spurious (falsejidate matches.
Modifications could be accomplished by the additdmhe obligate allele
designation to one or more loci or by other methasldeemed appropriate to the
sample.
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3.8

39

CODI S Program Manager (Assistant Director)

3.8.1

3.8.2

The CODIS Program Manager is responsibléi@isupervision of the q@ls
staff.

The CODIS Program Manager is responsiblengring the Forehvgl/Blology
Department is in compliance with the FBI Qualitysdgnce S@Mards relevant

to CODIS. Q
4
3.8.3 The CODIS Program Manager is responsililddtermifing if there is an
acceptable need to request a keyboard search IS at the request of the
NYPD or DAO.

In the absence of the CODIS Progra ger adafsdbsearch at SDIS/NDIS
may be approved by the CODIS C or a mewiithie management team.

Network Support Staff \‘&O

3.9.1

3.9.2

Information technology gﬁalists from DOITT, igy’'s computer service, are
responsible for day-to.le maintenance (includegutar backups) and physical
and electronic secw f the CODIS servers aheémhardware.

Those IT sta@bers with access to the [3Qi@rver must undergo the FBI

security clegfgrice process and be added to théistses CODIS IT users. They
are not rized to enter profiles or manipuilaén.

Q‘o

oS

&
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3.1 Interpreting Analyst (Qualified DNA Analyst)

3.1.1 The interpreting analyst has the respongilmfi determining whether or,
DNA profile is eligible for entry into LINKAGE andt CODIS. The as
prepared a flowchart which is available to aidha tletermination (\ DIS
eligibility; it is available in the CODIS directogn the network'\Q')

For those cases not easily resolved through tltagoe prexided in the
flowchart, it is important to document your reasanfor detetmining eligibility.
The DNA Profile Evaluation Form has an additior%pfhat should be used to

document any such reasoning. \0
3.1.2 The interpreting analyst communicates hi rmination(s) to their
designated supervisor (Criminalist IV), amtedtor, CODIS Program
Manager and the CODIS support staff (Brbugh theofisiee appropriate DNA
Profile Evaluation Form (colloquia own as t@eDIS sheet) found in
Appendix 9.1.
o

3.1.3 ltis primarily the respons@» of the @mpreting analyst to compare appropriate
preliminary DNA profil ose in LINKAGE and LB, determine if there are
any local matches (et 0 another case or tspext), and expedite any needed
testing. If a pendin tch is confirmed, the astaigust enter the appropriate
data on the DNA-I'S secure website. The DNA-HErry must be reviewed
before it is a@d and notification made.

3.1.4 ltisth nsibility of the interpretiagalyst to alert their supervisor of any
CODI%Iated actions on their case work. Suclastwould include
sup uent determination that a profile shouldeb®wred from CODIS (sample
own to have come from the victim, husband or begfl) or an incorrect
iterpretation was made so a profile must be medlifiThe supervisor will then
alert the appropriate Assistant Director and thédC3Program Manager. The
C) supervisor will ensure the appropriate paperwofiKlexd out and provide this
?g‘ information to the CODIS support staff for processi
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3.2

3.3

Criminalist I11s

3.2.1

3.2.2

O
Criminalist Vs C)

3.3.1

3.3.3

<
&

Criminalist llls are responsible for entgrselected DNA profiles assogi with
evidence into LINKAGE, based on the DNA Profile kxation Forms 'i&ared
by the Interpreting Analyst, prior to technical iwv of the case. G{ﬁalist s
are also responsible for entering selected DNAIil@oassociat (('@ exemplars
or pseudo-exemplars from suspects into LDIS, baseitie D&éﬁrofile
Evaluation Forms prepared by members of the X-quﬂ'r% technical review
of the case. ,

This processis for the purpose of timely entry of D files into LINKAGE and

is not sufficient for entry of CODISeligible DNA esinto LDIS

Any such entry must be documented b \mginitialing the section referring
to LINKAGE and/or LDIS entry on the RINA Profile Eltion Form. Since
entry into LINKAGE and/or LDIS iw manner isitieer a technical review of
the case, nor an administrative Y of a repod supporting documentation,
it is not necessary to note it %Ge scheduleafyais form.

QO

N

Q}gsponsible for reviewil@@DIS profiles submitted with each

r accuracy, completeness, dogspscimen identification
numbers, a cal matches, ensuring profiles atéram elimination sources
and meg{Chiteria for entry into CODIS. For casasewed by Criminalist IVs
only (a ot Assistant Directors), the reviewingn@nalist IV is responsible for
tr rring appropriate DNA profiles into LINKAG&hd routing the DNA

de Evaluation Form to the CODIS support staffentry into LDIS.

Criminalist IVs

Criminalist IVs are responsible for notifyitige NYPD designee and the
appropriate DAO bureau chief after completion & thatch confirmation process
for local DNA matches discovered in LINKAGE andIddIS. This includes
ensuring that the DNA-HITS data entry has been detag.

Criminalist Vs are responsible for commutimawith other laboratories and
law enforcement agencies needed to investigaté, ktede, and national
confirmed CODIS matches. The interpreting analyst will iaidhis process.
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3.3.4 Criminalist IVs are primarily responsible fequesting exemplars and
elimination samples from victims, family membensymoyees of businesses or
any other exemplars as needed. These requestsigeNYPD and/or t

appropriate district attorney’s office. Q
>

N
3.4.1 Assistant Directors are responsible for nging CODIS p@ix submitted with

each case they review for accuracy, completeneaseat§ imen identification
numbers, any local matches, ensuring profiles atérgm elimination sources

34 Assistant Directors

and meet criteria for entry into CODIS. This i inging any CODIS
considerations related to a case that may not pt from the DNA Profile
Evaluation Form to the attention of CODI%@pmﬁs

3.4.2 Assistant Directors are responsible f i5ig appropriate DNA profiles into
LINKAGE and routing the DNA Prgfils-Evaluation Fortm the CODIS support
staff for entry in LDIS. O\

3.4.3 Assistant Directors are re xible for ieing data required for match
confirmations and hit ngti ions for local magshmade in LINKAGE and/or
LDIS.

N
)

35  CODIS Support Stafb@

3.5.1 TheC cgupport staff is responsible forawing the data contained in the
DNA le Evaluation Form submitted with eache#sr completeness before
e g data into LDIS. A copy of each sheet indimade and placed in the
Q%? ile; the original will be kept in a bindertire CODIS area.

:%&The CODIS support staff is responsible fofgrening autosearches of the
database, sending the New York State SDIS a rdgtdaneduled upload of

Q’ forensic profiles, processing CODIS data modifmasi, expungements, deletions,
?\ monthly hit counting and general maintenance ofdditabase.
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3.6

3.5.3 The CODIS support staff is responsible lier rietrieval of Forensic Biology files
involved in candidate matches made through the (G3iftware, evaluating
candidate matches and ensuring that the appropggtecies are notifie GI,aII
confirmed matches made through the CODIS software. Q

Exceptions to the above are made for candidate matches involvi n profi les
and Missing Persons/Unidentified Persons profiles. For LC |date matches,
the evaluation of the candidate match is done mjembersgh LCN group,
with the notification done by the CODIS supportffst&or /UP candidate
matches, both the evaluation and notification Baib(a fnember of the Missing
Persons group.

3.5.4 CODIS support staff is responsible for mw system records including all
relevant paperwork, maintenance of all rsaioimg the DNA Profile
Evaluation Forms, CODIS user infor and tileo CODIS documentation.
All binders will be maintained in t DIS area.

3.5.5 CODIS support staff is resp @e for tragnsystem users and new CODIS staff
concerning practical CODIiggues.

3.5.6 The LDIS database ls\Gal:ked up automatidayiyhe city’s network systems.

CODI S Administrator Q)(\

3.6.1 ACODIS istrator is a member of the CGDBlLaff with administrative
rights ed by the CODIS Supervisor. The @D8upervisor, CODIS
Managsagand designated members of the CODIS gedesignated by the

C supervisor, have Administrator rights.

3.6. Ahese rights include, but are not limitedetatering profiles into CODIS,
software updates, autosearches in LDIS, keyboandtises in LDIS,

2 deleting/modifying profiles in LDIS, user mainterarand processing uploads.
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3.7

CODI S Custodian/Supervisor (Criminalist V)

3.7.1

3.7.2
3.7.3
3.7.4
3.7.5

3.7.6

e’
&

The CODIS Custodian/Supervisor is the systéministrator of the lab rﬁlgry’s
CODIS network. The CODIS Custodian is responditieverseein
operations of the CODIS system. This responsihiigjudes, but ié Imited

to: entering profiles into CODIS, software updateser mainte , processing
uploads, evaluating candidate matches, hit notibog, overgj f CODIS
computer training, quality assurance and secufiyMA prgelile Uata stored in
CODIS. ,

participation in CODIS in the event of a probl e reliability of the

The CODIS Custodian/Supervisor has the aigﬁvminate the laboratory’s
computer data can be assured. 6\(\

The CODIS Custodian/Supervisor isé@%ailsetween the Forensic Biology
Department and the SDIS Custod@ the New Y dakeSPolice Forensic
Investigation Center. O\

The CODIS Custodian/Supi&or is respdaddy reviewing the biweekly
upload resolution, monjhIZ )it counting and ensgyitimat all candidate matches
have been evaluateq\a' dispositioned.

The CODIS Cu ®%n/8upervisor is respongdrléhe oversight of maintenance
and filing of al erwork required for NDIS paipation such as proficiency
test and au cumentation.

The C@IS Custodian/Supervisor is respongdslsupervising the CODIS
sypRO)t staff and ensuring that all functions aissed with CODIS staff are

rmed in a timely manner.

The CODIS Custodian/Supervisor and the COBYtf§ram Manager, together,
have the authority to modify or remove profilesnfrthe database which are
causing an excessive amount of spurious (falsejidate matches.

Modifications could be accomplished by the additdmhe obligate allele
designation to one or more loci or by other methasldeemed appropriate to the
sample.
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3.8

39

CODI S Program Manager (Assistant Director)

3.8.1 The CODIS Program Manager is responsibléhisupervision of the qévs

staff.
R0

3.8.2 The CODIS Program Manager is responsiblenfuring the F \c Biology
Department is in compliance with the FBI Qualitysdgnce ards relevant
to CODIS. Q

3.8.3 The CODIS Program Manager is responsilyledter iniﬁg if there is an
acceptable need to request a keyboard search @)ﬂs at the request of the
NYPD or DAO. (\(0'

In the absence of the CODIS Program N@ger, adaagbsearch at SDIS/NDIS
may be approved by the CODIS Cu36® or a mewiithie management team.

\C)

&

3.9.1 Information technology r(e§1\alists from DOITT, igy’'s computer service, are
responsible for day-tp- maintenance (includegutar backups) and physical
and electronic secu(@»of the CODIS servers aheémhardware.

)

3.9.2 Those IT sta @nbers with access to the [3Qi@rver must undergo the FBI
ce process and be added to thdistses CODIS IT users. They
rized to enter profiles or manipuilaén.

Network Support Staff
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4.1  CODIS Identification Number (Specimen ID Numbe)

4.1.1 Each profile entered into CODIS will haversque identifier. Only Iettgﬁbnd
numbers will be used in the body of the descriptiDm not use any spaces
or any other characters, except a dash (-) or gracking special c@ters (# or
$) when indicated below. The standardized forroaehtering s en
information into CODIS is as follows: \

N

The first eight to ten characters will encompassHorensps-Biology laboratory
number (last two digits of the year, followed bglash,freceding a four or five
digit case number) followed by a dash. If the ¢ from a contract
laboratory the year will be preceded by a lah reviation (Bode
Technologies (BT or BTB), Cellmark Diag s (G)Genescreen (GS)).

N\
Vouchered items:add the last three&i)@gof the voucher follovegda dash.

Post mortem items add PM follo by the item number followed byaeskl.

The final set of characters @e reserved fongke type and identification:

Stained items (sheetsg\%g%inq, etc.add a few (2 to 6) letters that describe the
item, the item n r, and the stain designatitio@d by a dash. If there
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Sexual assault kit items the abbreviated descriptions for source and diffeal
extraction fraction (if appropriate) below will lised. Stain designations or
the dried secretion swab numbers should NOT be wusleds there 9_)
multiple DNA contributors from the same case ongame sampl%&)e, and
samples need to be distinguished from one another: '\\(1/

Dried secretions swak described aBS \Q‘)
Oral swabs or smear described a®S '\
Vaginal swabs or smear described a¥S ,Q
Vulvar swabs or smear«described a¥U

Cervical swabs or smeardescribed a€S \O

Anal swabs or smear described adS . (\(b'
Perianal swabs or smearslescribed as Pb\
Penile swabs or smeardescribed as P.
Underwear described abW @)

Sperm fraction described as SF C)

Epithelial fraction describe%sg\jEF

Substrate/swab remains fr described as SR

Missing and Unidentified"F@sons Caseghe specimen ID will follow the same
general format as @thef casework:
+ Case numbe_[@féfowed by a dash
* Forvouc items, add last three digits of thecher followed by a
dash.

entiate between sample types, Bder Relatives of Missing
nsM for Missing Persons (or Deduced Missing Persoasiptes,
U for Unidentified Human Remains.

Q-/O?p - for cases worked with grant-funded supplies

\A Relatives of Missing Personsthe abbreviated descriptions below will be
0\2\ used for samples from relatives. If more than sibkng, other maternal
Q~ relative or other paternal relative is submittegsignate each with a number
?\ after the abbreviated description:

Mother described ad

Father described &s

Biological Sibling (brother or sister) describesisa
Other Maternal Relative described@s!

Other Paternal Relative described2d3
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Missing Persons:add 4-5 letters describing the item, item numbed/ar

cutting followed by a dash. This segment may nedaktshortened to help the

specimen ID comply with the 24-character uppertlimi

Unidentified Human Remains: utilize “PM” and item numbei@w

N
ed by a

dash or item number depending on where the itesubsnittecN{

Grant-Funded cases add the special character followe
segment should be omitted from the specimen Iii

%)

dashs Thi

condition applies.

The first instance of grant assistance determirlgq/\symbol is used, it

cannot be both. X

o

# -for cases worked on weekend overtip;b. rant money
$ - for cases worked with qrant-fundecﬁ)e\u’bplies

Case type indicator the last notatio(ig a pair of letters indicatthg case type.

AS assault, attempted h@@@de, and related cases

BU burglary and relat ses
DR drug possessi related cases
HO homicide casgs

MP missing a identified persons cases

RO robbery mpted robbery, and related cases
SA sexua ault and related cases

WE we s possession and related cases

AU theft (grand larceny auto), unauthorized dsebicle, and related cases

06, e for any case type not covered above

\go
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4.1.2 Examples

Example 1 case no: FB07-00022, voucher N123456, itenp#iiple sh'b(’gain
1B; assault. Specimen ID number will b@7-00022-456-PS1B-AS

Example 2 case no: FB00-1257, post mortem kit item PM\ZH@&Q\a(kwab,
sperm cell fraction, homicide. Specimen ID numb#irbe: O %Y-PMZF-

VSSF-HO Q’\

4
Example 3 case no: FB08-01034, voucher P124588Q, item #lde, scrapings,
burglary, examined on a weekend. Specimen 1D Ebe: 08-01034-589-
GLSCR#-BU (

: N

Example 4 case no: FB11-05500, vouc 000099832, itbnadto theft case,
cigar butt, sample amped using pri er) rchasegtamt. Specimen ID number
will be 11-05500-832-CB1-$-AU. ”(L)

Example 5 Cellmark Diagnost'égacklog case CD01-0001chen K321123,
sexual assault kit underwe ain 1A1, spermfidtion, sexual assault.
Specimen ID number wg D01-0001-123-UWI1A1SF-SA

Example 6case n0'®11-01234, bone, PM1, unidentified hureaains.
Specimen ID nu{rﬁ@ will be:1-01234-PM1-U-MP

Example 7c@gno: FB04-1234, voucher number K123456 hbraind sister of
Missin on. Specimen ID number will B4:1234-456-0110-S1-R-MP and
04-1234,486-2-R-MP

#& is @ maximum limit of 24 characters for the@men identification number
\ CODIS. The above specimen identification syssfiould not be deviated
C) rom unless it is necessary to distinguish two das)pr under unusual case

2 situations.

?*4.1.3 Suspect profiles entered into LDIS will havepecimen ID’s of the form XXX-
10-S0000.This radically different format is intended to peew the CODIS team
and others from placing the suspect in the wrodgxrwhere it might be
accidentally uploaded.
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4.2 General Guidelines for Entering STR Profilesnto CODIS (see also table at the end
of this section)

4.2.1 Procedures for determining STR typing resariésdetailed in the curr@'t\Forensic
Biology STR manual. \(1/

(b'\

4.2.2 All STR profiles and mtDNA sequences that@@DIS el 'B?e\must undergo
technical review prior to entry into LDIS. The tewcal regbw includes
evaluation of associated positive and negativero e eligibility of the DNA
profile for LINKAGE and/or CODIS, as well as e ithat appropriate
exemplars and/or elimination samples have b stad at least once.

N
4.2.3 All 13 core STR loci and appropriate addi@biechnologies as needed must be
attempted on appropriate samples 6 r forghatple’s data to be eligible for
CODIS.

AN
424 a. A minimum of 6 core re necessar\efury into CODIS in order to
be uploaded to SDI Q!\ minimum of 10 core loci aeeessary in order to
be uploaded to @
b. For Missing Pggsbris and Unidentified Human Reseases, the

following mi&h core loci plus Amelogenin are eesary for upload
into CODI d Next Generation CODIS:

Unid@aed Human Remains: 6 for SDIS, 8 for NDIS
' @lg Persons and Deduced Missing Persons: 806 and NDIS
tives of Missing Persons: 13 for SDIS and NDIS

4.2.5 ’@NA result from each locus will be enteom the DB Profile documentation
the form p, q for heterozygotes (in ascendirdgoyand p, p for homozygotes
C) for example, THO1 6, 7 or 6, 6).

QZI.'Z.G In certain circumstances, a single obligedeamay be entered as p+. For
?* single-source DNA profiles, this is allowable omaly described in section 4.3.6b.
This convention may not be used for Missing Pess®elatives of Missing
Persons, and Unidentified Human Remains cases cbimvention may not be
used for suspect samples.
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4.2.7 Forensic mixture DNA profiles shall have apttalleles at a maximum of 4 core
loci (the “4 x 4 rule”). Any of the remaining coleci shall have no more than 2
alleles at each locus. NOTE: this means thattke®e mixture |dent|f|e ﬁbpeak
imbalancedoes not count against the rule and is not considered
CODIS software. Non-core loci (e.g. Powerplex Berr Identifil
and D19S433jlo count for this rule.

This convention may not be used for Missing Pasmlative{b Missing
Persons, and Unidentified Human Remains cases. Q

be entered into CODIS. NDIS accepted PCR Ig stare referenced in the

’
4.2.8 Only DNA data derived from analysis of ND&%PCR loci/systems shall
FBI NDIS Standards for Acceptance of DNA Da;tzx\

N
4.2.9 Forensic Biology Laboratory reports t results eligible for entry into
CODIS contain a statement indicati s information has been added to and
will be maintained in the CODIS sy§te
4.29.1 When a profileié@noved from CODIS foy @eason, a
statement in eport must indicate that theilprofas previously
searched as been removed. Depending omtlrgytof the
removaly the’statement may be in the initial repoih an
additié'Q§'report.

4.2.10 Currently, pro\(ﬁg\developed using Low Cojpymber amplification techniques
are not ellbt@ or entry into NDIS. They canweyer, be uploaded to NY-
SDIS f rching, via the Low Copy Number Ind&amples in this SDIS

Inde ;Qmmarked for any further upload (i.eN@IS).

4.3 Guideli %/for Entering STR Profiles Derived fom Mixed Samples into CODIS (see
also at the end of this section)

All mixtures refer to the situation where A profile from the evidence is
?“ composed of alleles from more than one individual.

4.3.2 A minimum of six fully-deduced loci must be presena mixture sample for the
mixture profile to be eligible for entry into NDISAs many loci and alleles as
possible should be included in the profile subrditeethe database.
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4.3.3 When a locus can be only partially deduced, ugbebbligate allele designator,
a “+” aids in stringency searches by preventingsoifthe spurious moderate
matches possible at mixed loci. '\(b

4.3.4 Alocus may be designated inconclusive (“IN@i the DNA Profili@luaﬂon
form at the discretion of the interpreting anakyst their supervith it an
ambiguity exists at that locus (see section foreTlfpmixtures @w). This
locus, however, should still be used in the condition pro, nce a candidate
match is made. P

e tordates/deduce a
e deduced profile of the
e¢arad into LINKAGE and

4.3.5 Type | mixture - the results are such that it is pg
complete profile of a contributor at 6 or more
major contributor or the major componentK '
LDIS.

O

Only if the allele intensities are suc(t)at thaan component can clearly be

deduced at six or more loci will the&\deduced DNAfipe of the minor component

be entered into LINKAGE and\ :

4.3.6 Type Il mixture - the reggare such that it is not possibleetiermine/deduce a
complete profile of a utor at all loci; thlele intensities are such that the
contributor can be &ced at some loci but nottadr loci. Enter the alleles at
all deduced loci. loci that cannot be deducad be entered as a mixture
with the obligat@\allele indicated on the DNA Pioftvaluation Form with a “+”.
Because of ible allele sharing, all alleleb@de loci must be listed on the
DB Pro@ cumentation (even if you know theydrgj to the victim).

’

T ture loci cannot be entered into LINKAGH vill be entered into LDIS.
are two options for entering partially knowai when not all of the
\2\ ssible alleles at that locus are confirmed.

Type Il mixture —option onefor entry of a mixture locus: Enter the locus as
Q‘ “INC”. This may be the method of choice when ypufile contains good data
?* at most of the loci, and the loss of one or two &bitl leaves a profile expected to

be seenin 1 in more than a trillion people.
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O

&

&

D

Type Il mixture —option two for entry of a mixture locus: If only one of the
potentially two alleles of the profile at that Ieccan be determined (due to LCN
interpretation rules) or after all attempts to iggsiults for a clearly visibl%ﬁb
below threshold peak have failed, enter the onevknallele with a “+ isis a
CODIS method of designating that “another alleley i@ present ('t@locus.”
The advantage of listing one known allele over non8NC” is th&g match
might be found at moderate stringency, but williverg at lea (rb)st of the
spurious candidate matches which might occur ifimgta Q entered for that
locus. P

anything that contained no 10 allele, for exay ' 9, 11; 9, 12... would not
match, in contrast to an “INC”, or no entry us, which would allow any
allele to appear at that locus and not beé dmatc

\
For example, a 10+ would match 9, 10; 10, loﬁﬁut would preclude

This option is only meant to enhan@qmted nandd loci in a profile, for
instance to enable a profile with@oci to meet thinimum amount (10 loci)
needed in order to be search% NDIS insteadingstopped at SDIS. Certain
criteria must be met and d ented for the CODdBin order to justify

using this method: C)

= Maximum 2 loci @hanced by this method.

= A statistical sigidicance of the profile (or de@dlcloci) being approximately
1 in greaten}an 500,000,000. A copy of the pajpoih statistics printout
must be ided to the CODIS group with a DNA peodf this type.

= Thisis&De one and only instance on a DB Profidewinentation when a

Si llele is entered in the box for that loctifie “+” must also be present.

@ interpreting analyst and/or supervisor subngtsuch a profile may be
led upon to evaluate all candidate matches foumeh the profile is

searched.

NOTE: Since DNA profiles developed using Low Cdfiymber techniques are
not eligible for entry into NDIS, and are searcloatly at LDIS and SDIS, as
indicated by the first criterion listed above, d@nwaived.
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4.4 Entering STR Profiles into LINKAGE

44.1

4.4.2

4.4.3

4.4.4

4.4.5

&

4.4.6

DNA profiles will be entered into LINKAGIyY Criminalist llls, Criminq&gsz,
or management only. DNA profiles may be entereéo IINKAGE wit
technical review; however, at the time the caseréceives techni ﬂlg‘iew the
previously entered DNA profiles must be checkedelagibility achcuracy.

LINKAGE will be maintained separately fronet@ODIS @Y\bﬂre in the
LINKAGE database on the Forensic Biology network.

LINKAGE contains STR loci from STR system#previously on-) line in
the Forensic Biology laboratory. LINKAGE d @ge a minimum number of
6 loci to be entered, but requires non-mixtu@ lyfdeduced) loci only be

entered.
O‘

Profiles matching the victim or elimﬁgtlon samp(és example, a family
member or a consensual sex p r) unambiguouklyot be entered into
LINKAGE. For a profile to b biguously attrtbd to the victim or
elimination sample, an exe r must be testeccanpared to the profile in
guestion. It is not suffici ke an assumption based on case information
that the profilein questiQr'l tches the victim or consensual sex partner.

NOTE: DNA prof
been committ
DNA profile

are eligible for LINKAGE and/@.DIS only if a crime has
f a case has been deemed tofbended by the NYPD, no
erated in that case is eligible éoitry.

Loc s@ect profiles will be entered into LINKAGI&d/or LDIS (Suspect,
Index), unless:

specific sample. When any court order or simikpgrwork is
received, the OCME Legal Department must be coedwahd provided
a copy of the paperwork.

4.45.2 The exemplar was submitted subsequent to a paréidh notification
and does not match the case for which it was suédnit

K
\2%&.5.1 A properly executed court order dictates otherwimecerning a

Non-victim DNA profiles derived from evidenthat are not eligible for CODIS
entry will be entered into LINKAGE (for examplepeofile obtained from the
clothing of a suspect).
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4.5 Entering STR Profiles into LDIS

45.1

45.2

45.3

CODIS eligible profiles will be entered irtBIS by CODIS software-tr ﬁgd
staff only. The profiles entered into LDIS musit fato one of the foll %?g
CODIS categories: Forensic Unknown; Forensic MixtiRequire es; Low
Copy Number; Suspect, Known; Missing Persons IntlexRelat of Missing
Persons Index or the Unidentified Human (Remainggx) o&ﬁber (see section
1.0 - CODIS Terms and Abbreviations for definitipfa p ural guidelines
on how to enter a profile into LDIS, see gl CODISTr g Manual). For a
list of NDIS-approved STR PCR kits, consult therepfversion oNDIS
Procedures. X

o

(for example. a family

Profiles matching the victim or eliminati
member or a consensual sex partner) u iguouksiyot be entered into
CODIS. For a profile to be unambi attriloLite the victim or elimination
sample, an exemplar must be test nd compatbd fofile in questionltis
not sufficient to make an assumptio on case information that the profile in
guestion matches the victim or ORI sual sex partner.

Profiles that are clearlygflated to a casgime will not be entered into
CODIS. For example\a'l men profile from a condflmm which a female
profile was determi and the victim is excludsdree female contributor of
DNA. Thiswill b the discretion of the apprigpe Assistant Director and the
anager. The determination can dedaising the CODIS
rhing What is Allowable for Entry into the Forensic Index at

NDIS ,OO

45.4 @uwect profiles reside in the LINKA®gtem and/or LDISThey are not

efor upload to higher levels of CODIS.

documentation. The DB Profile documentation repglttbe put in the file and
the original will be filed in binders in the COD#ea.

é@kntry of a profile into LDIS will be documented tme DB Profile

4.5.6

Upload of a profile to SDIS will be documented hgluding a printout of the
CODIS Specimen Detail Report in the case file. M/Becondary and later
profiles in a pattern are not uploaded to SDIS ,Specimen Detail Report should
still be generated, as it indicates the specimentsy into the Pattern/Other index
at LDIS.
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4.5.7 Off ladder alleles above or below the allidiider are entered as < (lowest allele
at that locus) or > (highest allele), respectivele official standardized NDIS
allelic ladder can be found on the CODIS website.

4.5.8 Off ladder alleles should be entered as aated by the analysis \G'&re (e.0.
an allele called as 9.1 should be entered as 6tB.xr).

4.5.9 |If a discrepancy exists on theDB Profile doeatation (fo, pIe, , reviewer’s
initials are missing, the specimen ID appears iremor is)eo long) the
Interpreting Analyst (IA) or the reviewing Criminst N{or ASS|stant Director for
that sheet must resolve the discrepamefpre the d rom that sheet is entered.
Specimen ID problems may be corrected by, nfiieedCODIS support
staff. Interpretation issues should be disc thve appropriate Assistant

Director.
O‘

4.6 Modifying or Deleting an STR Profile frorACODIS
4.6.1 Modification of data already e@gd into CODIS rbaydue to several reasons:

= Additional testing hag'—%n completed on the sample
= An interpretation aq' as discovered regardirggpfofile.
= The profile cou@& improved by the addition of thbligate allele designator

H+”. @
Once it has Qg?n determined that a profile mushbeified in CODIS, a Profile
Modificasga)form (see Appendix 9.2) should beddlout and submitted to the
CODJS Miaff for processing. The original Profiledfication form will be
ned in the Profile Modification form bindand a copy will be placed in
Qiaase file.

62\ ny modification to a DNA profile previously upload to SDIS will be
documented in the profile modification log (see Apgix 9.3).
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4.6.3 Reasons for administrative removal/expungement niigtude:

- A profile entered is later determined to be an elation sample. (b
" Documentation is provided for legal expungement. N
" A determination was made that the profile shoulthave b ntered

into CODIS due to a user problem (for example,lmlaas'fQ da
proficiency test during the time the data was gmaaaei)‘{b systemic
laboratory problem.

. Profiles from missing persons and/or relatives gfsthg persons are
removed once a person is identified. Profile\frondentified human
remains will be removed only if the body eiedhtact.

Once it has been determined that a profile X ed from CODIS, a CODIS

deletion form (see Appendix 9.4) must heed antl submitted to the CODIS
staff for processing. Unless there are ¢giye regg@urrounding the deletion [(for
example, in response to a court ortﬁerjequirimlgaibre the next local upload; if
so, an Expungement Request lettd will be serté®SDIS custodian (see
Appendix 9.5)], the deletion w processed witie next upload to SDIS.

The original form will b@tained in the Casddéden/Expungement form
binder and a copy wil laced in the case filde deletion will also be

recorded in the Upl
it Is processed.
will also be pri
confirming t

eletion/Expungement log &ppendix 9.6) at the time
deletion portion of the reda@tion report from the upload
and placed in the Case Detékapungement form binder

e deletion was completed.

4.7  Routine Se r@s of LINKAGE and LDIS

4.7.1 reting analysts and their supervisalisrautinely compare appropriate
\2\ liminary DNA profiles to those in LINKAGE and UB.
@Z LDIS autosearches will be conducted afteiathaition of new profiles into LDIS
and before an upload to SDIS. This search willeséo ensure that no intra-
?* laboratory DNA matches were overlooked and to ttackl DNA hits using the
CODIS system. LDIS autosearches will be perfortmgthe CODIS staff only.

4.7.3 All LDIS autosearches will be conducted atlerate or high stringency using a
minimum of six loci. The default setting is modera
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4.8

4.9

4.7.4 Samples with 10 or more loci will also berskad, allowing one locus to have

4.7.5

either low-stringency or non-matching results (“ensmatch search”). (b

All LDIS candidate matches will be examinddhe CODIS staff will i '\Stigate
any matches not already documented and ensureltipaoper notif'\ ns are
prepared, reviewed and made expeditiously. The IS@joup mbg( turn such
matching files to the 1A and supervisor who subedtthe spes@)an, and delegate
the match notifications to them. Q'\

’
Uploading Profiles to SDIS/NDISand Search Policies é

4.8.1

4.8.2

4.8.3

4.8.4

All appropriate LDIS profiles will be uploadi int IS by the CODIS staff.
Currently New York State local DNA laboratd{ies agdl to SDIS biweekly, with
the SDIS search performed shortly there . M0CeSTR Index, Unidentified
Human (Remains) Index and Missin n Indexlpsotontaining 10 or more
loci are searched at both high and rate stioygeProfiles with 6-9 loci are
searched at high stringency only Jess placedarfRequired Alleles” index.
LDIS profiles for upload to SEK' ill be froevidentiary samples onlyJnder
no circumstances will kno man reference sampldse uploaded to SDIS
forensic indexes. Such@mﬁ?; may be entered mthe Missing Persons
Index, the Relatives 1$sing Persons Index or thUnidentified Human
(Remains) Index) ifg@propriate.

Only one (1) ive perpetrator profile perensic Biology DNA pattern will
be uploade DIS. Additional profiles from patis will be placed in the
Pattern r Index in LDIS, and will be unmarkedipload.

’
U s to NDIS will take place as schedigthe SDIS custodian.

Q

eoNbearnes

?@179.1 Only DNA profiles developed by the DepartmeinEorensic Biology may be

4.9.2

compared to and entered into LINKAGE. Requesttapare other DNA
profiles to LINKAGE will not be approved and aretratlowed.

Keyboard searches of LDIS, SDIS, and NDISoaig allowed of DNA profiles
derived from evidence. Keyboard searches of DN#iles from known
individuals is not allowed.
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4.9.3 Keyboard search requests of SDIS/NDIS areeaddd to the Databank
coordinator. This search is requested througlb®dS Databank coordinator and
is executed at the discretion of the SDIS custadian '\(b

Keyboard search requests of LDIS are addressntGODIS cusl{@, CODIS
Program Manager, or the laboratory director. ?\

4.9.4 There are assorted reasons a keyboard sgaudth be re d by a laboratory.
All requests must be accompanied by a JustificdboiKeysdard Search Request

form (see Appendix 9.7). é
A\

Reason #1 The requesting laboratory wants @arch alprtsfat does not
meet the minimum loci requirements fo IS or N@I8ry or would not be
searched based upon SDIS or NDIS ent searatypd{eyboard searches
for this reason must be, accompang ith a doctedestientific reason
justifying the search (for examplg, apparent presexi mixtures, sample
degradation or limited sampl@wailability). Scika justification must
include but is not limited t(\{'\ atistical sigo#nce of the profile (or deduced

loci) being approxim@m greater than 500,000. A copy of the
[

population statistics ut must be providedht® CODIS group with a
justification of thisQ' g

Reason #2- The esting agency wants to search a piodiere the next
search in a$ittiation where a known convicted aféeris a suspect in a
particula e and there is an urgency for anditgzesearch. The initial
req {Dom a Bureau Chief from one of the Distitorney’s Offices must
be s itted in written formmust be accompanied with a valid

fication for the urgency, andit must be confirmed that the suspect in
A estion is, in fact, in the databank.This confirmation is the
responsibility of the requesting agency.There must also be a documented
\2\ conversation with an Assistant Director and appat@rcase information.
C) Case information from the DAO must include:the suspect’s full name,
?§~ NYSID number, social security #, and any knownsa&a
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The following reasons are considered valid urggusgfications by the
Department of Forensic Biology to request a keythaaarch to expedite a
CODIS search at SDIS or NDIS: '\(b

* A suspect has been arrested for a particular cabevdl be riﬂ%ed
without the search. Additionally, there is no atbeidencé\®yewitness,
fingerprints, etc.) to hold the suspect and attsnpibb a DNA sample

from the suspect have been exhausted. Q
4
» A strong investigative lead has developed specparticular case
and the search will lead to an arrest. Ad dhere is no other
evidence (eyewitness, prints, etc.) to, tispect and attempts to
obtain a DNA sample from the susp@ ave beenustéd.
NOTE: Even if the DAO oﬁw\& can confirm a potentialsuspect
has qualified for e in the convicted offender @tabank
this does not i the sample has been collected,

processed, “e ered into the offender databank.
Expeditio Q‘a convicted offender sample by DCJSaks
not hagpbe in response to a keyboard requesitf. the
suspectTs based on a strong investigative lead atite
igator wants to insure the corresponding corigted
nder sample is in the offender databank beforéhe next
\} utine search they should be referred to DCJS.

(" Investigators should always be advised to attempbtobtain
OO a DNA sample from the suspect and submit it direcyl to
’ Forensic Biology.

g&on #3- The requesting agency and/or the Department drfsic Biology
\8 wants to search a profile before the next searehsituation where there is an

urgency for an expedited search to attempt to ifyesuh offender in a serious

or serial crime.

?‘ Reason #4 The requesting laboratory is not CODIS readyis Type of search
method is performed for criminal justice agenchest tlo not have access to
CODIS. All requests for keyboard searches from agencies & do not
have CODIS should be referred to the NYS DCJS Datamk coordinator.
This will enable the requesting agency to beneditf a statewide search and
avoid duplicate local searches.
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4.9.5 Both the CODIS Custodian/Supervisor and the CODt&gRmM Manager must

4.9.6

4.9.7

O
&

approve keyboard search requests. Disagreememisérethe CODIS Program
Manager and the analyst, supervisor, or manageestipg a keyboard ;{@ch
will be resolved by the laboratory director. Q

Once a keyboard search request has been apprbeddterpreting\gglyst will
fill out a Forensic Biology Keyboard Search Requdesn (seé@)endix 9.8) and
forward it to the CODIS staff for processing. Réyboar h requests will
be processed by the CODIS staff. If the keyboastah regdest is for SDIS, the
CODIS supervisor will discuss the request and ¢ ation with the DCJS
Databank coordinator via telephone and fax the rm accordingly. The
original request form and search results will, the case folder. Keyboard
search requests from outside laboratories g¢pe Keyboard Search
requests binderThe interpreting analyst esting the keyboard sarch will
be responsible for evaluating all candi matcheasults from the search
within 15 days of receiving the results from the CODIS staff.

NOTE: Prior to faxing a Key 9 Search Request fan to SDIS, the

CODIS staff will fir rform an autosearch to identify any local
candidate mat .

A forensic profile n@e searched at a non-CODdtaloank (for example, via
Interpol). See th£\ IS Procedures for furtheoiinfation.

A non-US fo@%ic profile may be searched at NDpSrurequest to the FBI and
at their g tion. Such a profile may NOT berclead at LDIS.

o
@Q‘o
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Table — DNA Profile Evaluation Form entries for STRprofiles derived from mixed samples

STR result Interpretation DNA Profile Will match
Evaluation Form A o
7,8,9 deduced contributor is (19‘
9,9 9,9 9,9 '\\
(high, stridgency)
7,8,9 deduced contributor is )
4
8,9 8,9 o 9
AN (high stringency)
7,8,9 deduced contributor is <
&
9,2 o
£
(where Z is either a 7 or 8 or 9)7\, 7,90r8,90r9,9
Ne) (moderate stringency)
7,8, 9** deduced contributor is Q"' C n/a
9,7 C)O or
N
(other non-called @e, 9+ 9 plus any other allele
possible drop-g{iyor LCN (moderate stringency)
possible false fomozygote)

O
((9,0
&
S

&
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4.1  CODIS Identification Number (Specimen ID Numbe)

4.1.1 Each profile entered into CODIS will havereque identifier. Only lett rgbnd

numbers will be used in the body of the descriptiDm not use any paces
or any other characters, except a dash (-) or gracking special c ters (# or
$) when indicated below. The standardized formaaehtering en
information into CODIS is as follows: /\\

The first eight to ten characters will encompmsFtoren&&lology laboratory
number (last two digits of the year, followed bglash, preceding a four or five
digit case number) followed by a dash. If the ¢ xs from a contract
laboratory the year will be preceded by a labo reviation (Bode
Technologies (BT or BTB), Cellmark Dlag& s (G)Genescreen (GYS)).

Vouchered items:add the last three dj of the voucher follovegch dash.

Post mortem items add PM foIIO\Kg)by the item number followed byaeshl.

The final set of characters \@%e reserved fongke type and identification:

Stained items (sheets Gdthinq, etc.add a few (2 to 6) letters that describe the
|tem the item gé_er, and the stain designatittoied by a dash. If there
[ that type in the case (e.g. jpaie of jeans, one beer bottle,
cap) the specimen ID need not icothia item or stain
number IS segment may need to be shorteneelpalie Specimen 1D
h the 24-character upper limit.

@ins with differential extractions the desitions below will apply to the
N

S

&
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Sexual assault kit items the abbreviated descriptions for source and diffeal

extraction fraction (if appropriate) below will lised. Stain designations or
the dried secretion swab numbers should NOT be uiskeds there 51,
multiple DNA contributors from the same case ongame sampl&%e, and
samples need to be distinguished from one another: {1/

Dried secretions swak described aBS \'\QJ
Oral swabs or smear described a®S Q/\
Vaginal swabs or smear described a¥S

Vulvar swabs or smear«described a¥U

Cervical swabs or smeardescribed a€S \
Anal swabs or smear described a8S N
Perianal swabs or smearslescribed asé&

Y4

Penile swabs or smeardescribed as P
Underwear described afW @)

Sperm fraction described as S )

Epithelial fraction described

Substrate/swab remains f@l described as SR

Missing and Unidentified B®tsons Caseghe specimen ID will follow the same

Q
N
S

&

general format as othdr casework:
+ Case numbe%lowed by a dash
«  For vouchddd items, add last three digits of thecher followed by a
dash.
* To differentiate between sample types, Rder Relatives of Missing
nsM for Missing Persons (or Deduced Missing Persoasiptes,
U for Unidentified Human Remains.

Q/QSS - for cases worked with grant-funded supplies

Relatives of Missing Personsthe abbreviated descriptions below will be
used for samples from relatives. If more than sibkng, other maternal
relative or other paternal relative is submittegsignate each with a number
after the abbreviated description:

Mother described ad

Father described &s

Biological Sibling (brother or sister) describesisa
Other Maternal Relative described@s!

Other Paternal Relative described2d3
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Missing Persons:add 4-5 letters describing the item, item numbed/ar

cutting followed by a dash. This segment may neduktshortened to help the

specimen ID comply with the 24-character uppertlimi

r{l/

Unidentified Human Remains: utilize “PM” and item number ed by a

dash or item number depending on where the |tesmbsn|tt

Grant-Funded cases add the special character followe J@\
segment should be omitted from the specimen Iml c

dashs Thi

ondition applies.

The first instance of grant assistance determi h/\symbol is used, it

cannot be both.
\O

# - for cases worked on weekend overtirfe\grant money
$ - for cases worked with grant- funde&gplles

O

Case type indicator the last notati@Pa pair of letters indicatthg case type.

AS assault, attempted h |de and related cases
BU burglary and relat

DR drug posses related cases

HO homicide cas

MP missing a identified persons cases
RO robbery mpted robbery, and related cases

SA sexu ault and related cases
WE w@s possession and related cases
oT

&

e for any case type not covered above

AU@ theft (grand larceny auto), unauthorized dsebicle, and related cases

Controlled versions of Department of Forensic Bijgi®ocuments only exist electronically on the

Forensic Biology network. All printed versions am@n-controlled copies.



FORENSIC BIOLOGY CODIS MANUAL

4.0 PROFILE MANAGEMENT

DATE EFFECTIVE LAST REVISED APPROVED BY PAGE
03-24-2010 07-23-2011 MARIE SAMPLES 4 OF 17

4.1.2 Examples

Example 1 case no: FB07-00022, voucher N123456, itenp#iiple sh'b(,b;ain
1B; assault. Specimen ID number will b@7-00022-456-PS1B-AS

Example 2 case no: FB00-1257, post mortem kit item PM swab,
sperm cell fraction, homicide. Specimen ID numiviirbe: 7-PM2F-
VSS--HO

Example 3 case no: FB08-01034, voucher P1245 9, item e, scrapings,
burglary, examined on a weekend. Specimen IQ\ Ebe: 08-01034-589-
GLSCR-#-BU

Example 4 case no: FB11-05500, VOUC@OOOOQQS?)Z itbnato theft case,
cigar butt, sample amped using prlm € purchasegtamt. Specimen ID number
will be 11-05500-832-CB1-$-AU.

Example 5 Cellmark Diagnos\d acklog case CD01-0001chen K321123,
sexual assault kit underwe in 1A1, spermfiadtion, sexual assault.
Specimen ID number v&l) D01-0001-123-UWI1A1SF-SA

Example 6case no$811-01234, bone, PM1, unidentified hureanains.
Specimen ID nu ill bd1-01234-PM1-U-MP

Example 7 no: FBO4 1234, voucher number K123456 hbrand sister of
Missin on. Specimen ID number will B4:1234-456-0110-S1-R-MP and
04-123M456-2-R-MP

&e is @ maximum limit of 24 characters for the@men identification number
\' CODIS. The above specimen identification syssfiould not be deviated
C) rom unless it is necessary to distinguish two das)mr under unusual case

2 situations.

?\4.1.3 Suspect profiles entered into LDIS will havepecimen ID’s of the form XXX-
10-S0000.This radically different format is intended to peew the CODIS team
and others from placing the suspect in the wrodgxrwhere it might be
accidentally uploaded.
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4.2 General Guidelines for Entering STR Profilesnto CODIS (see also table at the end
of this section)

4.2.1 Procedures for determining STR typing resariésdetailed in the curr@'ﬁ:orensic

Biology STR manual. {1/
N

4.2.2 All STR profiles and mtDNA sequences that@@DIS eligi%‘é\h st undergo
technical review prior to entry into LDIS. The ledcal reyiW includes
evaluation of associated positive and negativerotmtthe\ggibility of the DNA
profile for LINKAGE and/or CODIS, as well as ensygithat appropriate
exemplars and/or elimination samples have beg\ d at least once.

4.2.3 All 13 core STR loci and appropriate addig ?nologies as needed must be
attempted on appropriate samples in or@wsaatple’s data to be eligible for

CODIS.

O
4.2.4 a. A minimum of 6 core Ioc\a@necessarwfury into CODIS in order to
be uploaded to SDIS. {@lnimum of 10 core loci aeeessary in order to
be uploaded to NDI%

b. For Missing PersoQd‘and Unidentified Human Reseases, the
following mini core loci plus Amelogenin are eesary for upload
into CODIS &-Next Generation CODIS:

%,
Uniden u@ Human Remains: 6 for SDIS, 8 for NDIS
Miss's?&?ersons and Deduced Missing Persons: 80 and NDIS
@iVes of Missing Persons: 13 for SDIS and NDIS

425 T NA result from each locus will be entkom the DNA Profile Evaluation
in the form p, q for heterozygotes (in ascegdirder) and p, p for
m

ozygotes (for example, THO1 6, 7 or 6, 6).

\
Qgg\ In certain circumstances, a single oblighedeamay be entered as p+. For
single-source DNA profiles, this is allowable omly described in section 4.3.6b.
?\ This convention may not be used for Missing Pess®elatives of Missing
Persons, and Unidentified Human Remains cases cbmvention may not be
used for suspect samples.
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4.2.7 Forensic mixture DNA profiles shall have apttalleles at a maximum of 4 core
loci (the “4 x 4 rule”). Any of the remaining coleci shall have no more than 2

alleles at each locus. NOTE: this means thatbe® mixture |dent|f|e eak
imbalancedoes not count against the rule and is not considered he
CODIS software. Non-core loci (e.g. Powerplex Bermr Ident|f|I 1338

and D19S433jlo count for this rule.
This convention may not be used for Missing Pess®elativ, ‘s{b‘ Missing
Persons, and Unidentified Human Remains cases. /i

4.2.8 Only DNA data derived from analysis of NDi&epted I5CR loci/systems shall
be entered into CODIS. NDIS accepted PCR IQqiégystare referenced in the
FBI NDIS Sandards for Acceptance of DNA Data{b.

4.2.9 Forensic Biology Laboratory reports thagéﬂ results eligible for entry into
CODIS contain a statement indicatitgt@'s information has been added to and
will be maintained in the CODIS s

4.29.1 When a profile | \moved from CODIS foy @eason, a
statement in port must indicate that theilerafas previously
searched s been removed. Depending omtiregtof the
removal, statement may be in the initial repoith an
additi&rl report.

%

4.2.10 Currently, pr f@developed using Low Copymber amplification techniques
are not elgébr entry into NDIS. They canwever, be uploaded to NY-

SDIS f ching, via the Low Copy Number Ind&amples in this SDIS
Index %unmarked for any further upload (i.e\N@IS).

4.3 Guide\l@r Entering STR Profiles Derived fom Mixed Samples into CODIS (see
als te\ at the end of this section)

1 All mixtures refer to the situation where DIEA profile from the evidence is
?\ composed of alleles from more than one individual.

4.3.2 A minimum of six fully-deduced loci must be presena mixture sample for the
mixture profile to be eligible for entry into NDISAs many loci and alleles as
possible should be included in the profile subrditeethe database.
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4.3.3 When a locus can be only partially deduced, ugbebbligate allele designator,
a “+” aids in stringency searches by preventingsofthe spurious moderate
matches possible at mixed loci. (1,

N

4.3.4 Alocus may be designated inconclusive (“IN@i the DNA Profili@luaﬂon
form at the discretion of the interpreting anakyst their superyi
ambiguity exists at that locus (see section forelfpmixtur b\) w). This
locus, however, should still be used in the condition pro %s nce a candidate
match is made.

4.3.5 Type | mixture - the results are such thatitis p @Ie tordatee/deduce a
complete profile of a contributor at 6 or more |gglie deduced profile of the
major contributor or the major component&@beeead into LINKAGE and

LDIS.
o

Only if the allele intensities are squat thaan component can clearly be
deduced at six or more loci will educed DNAfpe of the minor component
be entered into LINKAGE a d&

4.3.6 Type Il mixture - the rzﬂl@ re such that it is not possibleeti@rmine/deduce a
complete profile of ac butor at all loci; thlele intensities are such that the
contributor can be ced at some loci but notledr loci. Enter the alleles at
all deduced loci. &Y loci that cannot be deducad be entered as a mixture
with the oblig lele indicated on the DNA Pi®ftvaluation Form with a “+”.
Because of@ﬂble allele sharing, all alleleb@de loci must be listed on the
DNA Prafi®Evaluation Form (even if you know thieglong to the victim).

T ixture loci cannot be entered into LINKAGH vill be entered into LDIS.
are two options for entering partially knowai when not all of the
ssible alleles at that locus are confirmed.

C) Type Il mixture —option onefor entry of a mixture locus: Enter the locus as
Q’ “INC”. This may be the method of choice when ypufile contains good data
?\ at most of the loci, and the loss of one or two &bitl leaves a profile expected to

be seenin 1 in more than a trillion people.
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O

&

Type Il mixture —option two for entry of a mixture locus: If only one of the
potentially two alleles of the profile at that Ieccan be determined (due to LCN
interpretation rules) or after all attempts to igstults for a clearly visibl

below threshold peak have failed, enter the onevkrallele with a “+” isis a
CODIS method of designating that “another alleley i@ present locus.”
The advantage of listing one known allele over nen8NC” is th match

might be found at moderate stringency, but willverg at le t\ st of the
spurious candidate matches which might occur ifimgt a 9&3 entered for that
locus.

’

For example, a 10+ would match 9, 10; 10, 10; {Sbut would preclude

anything that contained no 10 allele, for exam@i®; 9, 11; 9, 12... would not
match, in contrast to an “INC”, or no entry us, which would allow any
allele to appear at that locus and not be{ Idmatc

O

This option is only meant to enhaﬁ@limited nandd loci in a profile, for
instance to enable a profile with*{ I to meet thinimum amount (10 loci)
needed in order to be search NDIS insteadingstopped at SDIS. Certain
criteria must be met and d ented for the CODdBin order to justify

using this method: C)O

= Maximum 2 Ioci&anced by this method.
= A statistical si@fticance of the profile (or de@dlcloci) being approximately
1 in greate, n 500,000,000. A copy of the pafpoih statistics printout
must be@évided to the CODIS group with a DNA peodf this type.
= Thisd one and only instance on a DNA PrdiNaluation Form when a
sinﬁele is entered in the box for that loclifie “+” must also be present.
" @ interpreting analyst and/or supervisor subngtsuch a profile may be
A%alled upon to evaluate all candidate matches foumeh the profile is
searched.

NOTE: Since DNA profiles developed using Low Cdfiymber techniques are
not eligible for entry into NDIS, and are searcloatly at LDIS and SDIS, as
indicated by the first criterion listed above, d@nwaived.
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4.4 Entering STR Profiles into LINKAGE

44.1

4.4.2

4.4.3

4.4.4

4.4.5

&

4.4.6

DNA profiles will be entered into LINKAGIyY Criminalist llls, Crimine&’ Vs,
or management only. DNA profiles may be entereéo IINKAGE wit
technical review; however, at the time the caseréiceives technic{&iew the
previously entered DNA profiles must be checkedelagibility ap\@ curacy.

LINKAGE will be maintained separately fronet@ODIS @re in the

LINKAGE database on the Forensic Biology network.,

the Forensic Biology laboratory. LINKAGE d @ge a minimum number of
6 loci to be entered, but requires non-mixt&& lyfdeduced) loci only be

entered.
OK

Profiles matching the victim or el on samples example, a family
member or a consensual sex pauq{l unambiguouklyot’be entered into
LINKAGE. For a profile to @mbiguously attrtbd to the victim or

LINKAGE contains STR loci from STR systems @*previously on-) line in

elimination sample, an exe r must be testeccantpared to the profile in
question. It is not sufficieat® Mmake an assumption based on case information
that the profile in questi tches the victim or consensual sex partner.

NOTE: DNA pr @are eligible for LINKAGE and/&.DIS only if a crime has
been committed\ If a case has been deemed tofbended by the NYPD, no
DNA profile erated in that case is eligible éoitry.

O
Local @)ect profiles will be entered into LINKAGI&d/or LDIS (Suspect,
K Index), unless:

specific sample. When any court order or simikpgrwork is
received, the OCME Legal Department must be coegdwhd provided
a copy of the paperwork.

4.45.2 The exemplar was submitted subsequent to a paréidh notification
and does not match the case for which it was suédnit

@ M.5.1 A properly executed court order dictates othenemecerning a

Non-victim DNA profiles derived from evidenthat are not eligible for CODIS
entry will be entered into LINKAGE (for examplepeofile obtained from the
clothing of a suspect).
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4.5

Entering STR Profiles into LDIS

45.1

45.2

45.3

CODIS eligible profiles will be entered irtBIS by CODIS software-tr
staff only. The profiles entered into LDIS musit fato one of the foll &rg
CODIS categories: Forensic Unknown; Forensic Me(,ulRequwe es Low
Copy Number; Suspect, Known; Missing Persons IntlexRe of Missing
Persons Index or the Unidentified Human (Remainggx) o iﬁer (see section
1.0 - CODIS Terms and Abbreviations for definitipfa p ral guidelines
on how to enter a profile into LDIS, see gl CODISTral g Manual). For a
list of NDIS-approved STR PCR kits, consult there t version ofNDIS
Procedures. \0

Profiles matching the victim or eliminati (Q(for example. a family
member or a consensual sex partner) u iguouksiyotbe entered into

CODIS. For a profile to be unambigu ® attriloLte the victim or elimination
sample, an exemplar must be test d compathbd fofile in questionltis
not sufficient to make an assumptlo'a\b on case information that the profile in
guestion matches the victim or c@nsual sex partner.

Profiles that are clearl lated to a casgime will not be entered into
CODIS. For examp @emen profile from a conftmm which a female
profile was determlé&and the victim is excludsdree female contributor of
DNA. Thiswill b he discretion of the apprigpe Assistant Director and the
CODIS Progr anager. The determination can dedaising the CODIS
Guideto Dete%tni ng What is Allowable for Entry into the Forensic Index at

NDIS O

45.4 ; uspect profiles reside in the LINKAGEtem and/or LDISThey are not

@

4.5.6

efor upload to higher levels of CODIS.

ntry of a profile into LDIS will be documented tdre DNA Profile Evaluation
Form. A copy of the DNA Profile Evaluation Form indle put in the file and the
original will be filed in binders in the CODIS area

Upload of a profile to SDIS will be documented hgluding a printout of the
CODIS Specimen Detail Report in the case file. M/becondary and later
profiles in a pattern are not uploaded to SDIS ,Specimen Detail Report should
still be generated, as it indicates the specimentsy into the Pattern/Other index
at LDIS.
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4.5.7 Off ladder alleles above or below the allidiider are entered as < (lowest allele
at that locus) or > (highest allele), respectivele official standardized NDIS
allelic ladder can be found on the CODIS website.

4.5.8 Off ladder alleles should be entered as aated by the analysis sg@are (e.0.
an allele called as 9.1 should be entered as 6tB.xr).

4.5.9 |If a discrepancy exists on a DNA Profile Exaion Form ample writing is

not legible, reviewer’s initials are missing, thpesimen ID pears incorrect or is
too long) the Interpreting Analyst (I1A) or the rewin Criminalist IV or

Assistant Director for that sheet must resolvedi %ancyoefore the data

from that sheet is entered. Specimen ID prob Ioe corrected by a member
of the CODIS support staff. Interpretationi uld be discussed with the
appropriate Assistant Director. 026

4.6 Modifying or Deleting an STR Profile fro DIS

4.6.1 Modification of data already eQ@\ed into CODIS nhaydue to several reasons:

&

= Additional testing h@@gn completed on the sample

= An interpretation grka/was discovered regardirgplofile.

= The profile coul@e improved by the addition of thbligate allele designator
H+”.

Once it has@?n determined that a profile mushbeified in CODIS, a Profile
Modificatj@h) Torm (see Appendix 9.2) should bedilout and submitted to the
CODI ff for processing. The original Profiletification form will be

@ ined in the Profile Modification form bindand a copy will be placed in
t ase file.

A@Any modification to a DNA profile previously upload to SDIS will be

documented in the profile modification log (see Apgix 9.3).
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4.6.3 Reasons for administrative removal/expungement niigtude:

. A profile entered is later determined to be an glahon sample. (1,

" Documentation is provided for legal expungement. Q\

. A determination was made that the profile shoulthawve b@ ntered
into CODIS due to a user problem (for example &b d
proficiency test during the time the data was gamg\\\ systemlc
laboratory problem.

. Profiles from missing persons and/or relatives @Si#g persons are
removed once a person is identified. Proflle§ flowidentified human
remains will be removed only if the body,(' veieatact.

Once it has been determined that a profil ed from CODIS, a CODIS
deletion form (see Appendix 9.4) must %Ied ant submitted to the CODIS
staff for processing. Unless there are @% regg@urrounding the deletion [(for
example, in response to a court orql‘eﬁequmrmgaibre the next local upload; if
so, an Expungement Request Ieﬁ\ Il be serteé®SDIS custodian (see
Appendix 9.5)], the deletion W{(Be processed witie next upload to SDIS.

The original form will b r@?[amed in the Casddéen/Expungement form
binder and a copy will laced in the case filde deletion will also be
recorded in the Upl@ Deletion/Expungement log @&ependix 9.6) at the time
it is processed. T@'deletion portion of the reda@tion report from the upload
will also be pri and placed in the Case Detékapungement form binder
confirming e deletion was completed.

4.7  Routine Sea@s of LINKAGE and LDIS

4.7.1 pretlng analysts and their supervisalisrautinely compare appropriate
liminary DNA profiles to those in LINKAGE and UB.

ng\g\ LDIS autosearches will be conducted afteiattdition of new profiles into LDIS

and before an upload to SDIS. This search willeséo ensure that no intra-

?\ laboratory DNA matches were overlooked and to ttackl DNA hits using the
CODIS system. LDIS autosearches will be perfortmgthe CODIS staff only.

4.7.3 All LDIS autosearches will be conducted atlerate or high stringency using a
minimum of six loci. The default setting is modera
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4.8

4.7.4 Samples with 10 or more loci will also berskad, allowing one locus to have

4.7.5

Uploading Profiles to SDIS/NDISand Search Policies

4.8.1

4.8.2

4.8.3

4.8.4

Q

either low-stringency or non-matching results (“ensmatch search”).

All LDIS candidate matches will be examinddhe CODIS staff will i %tlgate
any matches not already documented and ensureltipaoper notif'\ ns are
prepared, reviewed and made expeditiously. The IS@joup @ eturn such
matching files to the 1A and supervisor who subeditthe sp 0\ n, and delegate
the match notifications to them.

’
o
All appropriate LDIS profiles will be uploadl intagﬁls by the CODIS staff.
Currently New York State local DNA labor t@soﬂnﬂ to SDIS biweekly, with
the SDIS search performed shortly there&. mOCeSTR Index, Unidentified
Human (Remains) Index and Missing &&on Indexlipeotontaining 10 or more
loci are searched at both high and rate stioygeProfiles with 6-9 loci are
searched at high stringency only\n s placeldarfRequired Alleles” index.
LDIS profiles for upload to ©will be froevidentiary samples onlyJnder
no circumstances will knoﬁman reference sampldse uploaded to SDIS
forensic indexes. Suc es may be entered mthe Missing Persons
Index, the Relativefg‘p )5sing Persons Index or thUnidentified Human

(Remains) Index) if ropriate.
Only one (1) ive perpetrator profile perensic Biology DNA pattern will
be uploade DIS. Additional profiles from patis will be placed in the

Patterr@ Index in LDIS, and will be unmarkedipload.

L@is to NDIS will take place as schedbigdhe SDIS custodian.

4.9 ag}Searches

?\

9.1

4.9.2

Only DNA profiles developed by the DepartmeinEorensic Biology may be
compared to and entered into LINKAGE. Requesttapare other DNA
profiles to LINKAGE will not be approved and aretratlowed.

Keyboard searches of LDIS, SDIS, and NDISoaig allowed of DNA profiles
derived from evidence. Keyboard searches of DN#iles from known
individuals is not allowed.
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4.9.3 Keyboard search requests of SDIS/NDIS areeaddd to the Databank

49.4

S

&

Controll

coordinator. This search is requested througlb®dS Databank coordinator and
is executed at the discretion of the SDIS custadian N

Keyboard search requests of LDIS are addressntGODIS cust(Q%, CODIS
Program Manager, or the laboratory director.

NO
There are assorted reasons a keyboard seantth be reqﬁ?éd by a laboratory.
All requests must be accompanied by a JustificafﬁorKey ard Search Request
form (see Appendix 9.7). <

O

Reason #1 The requesting laboratory wants t arch alprtfat does not
meet the minimum loci requirements f r\QD S or NBIgry or would not be
searched based upon SDIS or NDIS,%(ent searatypdfeyboard searches
for this reason must be, accompanj€d ' with a doctedestientific reason
justifying the search (for exam pparent presex mixtures, sample
degradation or limited samplg availability). Sdigo justification must
include but is not limited QSQ atistical sigo#nce of the profile (or deduced
loci) being approximate n greater than 500,000. A copy of the
population statistic ut must be providedht® CODIS group with a
justification of thi§\t‘ .

Reason #2 - The /@juesting agency wants to search a piodiere the next
search in ation where a known convicted aféens a suspect in a
particul se and there is an urgency for anditggbsearch. The initial
req om a Bureau Chief from one of the Distittorney’s Offices must
be mitted in written formmust be accompanied with a valid

ification for the urgency, andit must be confirmed that the suspect in

responsibility of the requesting agency.There must also be a documented
conversation with an Assistant Director and appat@rcase information.
Case information from the DAO must include:the suspect’s full name,
NYSID number, social security #, and any knownsa&a

Q estion is, in fact, in the databank.This confirmation is the
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The following reasons are considered valid urggusgfications by the
Department of Forensic Biology to request a keythaaarch to expedite a
CODIS search at SDIS or NDIS: y\(l/

* A suspect has been arrested for a particular cabevl be r Qed
without the search. Additionally, there is no mtheiden& yewitness,
fingerprints, etc.) to hold the suspect and attertrp)b}\ﬁii a DNA sample
from the suspect have been exhausted.

» A strong investigative lead has developed sugpea:particular case
and the search will lead to an arrest. Add{pndhere is no other
evidence (eyewitness, prints, etc.) to a tispect and attempts to
obtain a DNA sample from the sus ’eét\have beenustéd.

NOTE: Even if the DAO or &D can confirm a potentialsuspect
has qualified for €ntfy’in the convicted offender é@tabank
this does not in’sg the sample has been collected,
processed, @tered into the offender databank.
Expeditior& convicted offender sample by DCJSaks
not h be in response to a keyboard requesif. the
suspesHis based on a strong investigative lead atite
in igator wants to insure the corresponding corigted

(@ender sample is in the offender databank beforéhe next
0 outine search they should be referred to DCJS.
Investigators should always be advised to attempbtobtain
O a DNA sample from the suspect and submit it direcyl to
Q Forensic Biology.

@on #3- The requesting agency and/or the Department drfsic Biology
@ wants to search a profile before the next searehsituation where there is an

urgency for an expedited search to attempt to ifyesuh offender in a serious

or serial crime.

?\ Reason #4 The requesting laboratory is not CODIS readyis Type of search
method is performed for criminal justice agenchest tlo not have access to
CODIS. All requests for keyboard searches from agencies & do not
have CODIS should be referred to the NYS DCJS Datamk coordinator.
This will enable the requesting agency to beneditf a statewide search and
avoid duplicate local searches.
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4.9.5

4.9.6

4.9.7

&

Both the CODIS Custodian/Supervisor and the CODt&gyRmM Manager must
approve keyboard search requests. Disagreememisérethe CODIS Program
Manager and the analyst, supervisor, or manageestipg a keyboard €ay:h
will be resolved by the laboratory director. (19

Once a keyboard search request has been apprbeddt&rpret'r@nalyst will

fill out a Forensic Biology Keyboard Search Regudesn (se endix 9.8) and
forward it to the CODIS staff for processing. R#éyboard rch requests will
be processed by the CODIS staff. If the keyboastch r/eiSest is for SDIS, the
CODIS supervisor will discuss the request and ¢ ation with the DCJS
Databank coordinator via telephone and fax th rm accordingly. The
original request form and search results will b the case folder. Keyboard
search requests from outside Iaboratorieﬁ@ g¢be Keyboard Search

requests binderThe interpreting analyst esting the keyboard sarch will
be responsible for evaluating all can(@ matchasults from the search
within 15 days of receiving the reSL@ m the CODIS staff.

CODIS staff will fir rform an autosearch to identify any local

candidate mat@@

A forensic profile rr@be searched at a non-CODdtaloank (for example, via
Interpol). Seet IS Procedures for furtheoiinfation.

NOTE: Prior to faxing a Ke%%@ Search Request fom to SDIS, the

A non-US f@’sic profile may be searched at NDpSrurequest to the FBI and
at their diggy€tion. Such a profile may NOT bersked at LDIS.

&

oS
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Table — DNA Profile Evaluation Form entries for STRprofiles derived from mixed samples

STR result Interpretation DNA Profile Will match
Evaluation Form A
7,8,9 deduced contributor is Q"
99 99 99 Q‘)\
(highy\iMgency)
7,8,9 deduced contributor is Q\ )
/
8,9 8,9 {8, 9
%« Ol (high stringency)
7,8,9 deduced contributor is -
6\0
9,7 Q
O
(where Z is either a 7 or 8 or 9, Qﬁ 7,90r8,90r9,9
A\ (moderate stringency)
7,8, 9** deduced contributor is sd\‘l'l‘(lc n/a

02 X
(other non-called \'e, 9+ 9 plus any other allele
possible drop-gqui$“or LCN (moderate stringency)
possible false\hOmozygote)

QP
@Q(O

&

Controlled versions of Department of Forensic Bijgi®ocuments only exist electronically on the
Forensic Biology network. All printed versions am@n-controlled copies.



FORENSIC BIOLOGY CODIS MANUAL

5.0 VERIFYING AND REPORTING DNA MATCHES

DATE EFFECTIVE LAST REVISED APPROVED BY PAGE

03-24-2010 02-02-2012 MARIE SAMPLES 10F31

5.1

General principles

Discovering and confirming “exact matches” and t@matches”, and making{?pely
notifications, are among the highest priority tagkse in the Department of @grénsic

Biology. Any delays can result in additional crimes beinghodtted that ave been
preventable.For local matches, it is not necessary to havenallyses leted or
reports written, just that the required data islabée for review of t tch.

Local exact matches between cases may result icréfagion (or %nsion) of a DNA
pattern. To consolidate the handling of relatettigpa cases, and to streamline any
subsequent court testimony, a single analyst (wieengossie) should be assigned all
cases in a pattern. Therefore, depending on theeaf cases involved, a “new”
case may be transferred to the analyst of the qu 'ﬁe(s). See Section 5.4.1 for
additional information. OK

Partial matches are inadvertent “indirect kat suggest that the source of an
evidentiary profile is potentially: N

A relative of a suspect (suspe@e)

A relative of another evide, i@/ profile (withincase or between two cases)
A relative of some other arison sample (viainelimination sample)

A relative of an offend tate or national)

This is determined b @mparing the number of ghatieles and/or loci, then
calculating the full §ipfing likelihood ratios amd/the parent-offspring likelihood ratios
using the CO opstats application (see spegmiicedures below). The use of partial
matches a ate level has been approved hyetweYork State Commission on
Forensi nce. The use of partial matcheseatational level has been approved by
the N oard; however, participation is left wpetach individual state.

k cycle set by the state. Matches at the reltiexel follow a one-week cycle.

Lﬁﬁzﬁes at the local level may occur at any tirkkatches at the state level follow a two-

For Missing and Unidentified Persons cases, distog@nd confirming “exact matches”
and “associations” are also among the highestipritasks done in the Department of
Forensic Biology.
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5.2

Associations are “indirect matches” that suggest tine reference profiles (i.e. profiles
from relatives of Missing Persons in a pedigree)tege potentially related to profiles
from a Missing Person or Unidentified Human Remaiitese associations ar?\apked in
NG CODIS according to a joint pedigree likelihoadio.

Matches in NGCODIS may occur at any time at thalleevel. At the nd national
level, matches follow a one month cycle set by Nat&and/or the % ddltlonal
searches such as those with mitochondrial DNA andydone as @e uled by NY State
and the FBI.

DNA HITS application

5
ations are made using the
\&s for quick e-mail

The majority of DNA exact match and partial ma
web-based DNA HITS application. This applic
dissemination of matches to the NYPD and ttorney’s offices. If DNA HITS
is unavailable for > 24 hours, or a partlcu% lity is unavailable, make
notifications using a Notification Letter& wowvith DNA HITS notification when it
becomes available.

&

DNA HITS is not used for Mi?ﬁd UnidentifiedrBons Cases. A notification letter
is sent via email to notify all i ved partiestbe match. For matches with unidentified
remains from NYC OCME&@ assigned Medical Examilgentification Unit, and
NYPD Missing Persons.&¢" always notified. Matcme®lving outside jurisdictions will
be sent to that juris@’s designee(s).

Only the NYP (@;Rgnee(s) and the appropriate DAI®'Signee(s) are notified via DNA
HITS. If usin A HITSdo not also notify Detectives or ADA’s directlihey will be
notified b ir superiors.

Me }; of lab management have privileges in DNA$Ho add or delete authorized
» Case analysts have varying levels of pget within the program. All

q’ preting analysts plus certain clerical and @®Btaff members have login privileges

?\

anhd can enter match information. Supervisors, gamant and certain CODIS staff
members have approval privileges for matches. program will not make a notification
until it has been approved.
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5.3

Method of notification

The existence of an exact match or partial matclsseminated via the Depar@t of
Forensic Biology report, via DNA HITS, or both. dmethod depends on t e of the
match (“cold” vs. “warm”), the level (local, stateational), or the type of arison
(exact vs. partial). “Cold hit” means no one thbutlpe cases (or su ere linked
previously. “Warm hits” are the opposite: theesawere previousl l%bught to have
been linked, and DNA is simply confirming this.

In general, match notifications made via DNA HITi® appli bre only to cases that
have a clean, informative forensic autosomal DNé&if@ (sifgie-source or deduced)
attributable to a putative perpetrator. In additipartial h notifications are limited
to such profiles with 20 CODIS core loci with no 6 C'’s, or other indtions of a

mixture.
O‘

Associations solely to non-deconvoluted 1gi}gauresajely to Y STR results are
described in the reports, not via DNA H\ :

Notification via DNA HITS is nece@y for the fmiing types of matches:
O
Local matches: C)

Cold hits between &es

Partial matches een cases

Cold hits bet &a case and a suspect (exempteeado-exemplar)
Warm hits een a case and a suspect (exempdaeado-exemplar)
Partial es between a case and a named sospectstee (exemplar or

psevgb-exemplar)

%}z or national matches:
\3 tches between a case and an offender

artial matches between a case and an offender

20 Matches between a case and a case in anotheatabor

?\

Notification via DNA HITS isnot necessary for the following types of matches:

Warm hits between cases
Partial matches within a case
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The report (evidence report or suspect report)aaititain information on all local exact
matches and/or partial matches.

DNA HITS is not used for Missing and UnidentifiedrBons cases. Match n@bations
are made via a Forensic Biology Report and Notifical etter. (1/
NO

5.4  Verifying and reporting exact matches /\\
5.4.1 Local exact matches discovered via LINKAGE or LDIS Q
5.4.1.1 Confirm the exact match ,\'0K

In the event an analyst suspects there is a colubhj his/her “new” case and a
previous case or pattern, or between his/her * and a suspect file, his/her
supervisor should be notifiechmediately. @)

O

Expedite additional testing (including exg lareekded) to determine if you have a
true match or a fortuitous match. A\d\'qﬁbnal tegtincludes any duplication needed to
satisfy the concordance policy. Q

O
Once you have confirmed t@\e?)act match, continegtocess.
5.4.1.2 Review the matching @

The analyst of the ¢ " case has to request thevipus” case(s). For a case-to-case
match, comp information available in thesfilprecinct, location of occurrence,
description 0 ailant, details of the assatdt, # any 61 forms are missing, have a

supervis @ange to get a copy. (This steptisaguired for NYPD project cases. If
any o@wformaﬂon in the 61 forms seems inggivat, discuss with your supervisor.)

E Y‘eése-to-case matches, determine whether thehimgtsamples were processed
qgéther:

?\- Evidence exam on the same date and/or by the saahgst?
* DNA extraction and/or amplification worksheet witte same date and time?

If so, see your supervisor and Assistant Direatonediately.
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For case-to-case matches between similar case tgpeBroperty Crime to Property
Crime) or disparate case types (Homicide to Prggerime), it is a possibility that a
member of law enforcement is the source of the DN#erefore, the following §\
also be determined based on paperwork in the file:

» Was the evidence in both cases collected by the €&nme Scene @ r Evidence
Collection Team member? /\;

* Was the evidence in both cases processed by the NaRD I@ ory Criminalist?

If so, see your supervisor and Assistant Dlreomnedlatelyv&

O
5.4.1.3 Determine if the “new” case should be traferred (5-\'

*

Use common sense when deciding on the tran \@’ case. Consider the nature
of the crimes; the nature of the evidence ite ithe cases; the time frame of the
crimes; and whether any appear to be prévipdsiyesolia arrest, typing of a suspect, or
an offender database match. Transfeg ouldtakéyplace when a logical pattern is
created or added to.

Examples of situations whereci(&ﬂ\er makes seingat imclude:

* A 2012 sexual assaq’f}‘tase matching a 2010 sessallth case.
* A 2012 burglar e matching a 2011 robbery case.
« A2012 robb atching a 2011 sexual assault (gvbase facts are similar)

If there is no @QI pattern or relationship beeém the cases, no transfer of the “new
case is neg y. Examples might include:

12 burglary case matching a solved 1996 hormicake.
SN 2012 sexual assault case matching a 2011 aulftoctse.
A 2012 robbery matching a 2011 sexual assault (@base facts are different)

?g;transfer is NOT necessary if a “new” case is lgateatching a previous suspect file.
The analyst of the “new” case retains that casevalhdhave the previous suspect file
transferred to him/her. The analyst of the “neaSe is responsible for making the DNA
HITS notification of the case-to-suspect match fomaeporting of the newly discovered
match in a suspect report.
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5.4.1.4 Transfer the “new” case

» Transfer the newly linked case to the analystHtergrevious case(s). ,\q/
* Have a supervisor update records to reflect thecame assignment,
* There is no requirement to complete testing inethi@re case, starﬁ rieomplete a

draft report, prepare tables, or prepare DNA Redvaluation > However,
such things may be done as a courtesy. ,\\
5.4.1.5 Make the match notification(s) ,Q

5.4.2

» The analyst who owns the case is the one resp@&)maklng the match

notification.
N
Enter the match(es) into DNA HITS using theS@edte in section 5.6.

Verifying and reporting SDIS exact matcﬁ'e}O

With DNA matches identified at SD @oth laboras involved in the match have
confirmation responsibilities. All n@( hes will besolved by the CODIS staff, with the
exception of Low Copy Numbﬁr)Qmple and certaintithe searches performed and
scheduled by NYS.

Responses to all can&@é matches must be imtaediae final disposition of the
candidate match t DIS custodian must be teghoo later than 30 business days
after receiving the ch report.

5.4.2.1 General F@;@s

The C@Zstaﬁ will print out the Candidate Maf@bktail Reports from the CODIS
systeq dlong with a Match Inventory list (a summiatyof all the cases involved in the
t@zaate matches) and retrieve the correspondesy f

?gEach candidate match report and correspondingniilst be reviewed to confirm whether

or not the two profiles indeed match. The analgsiewing the file must fill out a
Candidate Match Confirmation Checklist if the maielfiound to be real.

If any modifications to the DNA profile are needadR?rofile Modification Form must be
filled out by the Interpreting Analyst or the anstlyeviewing the data (see section 4.6),
and submitted to the CODIS group. It is not neast wait for the profile to be
modified to continue in the confirmation process.

Controlled versions of Department of Forensic Bjgi®ocuments only exist electronically on the
Forensic Biology network. All printed versions am@n-controlled copies.



FORENSIC BIOLOGY CODIS MANUAL

5.0 VERIFYING AND REPORTING DNA MATCHES

DATE EFFECTIVE LAST REVISED APPROVED BY PAGE
03-24-2010 02-02-2012 MARIE SAMPLES 7 OF 31

5.4.2.2Verifying and reporting SDIS offender exacimatches

If the profiles are an exact match, complete a NDI'|®\ Databank Candidate
Confirmation Form. This form communicates to D@8 the Databank co
case information, and that the candidate matdh f&ct, a true match. Th
NYS DNA Databank Candidate Match Confirmation Fdamevery co f@
candidate match listed on the Match Inventory nhestompleted. YS DNA
Databank Candidate Match Confirmation Form is tlhansmitted JS by fax or
other electronic means.

Y4

Upon receipt of the NYS DNA Databank Candidate M@irmaﬂon Forms from our
laboratory, and upon receipt of confirmation of tffen ample from the NYS DNA
Databank coordinator, DCJS will release the off& me, via fax followed by USPS,
in the form of a DCJS Match Letter (see the cu ion of theNew York State
COmbined DNA Index System Procedurég)is@tter will contain the name of the
offender, any aliases, the NYSID numbe@offﬁadmrrent location.

Enter the match(es) into DNA HITS\L'éD\g the procedre in section 5.6.

If the confirmed match has lin Q)ﬁoffender taianolved case, the investigating
agency must obtain an exeq&i0 from the offenddrsabmit to the laboratory for
retesting prior to proceedig‘ trial. This reguient is located on the DCJS Match
Letter that is available District Attorneysdfices upon request.

The DCJS Match @@r should be used by the DAGbtain the court order authorizing
the collection of (¥ exemplaithe Department of Forensic Biology will performtteg

o replicate the DNA match of tfieraler to the forensic sample(s) and
urt to the match. Questions frdra DAO regarding offender information,
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5.4.2.3 Verifying and reporting SDIS forensic exacinatches

notified via telephone, fax or email and the matehfied. Both laboratory’s

numbers and ORI numbers are on the Match DetaibRemd on the Mat

list. The contact information for all CODIS labtoaes can be found rQGb\e CJIS-WAN.
Standard case contact protocol should be followatbtument any gdfraspondence or
conversations. Q

After the data is reviewed, the other laboratomolaed in the match must ther}\ﬂj,
S
entory

If it is determined the candidate match is a noremahe pr0{es's stops here. All case
contacts should be documented on the checklisrdicrgby\'O

If it is verified to be a true match, informatioegardy
The CODIS DNA Match Data Request and Re se otransmitted to the other
laboratory by fax or other electronic means. J8i#n facilitates the exchange of
information. Information on this form, if Ishould include:

e cases must be exchanged.

» Contact information for the sub tt\t@g police aggnc

» Contact information for the labgratory.

* Laboratory and police ider@i@tlon numbers (FaieBiology and complaint
numbers).

* Whether the case is s \ﬂ (i.e. by DNA).
* Suspect informati(wﬁzxample, name, NYSID numbas he/she been tested at
our lab, etc.). 0
O

* General cﬂQ\formaﬁon (for example, date of oetice, type of crime, etc.)
t

* lIfthec h the match at SDIS is one of allpagtern, information regarding
both@ould be provided to the other laboratory

Upo \eceipt of the response from the other lalboyathe match is confirmed. This
ocuments that the candidate match betweetwihéaboratories was
nowledged, each laboratory has finished thgieveprocess, both laboratories are
?\ onfirming the match and that case informationbeen exchanged.

Enter the match(es) into DNA HITS using the procedre in section 5.6

Controlled versions of Department of Forensic Bjgi®ocuments only exist electronically on the
Forensic Biology network. All printed versions am@n-controlled copies.



FORENSIC BIOLOGY CODIS MANUAL

5.0 VERIFYING AND REPORTING DNA MATCHES

DATE EFFECTIVE LAST REVISED APPROVED BY PAGE
03-24-2010 02-02-2012 MARIE SAMPLES 9 OF 31

5.4.3 Verifying and reporting NDIS exact matches

confirmation responsibilities. All NDIS matcheslMde resolved by the CO taff.

With DNA matches identified at NDIS, both labonaés involved in the match§Q
Responses to all candidate matches must be tinfdlg.final dispositigq%}:lu/e candidate
match to the NDIS custodian must be reported rey tatin 30 busi ‘s\s ays after
receiving the match report. Di

5.4.3.1 General Process \ ‘

The CODIS staff will print out the Candidate Mambta%eports from the CODIS
system along with a Match Inventory list (a sumngi all the cases involved in the
candidate matches) and retrieve the correspon( f

Each candidate match report and corres;@g@nmﬁlet be reviewed to confirm whether
or not the two profiles indeed match. TQe“dnalgsiewing the file must fill out a
Candidate Match Confirmation Che%@.

If any modifications to the DN ;@%e are needad?rofile Modification Form must be
filled out by the Interpreting Aé)yst or the amstlyeviewing the data (see section 4.6),
and submitted to the COD%group. It is not neas wait for the profile to be
modified to continue in onfirmation process.

If a profile has a n@&w offender candidate rhatod a state offender candidate match
at or near the saQi¥ time, allow the state confiongirocess to proceed first. If a profile
has two (or mdyg) national offender candidate mect or near the same time, select
one of th didate matches to proceed firsttfee€ODIS supervisor for guidance on
selecti nce one of the candidate matchebées verified and the name of the
offe obtained, process the remaining canditiatehes as conviction matches.

5.4.3@Qérifying and reporting NDIS offender exactnatches

?\After the data is reviewed, the other laboratomplaed in the match must then be
notified via telephone, fax or email and the matetified. Both laboratory’s case
numbers and ORI numbers are on the Match InvetigiryThe contact information for
all CODIS laboratories can be found on the CJIS-WAStandard case contact protocol
should be followed to document any correspondencemversations.
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?\

If it is determined the candidate match is a nonetmahe process stops here. All case
contacts should be documented on the checklistraicgdy. N

If it is verified to be a true match, informatiomgarding the cases must b@hanged.
The CODIS DNA Match Data Request and Response Eotransmitt 0@ e offender
laboratory by fax or other electronic means. Tois facilitates the ange of
information. Information on this form, if availahlshould includ%\
» Contact information for the submitting police aggn ‘
« Contact information for the laboratory. @)
» Laboratory and police identification numberséfékinple, case number,
complaint number, etc.). 6\
* Whether the case is solved (i.e. by DN
» Suspect information (for example, naeé,NYSID numbas he/she been tested
at our lab, etc.).
* General case information (fo@nple, date of oecwce, type of crime, etc.).
* If the case with the match at is one of a lpedtern, information regarding
both/all should be provide&b he other laboratory
* When available, includ known aliases of thHermfer/suspect if the case is
solved, because the ¥ffénder/suspect may be iottiee database under a
different name. %)

Upon receipt of the IS DNA Match Data Request Response Form from our
laboratory, and the offender laboratory’s tamdtion of the offender sample, the
match is confi . The offender laboratory wallerase the convicted offender’s name,

via fax, in @n m of a match letter. This lettall contain the name of the offender,
any aH&@ e State ID #, current location,@shlly their SS#.

En{?tthe match(es) into DNA HITS using the procedte in section 5.6

Q.g?e confirmed match has linked an offender tauasolved case, the investigating agency

ust obtain an exemplar from the offender and sttmnhe laboratory for res¢ing prior to
proceeding to trial This requirement is located on the match ldttat is forwarded to the
District Attorney’s office upon request. The matetter should be used by the DAO to
obtain the court order authorizing the collectidthe exemplar.

Controlled versions of Department of Forensic Bjgi®ocuments only exist electronically on the
Forensic Biology network. All printed versions am@n-controlled copies.



FORENSIC BIOLOGY CODIS MANUAL

5.0 VERIFYING AND REPORTING DNA MATCHES

DATE EFFECTIVE LAST REVISED APPROVED BY PAGE
03-24-2010 02-02-2012 MARIE SAMPLES 11 OF 31

The Department of Forensic Biology will performttag on the exemplar to replicate the
DNA match of the offender to the forensic samplefs] to testify in court to the match.
Questions from the DAO regarding offender inforrmaatioffender blood draws, et?@ould
be directed to the agency contact information gimeithe CODIS DNA Matcr@ag equest

and Response form. Analysis of the exemplar byDigartment of Forensic yis
generally not necessary for grand jury proceedifiggs analysis, however cessary
before trial.

N
&

The CODIS staff will print out the Candidate Maﬁhpo@m the CODIS system
along with a Match Inventory list (a summary listadl th%. es involved in the
candidate matches) and retrieve the correspondé@\

5.4.3.3 Verifying and reporting NDIS forensic exactatches

Each candidate match report and correspondingpiuist be reviewed to confirm the
profile data sent to NDIS is accurate. Th jewing the file must fill out a
Candidate Match Confirmation checkli%

If any modifications to the DNA pr are needad?rofile Modification Form must be
filled out by the analyst reviewing<ke data (seetisn 4.6), and submitted to the CODIS
group. lItis not necessary to WajtTor the profdeoe modified to continue in the
confirmation process. (’\\,

After the data is revie;gé@,’the other laboratomolaed in the match must then be
notified via telephg ax or email and the matetified. Both laboratory’s case
numbers and O mbers are on the Match InvetigiryThe contact information for
all CODIS la ories can be found on the CJIS-WAStandard case contact protocol
should be@owed to document any correspondencemversations.

If it i\si.é rmined the candidate match is a nonemahe process stops here. All case
co should be documented on the checklistrdiogby.

S
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If it is verified to be a true match, informatiomgarding the cases must be exchanged.
The CODIS DNA Match Data Request and Response Eotransmitted to the r
laboratory by fax or other electronic means. Tais facilitates the exchan%%f
information. Information on this form, if availahlshould include: (1/

NO

» Contact information for the submitting police aggnc \

» Contact information for the laboratory. %/\

« Laboratory and police identification numbers (faample, FB number, complaint
number, etc.). <

« Whether the case is solved (i.e. by DNA). o)

e Suspect information (for example, name, NYSI bas he/she been tested at
our laboratory, etc.). N

* General case information (for example, d gerice, type of crime, etc.).

* If the case with the match at SDIS is o allpattern, information regarding
both/all should be provided to the oth oratory

Upon receipt of the response from cher lalboyathe match is confirmed. This
form documents that the candid atch betweetwihnéaboratories was
acknowledged, each laborato s finished theieveprocess, both laboratories are
confirming the match and thqz ase informationlieen exchanged.

Enter the match(es) ir{Q@NA HITS using the procedre in section 5.6

5.5 Evaluating, verif&{g, and reporting partial matches

5.5.1 General g@&es
Partial@%h procedures are applicable only tec#sat have a clean, informative
forehic autosomal DNA profile (single-source odudeed) attributable to a putative

trator. Such profiles must hadl>CODIS core loci, with no Z's, INC’s, or other
cations of a mixture.

Partial matches will be evaluated by a combinatibabserving whether there is sharing
at each locus (indicating a potential parent-offgprelationship) and/or counting of
shared alleles across all loci (indicating a pagéhall-sibling relationship), followed by

a statistical calculation (likelihood ratio). Tkhmlds for allele sharing and the likelihood
ratio have been established and are describededPdttial Match Evaluation Form.
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At the local level, only partial matches betweerdernce samples (within a case or

between cases) or partial matches between evidameples and a named suspect or
arrestee for that case will be evaluatéghy partial matches revealed by compgrihg a
suspect to LINKAGE or partial matches revealeddsrehing a suspect in L@ ill

NOT be evaluated. (1/
At the state and national level, only partial matko offenders WiII/{{&/aluated.
Pull the previous case(s), if applicable. /Q

5.5.2 Local partial matches ,\'OK
Partial matches may exist within a case, betwee@es, or between a case and a
suspect file. QK

5.5.2.1 Partial matches within a case OO

All eligible DNA profiles within a ca @)uld beviewed for potential partial matches.
For example, compare a victim or%ination sanpldale Donor A or compare Male
Donor A, B, and C to each ottEBO

In the event an analyst bel
evaluate the profiles.
flow chart below, det
expedite any addit}

policies. OO
If posw appropriate, further testing usin§ TRs should be done. If a partial

S there is an édignartial match, the first step is to
the Partial Matchlgation Form and following the local
ne if the two profiles médoratory requirements. If so,

| testing needed to satisfyconcordance and duplication

match ig\Ngiil a possibility, continue the process.

The¢eXistence of a partial match within a casessaininated via the report, using
ing that describes that a similarity was noggdtes the likelihood ratios for full

?\s lings and/or parent-offspring, and requeststamidil exemplars.
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5.5.2.2 Partial matches between two cases

(found in LINKAGE or an LDIS search), the first ptis to evaluate the prgf Using
the Partial Match Evaluation Form and following tbeal flow chart behs% etermine if
the two profiles meet laboratory requirementssolf expedite any a)tx nal testing
needed to satisfy the concordance and duplicatbtinis.

In the event an analyst believes there is an édighartial match between tg%a es

If possible and appropriate, further testing usfnf§TRs shouyld be done. If a partial

match is still a possibility, continue the process. \0

The analyst and supervisor must then meet wit ODIS administrator and/or
CODIS manager to discuss the potential partia appropriate, efforts will be
made to determine the status of each case 6@( golved, arrests, etc.) or gain
additional case information. O

The existence of a partial match bet\KQn casdasgsminated via DNA HITSEnter
the match(es) into DNA HITS usin@h procedure irsection 5.6

5.5.2.3 Partial matches between a\'gé and a sudfdegemplar or pseudo-exemplar)

Partial matches involvi DNA profile of a saspis limited to the case for which
the person is a nam spect or arrestee.

In the event a %/st believes there is an édigohrtial match, the first step is to
evaluate the iles. Using the Partial MatchIgson Form and following the local

flow char, @ ow, determine if the two profiles né&dboratory requirements. If so,
expedit additional testing needed to satisfycbncordance and duplication

poli \
Cpbssible and appropriate, further testing usin8TRs should be done. If a partial
?g%atch is still a possibility, continue the process.

The existence of a partial match between a casa andpect is disseminated via DNA
HITS. Enter the match(es) into DNA HITS using the procedte in section 5.6
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5.5.3 Evaluating, verifying, and reporting state diender partial matches

as a potential “partial match”. Partial matchesiaadvertent “indirect m " that
suggest that the source of an evidentiary prddileatentially a relative'\ offender.
This is determined by comparing the number of shalieles and /\O\I then
calculating the full sibling likelihood ratios armd/the parent- offs g likelihood ratios
using the CODIS Popstats application. Using théi&alatch Evaluation Form and
following the SDIS flow chart, determine if the tyoofile éet laboratory
requirements. (\

If a candidate match to an offender is NOT an eraiich, the next stezg&!\hluate it

If not, attach the Partial Match Evaluation For andidate Match Detail Report
and note “no match”. The information is ad tase record. The CODIS groups
will disposition the candidate match in th YStem as “No Match” and send NYS
DCJS that information. O\

If the profiles meet the laboratory @irementsafqnartial match, then do the following:

Confirm that the prof'IeGAs been searched in L3 the CODIS group)
Using the Partial M%ﬁ Inquiry Worksheet, conthet NYPD and the
appropriate Dj@yict Attorney’s office(s)
In order for the pa atch process to contirnggtain requirements have been set by
the state. Th and District Attorney’s offigeare asked:

. ey provide follow-up information?

. rz@y committed to pursuing further investigafto

he completed worksheet is returned from t@NYPD and District Attorney’s
%e(s), and both agree to pursue the case,momtihe process. Complete the DCJS
?\ artial Match Evaluation Request and the CODIS groill transmit it to DCJS by fax
or other electronic means.
Upon receipt of the DCJS Partial Match Evaluati@yé&est from our laboratory, DCJS
will notify the NYS DNA Databank that a confirmati@f an offender DNA profile is
being requested based on an “indirect” CODIS match.
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5.54

After the offender DNA profile has been confirmad\YS CODIS Administrator or
Supervisor will perform their partial match evaloatusing specialized softwa
software will calculate the Expected Kinship R4&KR) and Expected Mat
(EMR) for the full sibling and parent-offspring a¢ilonships. If the EKR
the thresholds defined by the state policy, DCJbralease the offend;\
EKR/EMR statistics to us. /\\

Enter the match(es) into DNA HITS using the procedte in segt 5.6. Itis
imperative to enter a partial match using “Forensicto Pot%tial Relative (SDIS)” as

the match type.
yp \O

rmation and

Evaluating, verifying, and reporting nationaloffelgé(\)artial matches
NDIS has instituted a policy covering partial@ at the national level.

If a candidate match to an offender is N%(I.‘)an eragich, the next step is to evaluate it
as a potential “partial match”. Parti ftchesiaadvertent “indirect matches” that
suggest that the source of an evi ry prddileatentially a relative of an offender

calculating the full sibling lggkhood ratios amad/the parent-offspring likelihood ratios
using the CODIS Pops pplication. Using thid@datch Evaluation Form and
following the NDIS l‘tﬁ'art, determine if the tvpoofiles meet laboratory
requirements. O

O
If not, attach @Partial Match Evaluation Fornitte Candidate Match Detail Report

and note ‘@natch”. The information is added® ¢ase record. The CODIS Group
will dis <@Iﬁion the candidate match in the CODyStem as “No Match”.

This is determined by com@@ the number of ghatieles and/or loci, then

I&B&ofiles meet the laboratory requirementsadartial match, then do the following:

Q(,'omplete the Request for Release of Offender’stiiyemg Information letter. The local

?\

CODIS administrator and/or CODIS manager will rewibde form and forward to the
FBI.
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5.6

?\

If the request is approved by the FBI, the FBI wiltify the state with the offender
information about our requesthe decision to release the name of the convi
offender is done according to applicable state laand policies. The NDIS Qs dian
then either: (1/

. Notifies us that the state determines that thermé&tiion cang&t\be released, or
. Provides us with the identifying offender infornaati Q

in section 5.6. It is imperative to enter a partiamatch “Forensic to Potential

Vs
If the information is releasednter the match(es) into DNAiSITS using the procedte
Relative (NDIS)” as the match type.

I N

Making notifications using DNA HITS Q

NOTE: If a new match (case-to-case, cgifo-suspme-to-known suspect or
arrestee, or case-to-offender) Is.identified tatgon that pre-dated DNA HITS,
theprevious matchesiust b ered into DNA HIT@ior to the new match.

In the Notes section, ma erence to the preumatch letters, including
match letter number @@ | as the date of thar@igotification.

Step 1: Using the interne&o to the DNA HITS peyg. Change the drop-down menu
to “OCME”, th gin using your OCME user name g@agsword.

Step 2: Click on @ate New Local Hit” tab in thpper right hand corner.

O

Step3: U @w drop-down menu, select the aptepmatch type. Itis very
@tant to select the correct match type, sinsiAIHITS is being used for

in
d hits”, “warm hits” to known suspects/arresgeand for most partial
atches.

&

é@b 4: Enter the case numbers for the new maigticlack on “Search”.

NOTE: For notifications on a new case in an exgspattern, the two cases
entered here should be the new case anfirthiease of the pattern.
The first case is generally the one whose DNA fad represented in
CODIS; see a supervisor or a member of the CODd8mif unsure
which case is the first case.
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Step 5: Using the drop-down menu, select the aptepsearch type (LINKAGE or

Step 6:

Step 7:

\
<z§’i.
?\ ep 8:

Step 9:

LDIS for local matches). If this is not done, @lé information will be cfsband
will have to be reentered. Q

“Warm hits” between a case and a suspect are expasding tr}\ se to
Known Suspect or Arrestee” function within DNA HITS /\\

If one of the cases was involved in a previous DNA§ ification,
information for that case will be populated autocglly. If both cases are new
to DNA HITS, all fields marked in yellow are r. to be entered. In
addition, when available, the date of occurrenéﬁr,uﬁmber and the voucher
numbermust be entered. The exception @ M samples (ncheounumber);
backlog project cases (no 61 number %sometimelme of occurrence); and
the occasional Biotracks or IAB cas&@ or pa@ilahumber).

NOTE: Be careful in using the\(go)p-down menuskensure what you select
stays selected by g the cursor off of the étown menu and
clicking elsewhe deactivate the drop-down.

O
For the ‘Criminalist’ Q‘.étion, if the anstlassigned (the 1A for the cases) is not
on the drop-down%l-, deselect ‘Select’ and mayugpe in the analyst’s last
and first nameg;@se normal capitalization. Ifdhalyst assigned to a case is no
longer at th , list the Criminalist IV or Adsist Director who reviewed it,

in that ord&r preference. Should neither ofrthee available, consult CODIS
staff %Oupervisor regarding analyst assignment.

on “Get Approval”. If any red ernmessages appear, fix the problem and

Q on “Get Approval” again. Once there are mmes, the screen will return

o the “Create New Entry” mode and inform you thatt have successfully
entered a match.

Have the cases reviewed by a Criminalisii@l/or Assistant Director.
Have a Criminalist IV or Assistant Direcagprove the match in DNA HITS.

Once approved, the Criminalist IV or Assistant Dicg will receive a DNA
HITS confirmatory email from DNAHITS@cityhall.org.
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Step 10: Forward the email to the assigned Cringhed notify them of the match.
Step 11: Print out the DNA HITS email confirmatiand place in each file. Q'\
Step 12: Forward the DNA Profile Evaluation Fornt(sjhe CODIS gr&QB\'n-box.
5.7  Verifying and Reporting Missing and Unidentified Person Matt@ds
’

General Search Guidelines:
There are varied searches done in CODIS 5.7.4 mwation (NG) CODIS to

accommodate Missing and Unidentified Person ca matches” are the result of
an identity search. An identity search is done W ollowing indices:
Unidentified Human Remains to Unidentified H mfaes

Unidentified Human Remains to Missing Pe@

Profiles of Unidentified Human Remain\ d Missiegsons are also entered into
CODIS 5.7.4 for the purposes of pe@mg addaisearches against Convicted
Offenders and Forensic Unknown% earches arerpetl against the following
indices: @)
Unidentified Human Remai s@Convicted Offenders
Unidentified Human Remaéto Forensic Unknowns
Missing Persons to Cony@ted Offenders
Missing Persons toE> sic Unknowns
Ranks or assogidons to relatives of Missing Ress0 a pedigree tree are the result of a
pedigree sea@ A pedigree search is done amtirgg&illowing:
Pedigree @ to Unidentified Human Remains
Biolo%%dother, Father, and Child to Unidentdieluman Remains

N

rto the NYS CODIS Procedures-Search ParamemerlDIS CODIS v 6.0 Missing
on DNA Searches (Operational Procedures) fnenfrBI for search parameters.

5.7Y~ Exact Matches in Next Generation (NG) CODISGODIS 6.1)

Exact matches in NG CODIS occur between profilemftnidentified Human Remains
searched against profiles of Unidentified Human Riesiand Missing Persons.
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5.7.1.1 Local Level Exact Matches (LDIS):

Unidentified Human Remains to Unidentified Human Renains ,\q,
Unidentified Human Remains to Missing Persons (19
1. Request and pull the case files. Q')\
2. Confirm that the profiles match by reviewing theéada i\
/& onsider are:

3. Compare the information available in the files.nﬁoquestiogﬁ

a. When was the body recovered in relation to wherp n was reported

missing?

b. Are physical descriptions such as age, race @ﬂmir color, eye color,
tattoos, scars, etc. indistinguishable? A

c. Are fingerprints, dental records, or oth Qed'reabrds available for
comparison? If these are available, t@forma&immuld be shared with the

appropriate departments for comp n such aBdhensic Anthropology
Unit, Forensic Odontology, For Pathology, O1AD.

4. Determine if the samples were t,e\’@’in concordamitethe duplication guidelines.
5. Determine whether the matchi@ mples were preddasgether:

DNA extraction an mplification worksheet witte same date and time?

<
If so, see your, ervisor and Assistant Direatanediately.

N

6. DetermineA itional technologies such aSTR’s or mtDNA are needed to
confirm or te the match.

) G
Evidence exam on the e date and/or by the saahgst?

7. Tra the newly linked case/or cases torteepreting analyst from the previous
r to the analyst that has the lowest FBruasder. Have your supervisor
ate records to reflect the new case assignnf€hts step can be done after

Qghotifications, if desired.)
?\8. Once all is confirmed, notifications can bedm&ia telephone and/or email.
9. An additional report is written linking the dveases together. Random match

probability statistics are performed on the unided human remains and included
in the report in accordance with Forensic Biologgtpcol.
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10. A natification letter and a copy of the additiome@port are sent via email to notify all
involved parties of the match. For matches withdentified remains from NYC
OCME, the assigned Medical Examiner, Identificatigmit, and NYPD Missj
Persons are always notified. Matches involving idetgurisdictions will(tﬁe tto

that jurisdiction’s designee(s). The notificatiettér may be sent by e ga
scanned .pdf copy of the original signed letter/anthcsimile. N
5.7.1.2 State Level Exact Matches (SDIS) 6\\
Matches will not occur at the state level in NG A6Bince the ﬁew York State Police
does not conduct searches within NG CODIS. NYC e only lab in New York
State that currently has and utilizes NG CODIS. e NG CODIS server but it is
only used by the State CODIS Administrator to profiles our lab sends monthly
to NDIS. K
O

5.7.1.3 National Level Exact Matches (NDIS): OO

?\

Unidentified Human Remains to Unj \lfied Human Renains
Unidentified Human Remains to V\&v g Persons

With DNA matches identified Q,NDIS, both laboraésrinvolved in the match have
confirmation responsibiliti@

%,
Responses to all ca (@te matches must be imtaediae final disposition of the
candidate match t NDIS custodian must be tegaro later than 30 business days
after receivin atch report.

sy ong with a Match Inventory list (a summigstyof all the cases involved in

1. T@S staff will print out the Candidate Mat@ktail Reports from the CODIS
S
ndidate matches) and retrieve the correspgtiiis.

Qgﬁach candidate match report and correspondingniilst be reviewed to confirm

whether or not the two profiles indeed match. @halyst reviewing the file must fill
out a Candidate Match Confirmation Checkilist.

3. If any modifications to the DNA profile are needad?rofile Modification Form must
be filled out by the Interpreting Analyst or theafyst reviewing the data (see section
4.6), and submitted to the CODIS group. It ismetessary to wait for the profile to
be modified to continue the confirmation process.
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4. Compare the information available in the files.nf@oquestions to consider are:
a. When was the body recovered in relation to wherpdrson was report

missing?

b. Are physical descriptions such as age, race, stabair color, eye s@&tattoos
scars, etc. indistinguishable?

c. Are fingerprints, dental records, or other medreabrds avaj for
comparison? If these are available, the mforma&;immuld red with the
appropriate departments for comparison such aEdrms nthropology Unit,
Forensic Odontology, Forensic Pathology, or NYPQ

5. Determine if the sample(s) were tested in concom@ﬁh the duplication policy.

6. Determine whether the matching samples \A@ preddsgether:

Evidence exam on the same date an@&y the saahesty
DNA extraction and/or ampllflcatlon\w heet witte same date and time?

If so, see your supervisor and @stant Direatonediately.

7. Determine if additional t cgublogles such as Y-ST& mtDNA are needed to
confirm or refute the rréh

8. Once allis confir@@ notifications can be madetelephone and/or email.

9. An additio @%ort is written. Random match @bility statistics are performed on
the unidenyfied human remains or the missing pepsofile and included in the
repor cordance with Forensic Biology protodfolhe remains are intact or
Iiv@rson is found, then the profile shouldrbmoved from CODIS and noted in

ditional report. Refer to Section 4.6.

é}—\ notification letter and a copy of the report aemt via email to notify all involved

parties of the match. For matches with unidentifemains from NYC OCME, the

?\ assigned Medical Examiner, Identification Unit, &dPD Missing Persons are
always notified. Matches involving outside jurigghns will be sent to that
jurisdiction’s designee(s). The notification letteay be sent by emailing a scanned
.pdf copy of the original signed letter and/or faute.
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5.7.2 Exact Matches in CODIS 5.7.4
5.7.2.1Unidentified Human Remains toSDIS offender exact matches ,\q,

If the profiles are an exact match, complete a NDIN&\ Databank Candid atch
Confirmation Form. This form communicates to D@ifd the Databagﬂ‘I ordinator the
case information, and that the candidate matdh fct, a true matgg\hf erefome

NYS DNA Databank Candidate Match Confirmation Fdomeve irmed

candidate match listed on the Match Inventory nbestompleted.~'he NYS DNA
Databank Candidate Match Confirmation Form is ttnansm'{ted to DCJS by fax or
other electronic means. \0

Upon receipt of the NYS DNA Databank Candidate\WaZonfirmation Forms from our
laboratory, and upon receipt of confirmation of der sample from the NYS DNA
Databank coordinator, DCJS will release theQj sdeame, via fax followed by USPS,
in the form of a DCJS Match Letter (see reemsion of theNew York State
COmbined DNA Index System Procedu& Is letter will contain the name of the
offender, any aliases, the NYSID nq&@r and offeésdrirrent location.

1. Request and pull the caseél)()Q
2. Confirm that the profile@watch by reviewing theada
%)
3. Determine if thes@le was tested in concordanttetiie duplication guidelines.

4. Once all is fmed, notifications can bedeaia telephone and/or email to the
OCME Ide@ication Unit and to the Medical Examine

5. An S@Klonal report is written. Random mapebbability statistics are performed on
identified human remains and included inrép®rt in accordance with
ensic Biology protocol.

QE A notification letter and a copy of the addition@port are sent via email to notify all
?\ involved parties of the match. For matches withdentified remains from NYC
OCME, the assigned Medical Examiner, Identificatidmt, and NYPD Missing
Persons are always notified. The notification lettay be sent by emailing a scanned
.pdf copy of the original signed letter and/or faute.
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5.7.2.2 Unidentified Human Remains to NDIS offendeexact matches

After the data is reviewed, the other laboratomolaed in the match must ther}\?,
notified via telephone, fax or email and the matehfied. Both Iaboratory’s%s
numbers and ORI numbers are on the Match InvetigiryThe contact inféripdtion for
all CODIS laboratories can be found on the CJIS-WAt{andard casci\ act protocol
should be followed to document any correspondencemversation \

If it is determined the candidate match is a nonemahe proces/sgops here. All case
contacts should be documented on the checklistradiogdy. <

If it is verified to be a true match, informatioagardin ré'cases must be exchanged.
The CODIS DNA Match Data Request and Res Fotransmitted to the offender
laboratory by fax or other electronic means. Togtfacilitates the exchange of
information. Information on this form, if ava@hould include:

» Contact information for the submittihqg‘glice aggnc

» Contact information for the labo

» Laboratory and police identific& numbers (faample, case number, complaint
number, etc.). O

* Whether the case is solwe’g:d.e. by DNA).

e Suspect information %&xample, name, NYSID numbas he/she been tested at
our lab, etc.).

* General case in tion (for example, date of oerice, type of crime, etc.).

* If the case wi e match at NDIS is one of a lpedtern, information regarding
both/all s%@&e provided to the other laboratory

* When ilable, include any known aliases of therafer/suspect if the case is
solv% cause the offender/suspect may be iotkiee database under a different
n .

S

Controlled versions of Department of Forensic Bjgi®ocuments only exist electronically on the
Forensic Biology network. All printed versions am@n-controlled copies.



FORENSIC BIOLOGY CODIS MANUAL

5.0 VERIFYING AND REPORTING DNA MATCHES

DATE EFFECTIVE LAST REVISED APPROVED BY PAGE
03-24-2010 02-02-2012 MARIE SAMPLES 25 0F 31

Upon receipt of the CODIS DNA Match Data Request Besponse Form from our
laboratory, and upon the offender laboratory’s camdtion of the offender sample, the
match is confirmed. The offender laboratory wéllerase the convicted offend r(slpame,
via fax, in the form of a match letter. This lettdll contain the name of the ge\uder,
any aliases, the State ID #, current location, @shlly their SS#. (1/

NO

1. Request and pull the case file. /\\
Q

2. Confirm that the profiles match by reviewing théada

3. Determine if the sample was tested in concordgigsthe duplication
guidelines.

4. Once all is confirmed, notifications can b@\adetelephone and/or email to the
OCME Identification Unit and to the jCal Examine

5. An additional report is written. Rsm m match prabty statistics are performed
on the unidentified human resr&eﬁhs and includedhéreport in accordance with
Forensic Biology protocol. Q

6.A notification letter and a co@)of the additibreport are sent via email to notify all
involved parties of atch. For matches withdentified remains from NYC
OCME, the assi Medical Examiner, Identificatidmt, and NYPD Missing
Persons are ys notified. The notification lett@y be sent by emailing a
scanned .p&py of the original signed letter/anthcsimile.

O
5.7.3 Ranksin NGQJDIS (CODIS 6.1)
Pedigree @3 to Unidentified Human Remains (UHR)
ee to Missing Person (MP)
| Father, Mother, Sibling (with additional technology) to UHR or MP

é{ii e(s) from a pedigree tree associated to urified human remains or a missing
rson are ranked according to a joint pedigreddiikod ratio (JPLR) in Rank Manager.
?\Any JPLR above 1 will constitute a rank.
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The CODIS staff will print out the Specimen Deféports for the associated ranks to
the pedigree tree or single relative.

1.

2.

NV

Fill out the Rank Manager Sample Inquiries Form. Q

Locate the files and determine if the JPLR cons#a true asso@uon

\'\

Some questions to help in the disposition: /\

a. Does the gender of the Missing Person correlat/l&JHR’)

b. When was the body recovered in relation to vaherpﬂ'reon was reported
missing?

If further investigation is still needed, then @’( e STR data and perform
kinship analysis.

If an additional technology such a@NA has beeriormed, utilize that in the
assistance of the disposition of ﬁ\e

Determine if additional tech&%gies such as YSTet'sitDNA need to be
performed.

Determine if addma@-reference samples fromtreds of missing persons or
samples from th sing person are available aeded to assist in the

identification (. trengthening the likelihoaatio or assisting in confirming an
assomatlon@éa direct match with a referenceparfinom the missing person).

If the a@ciation does not pan out, note it as Mdich” and initial and date the
S en Detail Report and make comments on th& Rlanager Sample
IKreuiries Form.

fac)\&or true associations, notifications can be maddelephone and/or email.

An additional report is written. Kinship analysssperformed between the
relatives of the Missing Person and the unidemtihaman remains or the missing
person profile and included in the report in aceoe with Forensic Biology
protocol. The profiles of the relatives of the MingsPerson must be removed
from CODIS 6.1 and noted in the additional repdefer to Section 4.6.
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11. A notification letter and a copy of the report aemt via email to notify all
involved parties of the match. For associationgrtiolentified remains from NYC
OCME, the assigned Medical Examiner, Identificatigmit, and NYPD
Persons are always notified. Associations involontside jurisdicti g@ Hl be

sent to that jurisdiction’s designee(s). The ncdiion letter may be\m
emailing a scanned .pdf copy of the original siglegeér and/or EQ§

ile.

5.7.4 Low stringency searches in CODIS 5.7.4 /\

5.8

&

NY State performs a low stringency search everytquagal% the remaining Relatives

of Missing Person samples in the state databasesa
index in 5.

entified Human Remains
7.4.

Q

For verifying and reporting these possible mat w the same steps above in 5.7.3.

O
Organization of CODIS Paperwork in RL@

O

Left side of file if all paperwork Wa@%perly completed and plofoed, the left side

of the file should contain: C)

Q
"
S

Forensic Biolog;&ellmark, Bode or Genescreenntepo

DNA Profile E§@iUation Form - copy

Specimerl\%\ail Report - printout from computer
CandidafgMatch Detail Report - printout from congou
Capdigate Match Confirmation Checklist - original

. ate Match Confirmation Form - copy
. JS Match Letter — copy faxed by DCJS (or comdardym from another

tate)
DNA HITS confirmation email — printout from emaODIS staff does not
need a copy
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For Missing Persons cases, left side of file dependn the type of match may
have some or all of the following:

Forensic Biology report(s) ,\(1/
DNA Profile Evaluation Form-copy

Specimen Detail Report - printout from computer (1/
Candidate Match Detail Report - printout from corgpu Q)
Candidate Match Confirmation Checklist — original

Hit Notification Letter-original or copy, PDF of lgmaI@ d in CODIS
folder under “HITNOT" in “MISP”

Depending on the type of match and at what Ie\@y have occurred, the
following may also be on the left side of the fi

Candidate Match Confirmation Form-

DCJS Match Letter-faxed copy A\
Supporting paperwork such as ﬁ of dental dsg@nthropology reports
and scene reports from withiK ME or from the miggurisdiction.
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Local partial
match flowchart

clean profile?
(>10 loci, single-source
or deduced)

o] S
Q)
&
YES STEP B

already a match to
true offender?

NO

1 or more
shared alleles
per locus?

YES YES K

sharing
threshold met?

e e

(PO)

Vo
N
calculate kinship cal tthip
(FJ)
AN

STEP D

test samples in Y’s

\ — Iif possible and
applicable?
Q‘ YES

NO same Y profile? NO
YES
disseminate partial
match info via

DNA HITS
and/or report
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SDIS partial match
flowchart
Evaluate offender \(L
candidate match complete Partial Match Q

inquiry Worksheet
send to NYPD/DAO

If “yes” through
step D of local
flowchart

both agree to
pursue case?

O
YES Ké\

Evaluation Reques
send to DCJS

YSP calculates
EKR and EMR

LR’s meet
tate requirements?

notify NYPD and
NO=> "BAO via email

YES

E offender name is

released to OCME

—1

disseminate partial
match info via
DNA HITS
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NDIS partial match complete Request for
flowchart Release of Offender’s
Identifying Information \(L
Evaluate offender worksheet

candidate match

If “yes” through
step D of local
flowchart

CODIS group
review and submit
to the FBI 4

YES (0.

approved by the
FBI?

-
C 9 contacts state
holding the
\ offender
@Q information

state will
release name?

2 offender name is
Q released to OCME

NO DONE

disseminate partial
match info via
DNA HITS
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5.1

General principles

Discovering and confirming “exact matches” and tigumatches”, and makin ﬁbely
notifications, are among the highest priority tagdkse in the Department Oer nsic
Biology. Any delays can result in additional crimes beinghodtted that ave been
preventable.For local matches, it is not necessary to havenallyses leted or
reports written, just that the required data islabée for review of the\é)tch.

Local exact matches between cases may result icréfagion (or &nsion) of a DNA
pattern. To consolidate the handling of relatettiepa cases, aQd to streamline any
subsequent court testimony, a single analyst (wieengos should be assigned all
cases in a pattern. Therefore, depending on theenaf cases involved, a “new
case may be transferred to the analyst of the me\@s (s). See Section 5.4.1 for

additional information. O\

Partial matches are inadvertent “indirect kat suggest that the source of an
evidentiary profile is potentially:

©
» Arelative of a suspect (suspe \}
» Arelative of another evidertiahy profile (withincase or between two cases)
 Arelative of some other 8Qmparison sample (viatinelimination sample)
* Arelative of an oﬁend®Q§tate or national)

This is determined b;@r\nparing the number of ghatieles and/or loci, then
calculating the full&ibling likelihood ratios amd/the parent-offspring likelihood ratios
using the COI@ pstats application (see spgmiicedures below). The use of partial
matches atthe ¥tate level has been approved ByaweY ork State Commission on
Forensi@nce. The use of partial matcheseatdtional level has been approved by
the N@ Oard; however, participation is left @petach individual state.

es at the local level may occur at any tilkkatches at the state level follow a two-
k cycle set by the state. Matches at the redtiexel follow a one-week cycle.

vFor Missing and Unidentified Persons cases, distoyend confirming “exact matches”

and “associations” are also among the highestipritasks done in the Department of
Forensic Biology.
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5.2

Associations are “indirect matches” that suggest tine reference profiles (i.e. profiles
from relatives of Missing Persons in a pedigree)tege potentially related to profiles
from a Missing Person or Unidentified Human Remaiiiese associations arf\ﬂgked in
NG CODIS according to a joint pedigree likelihoadio. Q

level, matches follow a one month cycle set by Nat&and/or the FRIDAddIitional
searches such as those with mitochondrial DNA andydone as uled by NY State
and the FBI.

Matches in NGCODIS may occur at any time at thalleevel. At the Etase%d national

< ’
&>

The majority of DNA exact match and partial mat 3 ations are made using the
web-based DNA HITS application. This applic \&s for quick e-mail
dissemination of matches to the NYPD an t@ isittorney’s offices. If DNA HITS
is unavailable for > 24 hours, or a particuld fumeality is unavailable, make
notifications using a Notification Letter;&dOV\puNith DNA HITS notification when it
becomes available. \3

DNA HITS application

DNA HITS is not used for Mis%nd UnidentifiedrBons Cases. A notification letter
is sent via email to notify all *Q, ed partiestbe match. For matches with unidentified
remains from NYC OCM Qe assigned Medical Examilgentification Unit, and
NYPD Missing Persons always notified. Matcme®lving outside jurisdictions will
be sent to that jurisd] 's designee(s).

O
Only the NYP@ignee(S) and the appropriate DAI®'Signee(s) are notified via DNA
HITS. If usj A HITSdo not also notify Detectives or ADA’s directlihey will be

notified % ir superiors.

Me of lab management have privileges in DNA$Ho add or delete authorized
~> Case analysts have varying levels of pget within the program. All

Q; preting analysts plus certain clerical and C®Btaff members have login privileges

v

nd can enter match information. Supervisors, g@ma&nt and certain CODIS staff
members have approval privileges for matches. program will not make a notification
until it has been approved.
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5.3

Method of notification

The existence of an exact match or partial matclsseminated via the Depar;@?t of
Forensic Biology report, via DNA HITS, or both. &method depends on tiga\type of the
match (“cold” vs. “warm”), the level (local, stateational), or the type of @arison
(exact vs. partial). “Cold hit” means no one thioutle cases (or sus ebQ ere linked
previously. “Warm hits” are the opposite: theesawere previousl ght to have
been linked, and DNA is simply confirming this. Q
’
le only to cases that
-source or deduced)

In general, match notifications made via DNA HIT® appli
have a clean, informative forensic autosomal DN@&fije

attributable to a putative perpetrator. In additipartial h notifications are limited
to such profiles with 20 CODIS core loci with no Zé C'’s, or other indtions of a
mixture. O\

Associations solely to non-deconvoluted n@uresajely to Y STR results are
described in the reports, not via DNA .

Notification via DNA HITS is nece \3'/ for the fmiing types of matches:

Local matches: \C)

Cold hits between cd3es

Partial matches een cases

Cold hits betw a case and a suspect (exempteeado-exemplar)

Warm hits b€fy¥een a case and a suspect (exemgdaeado-exemplar)

Partial es between a case and a named sospectstee (exemplar or
pseydd-exemplar)

S@ or national matches:
Q;htches between a case and an offender
artial matches between a case and an offender

Qg) Matches between a case and a case in anotheatabor

v

Notification via DNA HITS isnot necessary for the following types of matches:

Warm hits between cases
Partial matches within a case
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The report (evidence report or suspect report)aaititain information on all local exact
matches and/or partial matches.

DNA HITS is not used for Missing and UnidentifiedrBons cases. Match n@bations

are made via a Forensic Biology Report and Notifical etter. \(1/
5.4  Verifying and reporting exact matches '\\0,')
5.4.1 Local exact matches discovered via LINKAGE or LDIS ,Q
- o
5.4.1.1 Confirm the exact match X

o

In the event an analyst suspects there is a coluetu his/her “new” case and a
previous case or pattern, or between his/her “ and a suspect file, his/her
supervisor should be notifiechmediately. @)

Expedite additional testing (including e plaraeeded) to determine if you have a
true match or a fortuitous match. Ad@ al tegtincludes any duplication needed to
satisfy the concordance policy. OQ

Once you have confirmed th& ct match, contihegtocess.

5.4.1.2 Review the matching&@s

The analyst of the @ﬁ/ case has to request thevipus” case(s). For a case-to-case
match, comp information available in thesfilprecinct, location of occurrence,
description ;f ailant, details of the assatdt, # any 61 forms are missing, have a

supervis nge to get a copy. (This steptisatuired for NYPD project cases. If
any ofﬂ imformation in the 61 forms seems incxirgt, discuss with your supervisor.)

E e-to-case matches, determine whether ttehimgtsamples were processed

Q~ ther:

?\- Evidence exam on the same date and/or by the saahgst?
* DNA extraction and/or amplification worksheet witte same date and time?

If so, see your supervisor and Assistant Direatonediately.
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For case-to-case matches between similar case tgpeBroperty Crime to Property
Crime) or disparate case types (Homicide to Prggerime), it is a possibility that a
member of law enforcement is the source of the DN#erefore, the following @Id
also be determined based on paperwork in the file: (19

» Was the evidence in both cases collected by the €&1me Scene r Evidence
Collection Team member? \[
* Was the evidence in both cases processed by the NaRD I@'&a ory Criminalist?
4

If so, see your supervisor and Assistant Direamnédiatelyo‘ﬁ
5.4.1.3 Determine if the “new” case should be trasferred \(\(b'

Use common sense when deciding on the tran%?tﬁva” case. Consider the nature
of the crimes; the nature of the evidence it ithe cases; the time frame of the
crimes; and whether any appear to be pre\%igusiyesolia arrest, typing of a suspect, or
an offender database match. Transferéhouldtah&yplace when a logical pattern is
created or added to. \‘s

Q

Examples of situations where @ﬂer makes seingat imclude:

N

ase matching a 2010 sessalk case.
matching a 2011 robbery case.
atching a 2011 sexual assault (gvbase facts are similar)

e A 2012 sexual ass

If there is no I@g pattern or relationship beeém the cases, no transfer of the “new”
case is ne y. Examples might include:

. &2 burglary case matching a solved 1996 homicake.

@A 2012 sexual assault case matching a 2011 auftoctse.

O A 2012 robbery matching a 2011 sexual assault (@base facts are different)
A

?§~transfer is NOT necessary if a “new” case is lgateatching a previous suspect file.
The analyst of the “new” case retains that casevalhdhave the previous suspect file
transferred to him/her. The analyst of the “neaSe is responsible for making the DNA
HITS notification of the case-to-suspect match fomaeporting of the newly discovered

match in a suspect report.
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5.4.1.4 Transfer the “new” case

» Transfer the newly linked case to the analystHergrevious case(s). ,\(b

* Have a supervisor update records to reflect thecame assignment.

* There is no requirement to complete testing inetiére case, start omplete a
draft report, prepare tables, or prepare the DBiIEr@ocument?Ei)Bﬂ. However,
such things may be done as a courtesy. '\\

5.4.1.5 Make the match notification(s) /Q

5.4.2

* The analyst who owns the case is the one resp%&tnaking the match
notification. . (\

Enter the match(es) into DNA HITS using the ;@‘sedte in section 5.6.
O
Verifying and reporting SDIS exact matths)

With DNA matches identified at SD "booth laboras involved in the match have
confirmation responsibilities. All hes will besolved by the CODIS staff, with the
exception of Low Copy Numbe{r ple and certaintithesearches performed and
scheduled by NYS. Q\'

Responses to all cand'@@matches must be imtaediae final disposition of the
candidate match to t DIS custodian must be teghoo later than 30 business days
after receiving thec§a ch report.

K

5.4.2.1 General P@e&
The C@'staﬁ will print out the Candidate Mafdbtail Reports from the CODIS
0

sys\tzgx ng with a Match Inventory list (a sumniatyof all the cases involved in the
ce} jdate matches) and retrieve the correspondesy f

?\%ach candidate match report and correspondingniilst be reviewed to confirm whether

or not the two profiles indeed match. The analgsiewing the file must fill out a
Candidate Match Confirmation Checklist if the maitelfiound to be real.

If any modifications to the DNA profile are needad?rofile Modification Form must be
filled out by the Interpreting Analyst or the anstlyeviewing the data (see section 4.6),
and submitted to the CODIS group. It is not neagst wait for the profile to be
modified to continue in the confirmation process.
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5.4.2.2

v

Q~

Verifying and reporting SDIS offender exacimatches

If the profiles are an exact match, complete a NDI'|®\ Databank Candidate
Confirmation Form. This form communicates to D@8 the Databank co
case information, and that the candidate matdh f&ct, a true match. Th
NYS DNA Databank Candidate Match Confirmation Fdamevery co
candidate match listed on the Match Inventory nbestompleted. T YS DNA
Databank Candidate Match Confirmation Form is ttnansmitted&‘@ JS by fax or
other electronic means. < P

irmation Forms from our
ample from the NYS DNA

iator the
e

—h

Upon receipt of the NYS DNA Databank Candidate WM
laboratory, and upon receipt of confirmation of tffep
Databank coordinator, DCJS will release the offé e, via fax followed by USPS,
in the form of a DCJS Match Letter (see the cu ion of theNew York State
COmbined DNA Index System Proceduréd)j er will contain the name of the
offender, any aliases, the NYSID numbe% offesdrirrent location.

Enter the match(es) into DNA HITS \iﬁ; the procedre in section 5.6.

If the confirmed match has Iinl@@w offender tauamolved case, the investigating
agency must obtain an exemplarfrom the offenddrsaivmit to the laboratory for
retesting prior to proceedi trial. This reguient is located on the DCJS Match
Letter that is available t District Attorneysdfices upon request.

The DCJS Match r should be used by the DAGbtain the court order authorizing

the collection exemplaithe Department of Forensic Biology will performtiag

on the exemplaxo replicate the DNA match of tfieraer to the forensic sample(s) and
to testify&qrt to the match. Questions frdra DAO regarding offender information,
offende od draws, etc. should be directed ta®.CAnalysis of the exemplar by

For Biology is generally not necessary fondrary proceedings. This analysis,
r, is necessary before trial.
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5.4.2.3 Verifying and reporting SDIS forensic exacinatches

After the data is reviewed, the other laboratomolaed in the match must ther}{b
notified via telephone, fax or email and the matehfied. Both laboratory’s s

numbers and ORI numbers are on the Match DetaibRemd on the Mat ﬁ'&
list. The contact information for all CODIS labtyaes can be foundsfg%e

entory
CJIS-WAN.
Standard case contact protocol should be followatbtument any cgr{@spondence or

conversations. Q

’
If it is determined the candidate match is a noremahe pro&ss stops here. All case
contacts should be documented on the checklistdic@;%\

If it is verified to be a true match, informatioegardi@ge cases must be exchanged.
The CODIS DNA Match Data Request and Re Se Fotransmitted to the other
laboratory by fax or other electronic means facilitates the exchange of
information. Information on this form, if availghlshould include:

» Contact information for the submi@{% police aggnc

» Contact information for the la ory.

* Laboratory and police idenf{ifigation numbers (FaierBiology and complaint
numbers).

* Whether the case is s (i.e. by DNA).
» Suspect informatio example, name, NYSID numbas he/she been tested at

our lab, etc.).
o

 Generalc ﬂ?formation (for example, date of oetice, type of crime, etc.)

e If the@ th the match at SDIS is one of allpe#tern, information regarding
both

ould be provided to the other laboratory

ceipt of the response from the other lalbboyathe match is confirmed. This
documents that the candidate match betweetwihéaboratories was
nowledged, each laboratory has finished thgieveprocess, both laboratories are
v onfirming the match and that case informationbeen exchanged.

Enter the match(es) into DNA HITS using the procedre in section 5.6
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5.4.3 Verifying and reporting NDIS exact matches

With DNA matches identified at NDIS, both labonaés involved in the match an
confirmation responsibilities. All NDIS matcheslMde resolved by the CO taff.

Responses to all candidate matches must be tinfélg.final disposit 'Q}“;L/e candidate
match to the NDIS custodian must be reported rey tatin 30 busme{g)iays after
receiving the match report.

5.4.3.1 General Process é

The CODIS staff will print out the Candidate MafoRta %ports from the CODIS
system along with a Match Inventory list (a summi f all the cases involved in the
candidate matches) and retrieve the correspong f

Each candidate match report and corresp@mmﬁlet be reviewed to confirm whether
or not the two profiles indeed match. Th&analgsiewing the file must fill out a
Candidate Match Confirmation Che

If any modifications to the DN ile are needed?rofile Modification Form must be
filled out by the Interpretlng st or the angtlyeviewing the data (see section 4.6),
and submitted to the COD eroup It is not neas wait for the profile to be
modified to continue in onfirmation process.

If a profile has an aI offender candidate rhatod a state offender candidate match
at or near the time, allow the state confiongirocess to proceed first. If a profile
has two (or mowe) national offender candidate medct or near the same time, select
one of th didate matches to proceed firsttfee€ODIS supervisor for guidance on
selecti@,@nce one of the candidate matchebd®s verified and the name of the
offe ug btained, process the remaining candiiatiehes as conviction matches.

5.4.3Qgehfying and reporting NDIS offender exactnatches

?*After the data is reviewed, the other laboratomplaed in the match must then be
notified via telephone, fax or email and the matetified. Both laboratory’s case
numbers and ORI numbers are on the Match InvetigiryThe contact information for
all CODIS laboratories can be found on the CJIS-WAStandard case contact protocol
should be followed to document any correspondencemversations.
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v

If it is determined the candidate match is a nonetmahe process stops here. All case
contacts should be documented on the checklistraicgdy. N

If it is verified to be a true match, informatiomgarding the cases must bﬁ@hanged.
The CODIS DNA Match Data Request and Response Eotransmitt dNQ e offender
laboratory by fax or other electronic means. Tois facilitates the A%bwange of
information. Information on this form, if availahlshould incIud%’\

’
» Contact information for the submitting police ag;anb\

» Contact information for the laboratory. X

» Laboratory and police identification numbers (&mle, case number,
complaint number, etc.). 6\

* Whether the case is solved (i.e. by DN \\

» Suspect information (for example, r@@ NYSID numbas he/she been tested
at our lab, etc.).
* General case information (for e

ple, date of oetice, type of crime, etc.).

* If the case with the match at S is one of algedtern, information regarding
both/all should be provi the other laboratory

*  When available, includ y known aliases of thiermfer/suspect if the case is
solved, because the nder/suspect may be iothlee database under a
different name. %)

Upon receipt of the IS DNA Match Data Request Response Form from our
laboratory, and u the offender laboratory’s gamdtion of the offender sample, the
match is confi . The offender laboratory wallerase the convicted offender’s name,

via fax, in form of a match letter. This letgll contain the name of the offender,
any ali @ e State ID #, current location,@shlly their SS#.

En@he match(es) into DNA HITS using the procedte in section 5.6

Qg'le confirmed match has linked an offender tauasolved case, the investigating agency

ust obtain an exemplar from the offender and sttmnhe laboratory for res¢ing prior to
proceeding to trial This requirement is located on the match ldttat is forwarded to the
District Attorney’s office upon request. The matetter should be used by the DAO to
obtain the court order authorizing the collectidthe exemplar.
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The Department of Forensic Biology will performttag on the exemplar to replicate the
DNA match of the offender to the forensic samplefs) to testify in court to the match.

Questions from the DAO regarding offender informatioffender blood draws, etc.
be directed to the agency contact information gimethe CODIS DNA Match a\Request
and Response form. Analysis of the exemplar byDigartment of Forensic
generally not necessary for grand jury proceedifgss analysis, however&

before trial.
&
Q’\

4

cessary

5.4.3.3 Verifying and reporting NDIS forensic exactatches

The CODIS staff will print out the Candidate Maﬁhports@% the CODIS system
along with a Match Inventory list (a summary listad t Ses involved in the
candidate matches) and retrieve the correspondé&

Each candidate match report and correspondi st be reviewed to confirm the
profile data sent to NDIS is accurate. The @ngigiewing the file must fill out a
Candidate Match Confirmation checklist\

O
If any modifications to the DNA pro@&ﬁre needad?rofile Modification Form must be
filled out by the analyst reviewi data (seeti®n 4.6), and submitted to the CODIS
group. lItis not necessary to\' ifor the profdedoe modified to continue in the
confirmation process. @(\

After the data is revie , the other laboratomplaed in the match must then be
notified via telepho ax or email and the matetified. Both laboratory’s case
numbers and QR(Umbers are on the Match InvetiiryThe contact information for
all CODIS labOxgtories can be found on the CJIS-WAtandard case contact protocol
should be @fwed to document any correspondencemversations.

S\s ermined the candidate match is a nortemahe process stops here. All case
should be documented on the checklistrdiogby.
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If it is verified to be a true match, informatiomgarding the cases must be exchanged.
The CODIS DNA Match Data Request and Response Eotransmitted to the cftbr
laboratory by fax or other electronic means. Tors facilitates the exchange\0
information. Information on this form, if availahlshould include: '\\(l/

» Contact information for the submitting police aggnc \0.')

» Contact information for the laboratory. N

» Laboratory and police identification numbers (faample, FB-umber, complaint
number, etc.). o

* Whether the case is solved (i.e. by DNA). \\

» Suspect information (for example, name, NYS&D\ bas he/she been tested at
our laboratory, etc.).

* General case information (for example, datg& gecice, type of crime, etc.).

* If the case with the match at SDIS is o allpattern, information regarding
both/all should be provided to the ottg oratory

O

Upon receipt of the response from @;ther lalboyathe match is confirmed. This
form documents that the candi atch betweetwihéaboratories was
acknowledged, each Iaborator&;as finished theieveprocess, both laboratories are
confirming the match and t ase informationlieen exchanged.

Enter the match(es) in@g{lA HITS using the procedre in section 5.6

5.5 Evaluating, verih@g’ and reporting partial matches

5.5.1 General g@é@es

Parti@ ch procedures are applicable only tecé#sat have a clean, informative

for. autosomal DNA profile (single-source oddeed) attributable to a putative
rpetrator. Such profiles must havl>CODIS core loci, with no Z's, INC’s, or other
cations of a mixture.

vPartiaI matches will be evaluated by a combinatibabserving whether there is sharing

at each locus (indicating a potential parent-offgprelationship) and/or counting of

shared alleles across all loci (indicating a pagéhall-sibling relationship), followed by

a statistical calculation (likelihood ratio). Tkhmlds for allele sharing and the likelihood

ratio have been established and are describededPdttial Match Evaluation Form.
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5.5.2

At the local level, only partial matches betweerdernce samples (within a case or
between cases) or partial matches between evidameples and a named suspect or
arrestee for that case will be evaluatéghy partial matches revealed by com a
suspect to LINKAGE or partial matches revealeddsrehing a suspect in L ill
NOT be evaluated. \

At the state and national level, only partial matko offenders WiII{{b/aluated.

Pull the previous case(s), if applicable. ,Q
O
o

Partial matches may exist within a case, betweer@\s, or between a case and a
suspect file. O&

Local partial matches

O
5.5.2.1 Partial matches within a case C)

AN

All eligible DNA profiles within a cas ﬁ%uld beviewed for potential partial matches.
For example, compare a victim or Ination samplMale Donor A or compare Male
Donor A, B, and C to each othq)

' \'s there is an éfignartial match, the first step is to

the Partial Matchlgation Form and following the local
ne if the two profiles mé&boratory requirements. If so,
testing needed to sattsfyconcordance and duplication

In the event an analyst be
evaluate the profiles. U
flow chart below, det
expedite any additiQi
O

policies. O

’
If possibl @i appropriate, further testing usin§ TRs should be done. If a partial
match i\ a possibility, continue the process.

ing that describes that a similarity was noggdtes the likelihood ratios for full
Iblings and/or parent-offspring, and requeststamdil exemplars.

T%é%\lstence of a partial match within a casessaininated via the report, using

v
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5.5.2.2 Partial matches between two cases

(found in LINKAGE or an LDIS search), the first ptis to evaluate the pr . Using
the Partial Match Evaluation Form and following tbeal flow chart b d\( etermine if
the two profiles meet laboratory requirementssolf expedite any adgi{®nal testing
needed to satisfy the concordance and duplicattini@s. Q

In the event an analyst believes there is an édighartial match between Ws

If possible and appropriate, further testing usfin§TRs sho%be done. If a partial
match is still a possibility, continue the process. (b'

*

The analyst and supervisor must then meet wit ODIS administrator and/or
CODIS manager to discuss the potential parti appropriate, efforts will be
made to determine the status of each case golved, arrests, etc.) or gain
additional case information. C()

AN

The existence of a partial match bet casdasgsminated via DNA HITSEnter
the match(es) into DNA HITS usi@he procedure irsection 5.6

5.5.2.3 Partial matches between a ng)and a suggexemplar or pseudo-exemplar)

Partial matches involvi @Pe DNA profile of a saspis limited to the case for which
the personis a name@%pect or arrestee.

In the event ag@!yst believes there is an édigohrtial match, the first step is to
I

evaluate th es. Using the Partial Matchlgation Form and following the local
flow ch w, determine if the two profiles mé&boratory requirements. |If so,
expedit additional testing needed to satisfycbncordance and duplication

poli $

qg)bssmle and appropriate, further testing usin8TRs should be done. If a partial
?\ atch is still a possibility, continue the process.

The existence of a partial match between a casa andpect is disseminated via DNA
HITS. Enter the match(es) into DNA HITS using the procedte in section 5.6
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5.5.3 Evaluating, verifying, and reporting state diender partial matches

If a candidate match to an offender is NOT an eraaditch, the next step is tgevaluate it
as a potential “partial match”. Partial matchesiaadvertent “indirect ma\r| " that
suggest that the source of an evidentiary prddileatentially a relative OM offender.

This is determined by comparing the number of shaleles an H&:i, then
calculating the full sibling likelihood ratios armd/the parent-offsd@lg likelihood ratios
using the CODIS Popstats application. Using théi@alatch&valuation Form and
following the SDIS flow chart, determine if the tvpoofile;b t laboratory

requirements. .
N

and note “no match”. The information is a tase record. The CODIS groups
will disposition the candidate match in the tem as “No Match” and send NYS
DCJS that information.

©

If not, attach the Partial Match Evaluation Fo$ andidate Match Detail Report
Vs

If the profiles meet the laboratory iIrementsad@artial match, then do the following:

Confirm that the profilﬁggs been searched in L3R the CODIS group)

Using the Partial M Inquiry Worksheet, conthet NYPD and the
appropriate Di t Attorney’s office(s)

In order for the par@latch process to contirnggtain requirements have been set by
the state. Theo@D and District Attorney’s offigeare asked:

. ey provide follow-up information?

’
. A@f?y committed to pursuing further investigafto

ike(s), and both agree to pursue the case,mamtihe process. Complete the DCJS
artial Match Evaluation Request and the CODIS groill transmit it to DCJS by fax
VOr other electronic means.

N
ﬁhe completed worksheet is returned from t@iNYPD and District Attorney’s

Upon receipt of the DCJS Partial Match Evaluati@yé&est from our laboratory, DCJS
will notify the NYS DNA Databank that a confirmati@f an offender DNA profile is
being requested based on an “indirect” CODIS match.
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5.54

After the offender DNA profile has been confirmad\YS CODIS Administrator or
Supervisor will perform their partial match evaloatusing specialized softwa er.b'his
software will calculate the Expected Kinship R4&KR) and Expected Mat tio
(EMR) for the full sibling and parent-offspring a¢ilonships. If the EKR a@%\AR meet
the thresholds defined by the state policy, DCJbraelease the offend M ation and
EKR/EMR statistics to us. ‘%,)

Enter the match(es) into DNA HITS using the procedte in seg 5.6. Itis
imperative to enter a partial match using “Forensicto Potf-aﬁal Relative (SDIS)” as
the match type. X

o

Evaluating, verifying, and reporting nannanffen@s artial matches
NDIS has instituted a policy covering partle)@ at the national level.

If a candidate match to an offender is an eragich, the next step is to evaluate it
as a potential “partial match”. Parti ﬁ chesiandvertent “indirect matches” that
suggest that the source of an evi%@ary prddileatentially a relative of an offender

This is determined by compa(h the number of ghatieles and/or loci, then
calculating the full S|bI|ng ood ratios amd/the parent-offspring likelihood ratios
using the CODIS Popst pplication. Using thid@datch Evaluation Form and
following the NDIS fl hart, determine if the tvpoofiles meet laboratory
requirements. O

If not, attac tbQDartial Match Evaluation Formtte Candidate Match Detail Report
and note/ atch”. The information is addedht® ¢ase record. The CODIS Group
will di@on the candidate match in the CODyStem as “No Match”.

I@%ﬁrofiles meet the laboratory requirementsadartial match, then do the following:

QCompIete the Request for Release of Offender’stiiyemg Information letter. The local

v

CODIS administrator and/or CODIS manager will rewibde form and forward to the
FBI.

Controlled versions of Department of Forensic Bjgi®ocuments only exist electronically on the
Forensic Biology network. All printed versions am@n-controlled copies.



FORENSIC BIOLOGY CODIS MANUAL

5.0 VERIFYING AND REPORTING DNA MATCHES

DA

TE EFFECTIVE LAST REVISED APPROVED BY PAGE
03-24-2010 07-16-2012 MARIE SAMPLES 17 OF 31

5.6

v

If the request is approved by the FBI, the FBI wiltify the state with the offender
information about our requesthe decision to release the name of the convi
offender is done according to applicable state laand policies. The NDIS @ystodian

then either: '\\(l/

. Notifies us that the state determines that thermédion canr}i\ released, or
. Provides us with the identifying offender infornaati
’
If the information is releasednter the match(es) into DNA S using the procedte
in section 5.6. It is imperative to enter a partiamatch “Forensic to Potential
Relative (NDIS)” as the match type. .
&
Making notifications using DNA HITS O\
O

NOTE: If a new match (case-to-case, ca@to-susq:mne-to-known suspect or

arrestee, or case-to-offender) jg\dentified tatgon that pre-dated DNA HITS,

theprevious matchesiust b red into DNA HIT@&ior to the new match.
In the Notes section, ma erence to the preumatch letters, including
match letter number | as the date of thar@igotification.

N
Step 1: Using the interngf\go to the DNA HITS peog. Change the drop-down menu
to “OCME”, th gin using your OCME user name gagsword.

Step 2: Click on “@te New Local Hit” tab in thpper right hand corner.
N
Step 3: Usgipng¥he drop-down menu, select the apiatepmatch type. It is very

QJT tant to select the correct match type, sinBRAHITS is being used for
Aﬂ d hits”, “warm hits” to known suspects/arregeand for most partial
\ Matches.

éﬂa 4: Enter the case numbers for the new maigticlack on “Search”.

NOTE: For notifications on a new case in an exgspattern, the two cases
entered here should be the new case anfirthiease of the pattern.
The first case is generally the one whose DNA fad represented in
CODIS; see a supervisor or a member of the CODd8mif unsure
which case is the first case.
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Step 5:  Using the drop-down menu, select the apjatepsearch type (LINKAGE or
LDIS for local matches). If this is not done, i€ information will bek
will have to be reentered.

“Warm hits” between a case and a suspect are expasding tl‘jgﬂgge to
Known Suspect or Arrestee” function within DNA HITS

If one of the cases was involved in a previous DHIZRS%tlflcatlon

NOTE: Be careful in using the-kop-down menuskensure what you select
stays selected by g the cursor off of the éfown menu and
clicking elsewheBQta deactivate the drop-down.

Step 6: For the ‘Crlmlnallst\gffion if the ansthassigned (the 1A for the cases) is not
on the drop-dow i@b deselect ‘Select’ and mayugpe in the analyst’s last
and first name e normal capitalization. Ifdhalyst assigned to a case is no
longer at the 4@, list the Criminalist IV or Adsist Director who reviewed it,
in that ord preference. Should neither ofrthee available, consult CODIS
staff pervisor regarding analyst assignment.

U4
Step 7: on “Get Approval”. If any red ernmessages appear, fix the problem and
on “Get Approval” again. Once there are mmes, the screen will return

\Ao the “Create New Entry” mode and inform you thati have successfully
C}z\ entered a match.

?gSfep 8: Have the cases reviewed by a Criminalisti®/or Assistant Director.

Step 9: Have a Criminalist IV or Assistant Direcamprove the match in DNA HITS.
Once approved, the Criminalist IV or Assistant Dicg will receive a DNA
HITS confirmatory email from DNAHITS@cityhall.org.
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Step 10: Forward the email to the assigned Cringhed notify them of the match.
Step 11: Print out the DNA HITS email confirmatiand place in each file. Q'\
Step 12: Forward the DNA Profile Evaluation Fornt(sjhe CODIS gron\A‘l/-box.
5.7  Verifying and Reporting Missing and Unidentified Person Mat%@s\
’

General Search Guidelines:

N
There are varied searches done in CODIS 5.7.4 mwation (NG) CODIS to

accommodate Missing and Unidentified Person ca matches” are the result of
an identity search. An identity search is done agjnt§s following indices:

Unidentified Human Remains to Unidentified mfaens
Unidentified Human Remains to Missing P@

Profiles of Unidentified Human Remai d Missiegsons are also entered into
CODIS 5.7.4 for the purposes of pe ng addaisearches against Convicted
Offenders and Forensic Unknow earches arerpetl against the following
indices: g‘&

Unidentified Human Remains\i onvicted Offenders

Unidentified Human Remgiy®to Forensic Unknowns

Missing Persons to Co d Offenders

Missing Persons to F sic Unknowns

Ranks or assc@@ns to relatives of Missing Ressio a pedigree tree are the result of a
pedigree seargh/A pedigree search is done amtheg&illowing:

Pedigree 1@ to Unidentified Human Remains

Biolog@mther, Father, and Child to Unidentdieluman Remains

Ter\o the NYS CODIS Procedures-Search ParamaterdiDIS CODIS v 6.0 Missing
on DNA Searches (Operational Procedures) fnenfrBI for search parameters.

5.7? Exact Matches in Next Generation (NG) CODISGODIS 6.1)

Exact matches in NG CODIS occur between profilemftnidentified Human Remains
searched against profiles of Unidentified Human Riesiand Missing Persons.
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5.7.1.1 Local Level Exact Matches (LDIS):

Unidentified Human Remains to Unidentified Human Renains '\(b

Unidentified Human Remains to Missing Persons Q

1. Request and pull the case files. ?\\q/

2. Confirm that the profiles match by reviewing theéada \0,')
B.tonsider are:

3. Compare the information available in the files.nfg&oquestio
a. When was the body recovered in relation to Wherp&)n was reported

missing? Q

b. Are physical descriptions such as age, racekggalir color, eye color,
tattoos, scars, etc. indistinguishable? |

c. Are fingerprints, dental records, or otheﬁ&ﬁeﬁbrds available for
comparison? If these are available, t ormasioould be shared with the
appropriate departments for co% n such aBdhensic Anthropology

Unit, Forensic Odontology, For c Pathology, d1AD.

4. Determine if the samples were t <Qin concordamitethe duplication guidelines.
5. Determine whether the matchi amples were preddsgether:

Evidence exam on th sg\%e date and/or by the saahgst?
DNA extraction an mplification worksheet witte same date and time?

If so, see your\@rvisor and Assistant Diregtonediately.

6. Determinea itional technologies such aSTR’s or mtDNA are needed to
confirm te the match.

7. Trg&j%r the newly linked case/or cases torteepreting analyst from the previous
r to the analyst that has the lowest FBruasder. Have your supervisor
ate records to reflect the new case assignnf€hts step can be done after
Qg,hotifications, if desired.)

?*8. Once all is confirmed, notifications can bedm&ia telephone and/or email.
9. An additional report is written linking the dveases together. Random match

probability statistics are performed on the unided human remains and included
in the report in accordance with Forensic Biologgtpcol.
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5.7.1.2

10. A natification letter and a copy of the additiome@port are sent via email to notify all
involved parties of the match. For matches withdentified remains from NYC
OCME, the assigned Medical Examiner, Identificatidmt, and NYPD Mis @)
Persons are always notified. Matches involving idetgurisdictions will bggent to
that jurisdiction’s designee(s). The notificatiettér may be sent by e@g a
scanned .pdf copy of the original signed letter/anthcsimile. (b?\

State Level Exact Matches (SDIS) Q'\\

does not conduct searches within NG CODIS. NYC e only lab in New York

P
Matches will not occur at the state level in NG ASBince tﬁ New York State Police
State that currently has and utilizes NG CODIS.%@ e NG CODIS server but it is

only used by the State CODIS Administrator to u profiles our lab sends monthly
to NDIS. o)

O
5.7.1.3 National Level Exact Matches (NDIS): C)

v

Unidentified Human Remains to Unidé@fied Human Renains
Unidentified Human Remains to V@Qing Persons

With DNA matches identified\a' DIS, both laboragsrinvolved in the match have
confirmation responsibiliti&{}

Responses to all can te matches must be imtaediae final disposition of the
candidate match t NDIS custodian must be tegaro later than 30 business days
after receivin atch report.

’
1. The staff will print out the Candidate Mat@ktail Reports from the CODIS

syst ong with a Match Inventory list (a summigstyof all the cases involved in
t \ ndidate matches) and retrieve the correspgtiidies.

Qgiach candidate match report and correspondingniilst be reviewed to confirm

whether or not the two profiles indeed match. @halyst reviewing the file must fill
out a Candidate Match Confirmation Checkilist.

3. If any modifications to the DNA profile are needad?rofile Modification Form must
be filled out by the Interpreting Analyst or theafyst reviewing the data (see section
4.6), and submitted to the CODIS group. It ismetessary to wait for the profile to
be modified to continue the confirmation process.
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4. Compare the information available in the files.nf@oquestions to consider are:
a. When was the body recovered in relation to wherpdrson was report?{b

missing?

b. Are physical descriptions such as age, race, stabair color, eye f&tattoos,
scars, etc. indistinguishable?

c. Are fingerprints, dental records, or other medreabrds ava|I25\a for
comparison? If these are available, the informagioould red with the
appropriate departments for comparison such aBdahensps-Anthropology Unit,
Forensic Odontology, Forensic Pathology, or NYP&

5. Determine if the sample(s) were tested in concg, the duplication policy.
6. Determine whether the matching samples v@@pred&sgether.

©)
Evidence exam on the same date and/(r))y the saahest?
DNA extraction and/or amplificationperksheet witte same date and time?

If so, see your supervisor and stant Direatonediately.

7. Determine if additional ter\rlgrflogles such as Y-ST& mtDNA are needed to

confirm or refute the w

8. Once allis confirr\ré,\notiﬁcations can be madetelephone and/or email.

9. An additioﬁ&gért is written. Random match [@bitity statistics are performed on
the unid d human remains or the missing pepofile and included in the
repo cordance with Forensic Biology protodfolhe remains are intact or
livin %son is found, then the profile shouldrbmoved from CODIS and noted in
\ ditional report. Refer to Section 4.6.

Q@A notification letter and a copy of the report aemt via email to notify all involved

parties of the match. For matches with unidentifemains from NYC OCME, the

?\ assigned Medical Examiner, Identification Unit, &dPD Missing Persons are
always notified. Matches involving outside jurigghns will be sent to that
jurisdiction’s designee(s). The notification letteay be sent by emailing a scanned
.pdf copy of the original signed letter and/or faute.
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5.7.2 Exact Matches in CODIS 5.7.4
5.7.2.1Unidentified Human Remains toSDIS offender exact matches '\(b

If the profiles are an exact match, complete a NDI'®\ Databank Candid@atch
Confirmation Form. This form communicates to D@8 the Databa IN; rdinator the
case information, and that the candidate matah fsct, a true matc (%)lerefonme

NYS DNA Databank Candidate Match Confirmation Fdomeve firmed
candidate match listed on the Match Inventory rbestbompleted,%’he NYS DNA
Databank Candidate Match Confirmation Form is thhansmijtfed to DCJS by fax or
other electronic means. (8\,

Upon receipt of the NYS DNA Databank Candida &onfirmation Forms from our
laboratory, and upon receipt of confirmation of der sample from the NYS DNA
Databank coordinator, DCJS will release t sdeame, via fax followed by USPS,
in the form of a DCJS Match Letter (see tI@urmﬁmsion of theNew York State
COmbined DNA Index System Proced is letter will contain the name of the
offender, any aliases, the NYSID nup@ and offeésdrirrent location.

Q

1. Request and pull the case Qe)o
2. Confirm that the profikﬁ}é\teh by reviewing theada
3. Determine if the s@e was tested in concordanttetiie duplication guidelines.

O
4. Oncealli rmed, notifications can bedeaia telephone and/or email to the
OCME Idepification Unit and to the Medical Examine

5. An\&%kional report is written. Random mapebbability statistics are performed on
identified human remains and included inrép®rt in accordance with

S
C) orensic Biology protocol.

QE A notification letter and a copy of the addition@port are sent via email to notify all
v involved parties of the match. For matches withdentified remains from NYC
OCME, the assigned Medical Examiner, Identificatidmt, and NYPD Missing
Persons are always notified. The notification lettay be sent by emailing a scanned
.pdf copy of the original signed letter and/or faute.
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5.7.2.2 Unidentified Human Remains to NDIS offendeexact matches

After the data is reviewed, the other laboratomolaed in the match must ther}{b
notified via telephone, fax or email and the matehfied. Both laboratory’s s
numbers and ORI numbers are on the Match InvetigiryThe contact in‘{?@tion for
all CODIS laboratories can be found on the CJIS-W/Standard casg &gitact protocol
should be followed to document any correspondenm/ersation's\.?b
If it is determined the candidate match is a nonemahe proces&tops here. All case
contacts should be documented on the checklistradiogdy. é

X

cases must be exchanged.

If it is verified to be a true match, informatioegarding
The CODIS DNA Match Data Request and Resp Fotransmitted to the offender
laboratory by fax or other electronic means. ToiR Tacilitates the exchange of
information. Information on this form, if av&;}@ ould include:

» Contact information for the submitti@*police aggnc

» Contact information for the Iabora@ .

» Laboratory and police identifi(@ numbers (faample, case number, complaint
number, etc.).

» Whether the case is solv&d (I.e. by DNA).

» Suspect information ( ample, name, NYSID numbas he/she been tested at
our lab, etc.).

* General case in

tion (for example, date of oerice, type of crime, etc.).
match at NDIS is one of a Ipedtern, information regarding

both/all sh e provided to the other laboratory

* When ifable, include any known aliases of therafer/suspect if the case is
solv cause the offender/suspect may be iotkiee database under a different
n
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5.7.3

Upon receipt of the CODIS DNA Match Data Request Besponse Form from our
laboratory, and upon the offender laboratory’s camdtion of the offender sample, the
match is confirmed. The offender laboratory wéllease the convicted offend r@_‘)lame,
via fax, in the form of a match letter. This lett@ll contain the name of the%e\uder,
any aliases, the State ID #, current location, @shlly their SS#. \(1/

N
'\\‘b

2. Confirm that the profiles match by reviewing théada ,Q

1. Request and pull the case file.

3. Determine if the sample was tested in Concordgﬁme duplication
guidelines. QN

4. Once all is confirmed, notifications can adetelephone and/or email to the
OCME Identification Unit and to the& al Examine

5. An additional report is written. Rﬁdom match piabty statistics are performed
on the unidentified human rer@ and includedhénreport in accordance with
Forensic Biology protocoI.OQ

6.A notification letter and a
involved parties of

py~of the additibreport are sent via email to notify all
atch. For matches withdentified remains from NYC
OCME, the assi Medical Examiner, Identificatidmt, and NYPD Missing
Persons are al s notified. The notification lettay be sent by emailing a
scanned .pd{gopy of the original signed letter/anthcsimile.

Ranks in gg DIS (CODIS 6.1)

Pedigree to Unidentified Human Remains (UHR)
Pedig@ee to Missing Person (MP)
Biol | Father, Mother, Sibling (with additional technology) to UHR or MP

éﬂile(s) from a pedigree tree associated to umifled human remains or a missing
;

v

son are ranked according to a joint pedigreddiikod ratio (JPLR) in Rank Manager.
Any JPLR above 1 will constitute a rank.
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The CODIS staff will print out the Specimen Deféports for the associated ranks to
the pedigree tree or single relative.

1.

2.

N

Fill out the Rank Manager Sample Inquiries Form.

Locate the files and determine if the JPLR cons#a true ass(%&ési n.

Some questions to help in the disposition: '\\

a. Does the gender of the Missing Person correla@MHR?

b. When was the body recovered in relation to#herpdreon was reported
missing? X

o

If further investigation is still needed, then : %e STR data and perform
kinship analysis. O\

If an additional technology such as NA has beerormed, utilize that in the
assistance of the disposition of case.

Determine if additional tec@gies such as YSTet'sitDNA need to be
performed. C)

reference samples fromtneds of missing persons or
%5sing person are available arded to assist in the
trengthening the likelihoaatio or assisting in confirming an
direct match with a referenceparfinom the missing person).

Determine if additi
samples from th
identification (is
association

If the @ciation does not pan out, note it as Mdaich” and initial and date the
S@en Detail Report and make comments on th& Ranager Sample

IA fries Form.

9 \&or true associations, notifications can be maddelephone and/or email.

v

)

An additional report is written. Kinship analysssperformed between the
relatives of the Missing Person and the unidemtihaman remains or the missing
person profile and included in the report in aceoe with Forensic Biology
protocol. The profiles of the relatives of the MingsPerson must be removed
from CODIS 6.1 and noted in the additional repdefer to Section 4.6.
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11. A notification letter and a copy of the report aemt via email to notify all

involved parties of the match. For associationgrtiolentified remains from NYC

OCME, the assigned Medical Examiner, Identificatigmit, and NYPD
Persons are always notified. Associations invohontside jurisdictio II
sent to that jurisdiction’s designee(s). The ncdiion letter may be@
emailing a scanned .pdf copy of the original sigletdr and/or ‘_E)m le.

5.7.4 Low stringency searches in CODIS 5.7.4 Q
. - ’ . . .
NY State performs a low stringency search everytquagain${ the remaining Relatives
of Missing Person samples in the state databasesadgae entified Human Remains
index in 5.7.4. . (\

N
For verifying and reporting these possible matc@g/ the same steps above in 5.7.3.

QO

5.8  Organization of CODIS Paperwork in F&s

Left side of file if all paperwork w operly completed and plkofoed, the left side

of the file should contain: C)

* Forensic Biolo ellmark, Bode or Genescreenntepo
DB Profiled entation report

* Specimen ail Report - printout from computer

atch Detail Report - printout from congou
e Match Confirmation Checklist - original

ate Match Confirmation Form - copy

S Match Letter — copy faxed by DCJS (or comgdaradsm from another

DNA HITS confirmation email — printout from emaODIS staff does not

N
0\2\ need a copy

&
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For Missing Persons cases, left side of file dependn the type of match may
have some or all of the following:

De
foll

Forensic Biology report(s) ,\(b
DB Profile documentation report Q
Specimen Detail Report - printout from computer \q/

Candidate Match Detail Report - printout from corgpu '\
Candidate Match Confirmation Checklist — original (b

Hit Notification Letter-original or copy, PDF of iginal@ d in CODIS
folder under “HITNOT" in “MISP” ’

\
pending on the type of match and at what Ieyﬁhave occurred, the

owing may also be on the left side of th K 5
Candidate Match Confirmation Form-é

DCJS Match Letter-faxed copy @)

Supporting paperwork such as tg%l@s of dental dsg@nthropology reports
and scene reports from withinsQ E or from the ml&gurisdiction.

QO
N
O
X
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Local partial
match flowchart

clean profile?
(>10 loci, single-source
or deduced)

YES \
QO

already a match to
true offender?

NO

1 or more
shared alleles
per locus?

YES YES (s\\g

sharing
threshold met?

e oo |
STEPC

calculate kinship calm.%?wship
(PO)

Q>

STEP D

A test samples in Y’s

\ —— if possible and
C) applicable?
; YES

NO same Y profile? NO
YES
disseminate partial
match info via

DNA HITS
and/or report
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SDIS partial match
flowchart

Evaluate offender
candidate match

If “yes” through
step D of local
flowchart

complete Partial Match
inquiry Worksheet
send to NYPD/DAO

both agree to
pursue case?

YES O
complete Partial Matc

Evaluation Request
send to DCJS

YSP calculates
EKR and EMR

LR’s meet
tate requirements?

notify NYPD and

NO— DAO via email

YES

offender name is
released to OCME

—1

disseminate partial
match info via
DNA HITS
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NDIS partial match complete Request for
flowchart Release of Offender’s (b
Identifying Information \
Evaluate offender worksheet

candidate match

If “yes” through
step D of local
flowchart

CODIS group Q
review and submit

to the FBI

YES . \Q

| contacts state

\ holding the
offender

@Q information

state will
release name?

2 offender name is
Q released to OCME

NO DONE

disseminate partial
match info via
DNA HITS
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6.1

Case Disposition

6.1.1

6.1.2

6.1.3
6.1.4

6.1.5

6.1.6

&

N

S

After the completion of all notificationsetiCODIS staff will follow up rQDe
disposition of all DNA matches notified during tim®nth. This inforngbn is
obtained from the NYPD designee.

NV

Depending on information given about eacle,ceach DNA@h IS
dispositioned as one of the following: Forensic, @iffend i Investigative
Information, Benchwork Match, or Conviction Matde(agation 1.0 CODIS
Terms and Abbreviations for definitions). Q
xO
Other dispositions that may be used areﬂiﬁ@ender Duplicate, User
Defined 1, 2, 3 or No Match (see section 1& Deins and Abbreviations for
definitions). \

OO
For missing persons cases, additicﬁgt dispios that may be used are: ID
confirmed, ID pending, Waiting f ore Data, or tdmal Relative (see section
1.0 CODIS Terms and Abbrevfk ns for definitions).

Refer to flowcharts pro by the FBI (N?&cedures section 4d, CODIS
Hit Disposition Repor;’Q 0 determine which disgimn is appropriate.
Local CODIS ad strators must report tHeWwing data each month to the
SDIS administraOr:
(.

OHs: er hits within the state (matches deteetegDIS)
OHn; %er hits from other states (matches deteat®DIS)

IA; nvestigations aided (for each level)
& Forensic hits with other labs in the statet@ihas detected at SDIS)

n:  Forensic hits with labs from other states (leascdetected at NDIS)
ICs:  Confirmed identifications within the state (clags detected at SDIS)
ICy:  Confirmed identifications with labs from otretates (matches detected at

NDIS)
Pls:  Putative Identifications within the state (nfas detected at SDIS)
Ply:  Putative Identifications with labs from othéates (matches detected at

NDIS)
ID: Identifications aided (via putativa¢ confirmed identifications)

Note: Once all US labs are online with CODIS di8positions for Detainee and
Arrestee hits will be added to this list.
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6.2 Hit Counting
6.2.1

6.2.2

6.2.3

&

Hit statistics or hit counting is a requirernor participation in the COQI\?.)]
program. These statistics are used to track fleetefeness of the prqogam and
the successes of the laboratories. The problaow to give credit@
participants without inflating the total numbertofs (for exampl local
laboratories link their cases through a hit atestloth local Iabﬁbtones and the
state laboratory all want to claim hits - a totattoee hits - only one hit
occurred). P

N
Solution: hit counting tracks two metric<d@DIS: umber of investigations
aided (or ‘1As’) by CODIS and the number of fa &y CODIS (see section
1.0 CODIS Terms and Abbreviations for d@& ions).

Investigations (or Identifications) Aid_e@gprimary metric is the number of
investigations (or identifications) ai(@g. The rhanof investigations (or
identifications) aided is a better sure of COpri&@ram performance than the
number of hits since the effecij¥eriess of CODI@ltisnately measured by the
crimes it helps solve and u@ntified personips identify.

Hits: The secondary eq'r’c is the number of hits Mad€ODIS. Counting the
number of hits giv%ﬁoratories credit for thewestment in CODIS.

Rules of Hit C ting

See aI NDIS Procedure “CODIS Hit DispositiofReporting” from
wh|§ e examples are taken.

1 The level in the CODIS hierarchy (local, statational) at which the hit
curs gets credit for the hit. This metric refethe investment in and activity of

C) the different levels of CODIS.

Rule #2 An offender hit disposition takes precedence aviorensic hit
disposition when the hits occur during the samecéealn the event where an
unsolved case profile matches a solved case prayiaentified as an offender
hit, the hit disposition will be “Offender Hit” fathat hit and all subsequent hits.
Previous forensic hits will not be reclassified whbey match an offender. Since
offender hit dispositions take precedence, any foe@nsic to forensic matches
(at SDIS or NDIS) shall be dispositioned as “Inigeive Information”.
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6.2.4

&

Rule #3 A hit is counted for each unique set of matclpngfiles where at least
one of the matching profiles is from an unsolveskcaSince it takes two samples
for a hit to occur, the total number of hits equhks total number of sampl

minus one (N-1). Q

Rule #4 An investigation may be aided only once. Cdtetn mb}s of actual
investigations CODIS has aidetyt the number of times CORIQhas assisted a
particular investigation or investigations. Theflects a di Badne-to-one
relationship between the metric and cases involVesia ppidt of clarification, an
investigation with profiles from more than once y be aided only once.
Laboratories may only count their own investigwaving been aided.

Rule #5 A single hit may aid more than on \ Qestigati@nsingle hit may
associate several separate cases. Labté( ieslanaycredit for all of the cases
aided within their jurisdiction. C)O

Rule #6 An investigation aided Qst be associated witiit.aAn investigation
is aided if CODIS provides vaﬂ@ the investigati

Q

Rule #7 Only investiga'@ﬁof unsolved cases may beaid

OCME tabulates b \he types of hits §OBHy, etc.) and investigations aided,
and reports thes SDIS for confirmation agaimsir tallies, though the credit
for each goes e offender lab and OCME, respadygt

Scenar@mples and Corresponding Scorecard:

E e #1:
@;uspect case is analyzed and an evidencédeeuntiered into CODIS
CME). It matches a profile from an offender (& SDIS). NYPD reports

C) that the match aids the investigation

Disposition: Offender hit (Of)

Scorecard: OCME reports one investigation aidajl dhd NY SDIS receives
one offender hit (OF).
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Discussion: CODIS aided the no-suspect investigadind receives credit. It is
an offender hit even if the offender was not subset]y arrested or char d
This hit is also counted in the event of a not{guzerdict.

Action: OCME sets the Source ID box to “Yes”. Tdedence am@\der
profiles both remain in CODIS; and are uploadeNEdS if the NDIS’
completeness and eligibility requirements.

Example #2: Q

A no-suspect case is analyzed and an evidencede ered into CODIS
(OCME). It matches a profile from a solved cas u County). The NYPD
reports that the match aids their |nvest|gat|0n

&6\

Scorecard: OCME reports one mv@)gatlon aidgdssau County reports one
forensic hit (FH) because their f@nsm sample resided in thebdatafirst.

Discussion: CODIS ai@o-suspeet invesbigadnd receives credit. Itis a

Disposition: Forensic hit (F$).

forensic hit even if the ct was not subsetyuaniested or charged. The hit
is also counted in thesg' t of a not-guilty vetdic

profiles remai ODIS and both are uploaded Bi$Nassuming they meet
completene(s) nd eligibility requirements.

Exa 93

ence sample is submitted. The police repodior the laboratory request
%/Ilst a suspect’s name, but no sample was didxinfior the suspect. When
ewdence sample is analyzed and the profileredtinto CODIS at OCME, at
match is detected with an offender (NY SDIS). ©ffender is the same person
C) as was listed in the paperwork. The NYPD repdnitsihatch aided their
Q‘ investigation

Action: OCM@&Aheir specimen’s “source ID” HoX'Yes”. Both evidence

Disposition: Offender hit (Of)

Scorecard: OCME reports one investigation aide¢d. SDIS receives one
offender hit (OH).
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O

Discussion: Whether or not the case was considesepect or no-suspect case,
CODIS aided the investigation and receives cred#gardless of the reason there
is no sample provided to OCME, CODIS provided &asrse toward idep{?ng
the suspect. DNA and CODIS confirmed the invesbiga suspicion t@ e
named suspect was involved in the incident. \

Action: OCME sets source ID to “Yes”. The eviderand o r profiles both
remain in CODIS and both are uploaded to NDIS, rag leteness and
eligibility requirements are met. P

Example #4 é

An evidence sample and a suspect buccal sp, ebor submitted the same
day. The profiles match and this informatiQa¥saed as usual. When the
profiles are entered into LDIS they also @reher

Disposition: Investigative Informati(rp

Scorecard: Do not report here\:ng hits or ingedions aided are counted.
However, this information iiﬁacked so that lalb@namanagement can provide

it to OCME manageme City Hall.
Discussion: CODI ot aid the investigation with this match; it was ablg
known, because amples were submitted togethar the detectives used

non-DNA inforrRigtion to find the suspect.

@)
Action: E can set the source ID to “Yes” on #wdence sample. The
evid nd suspect profiles remain in LDIS. @Wdence profile is uploaded
t@ (and NDIS assuming completeness and dligibequirements are met).

\é(ample #5

\& no-suspect case is analyzed and entered into SQDCME). It matches a

profile from an arrestee sample (Virginia SDISheINYPD reports that the
match aided the investigation.

Disposition: Arrestee Hit (report as Offender Hiitil all US CODIS labs have
CODIS 7.0)
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Scorecard: OCME reports one investigation aideb\4rginia reports one
arrestee (or, temporarily, offender) hit.

Discussion: CODIS aided the no-suspect invesbgaind receives c@

Action: OCME sets Source ID to “Yes.” The eviderand arrestsél/rofiles
remain in CODIS and the evidence profile may b@agéd to\NDIS (assuming it

meets completeness and eligibility requiremenégyeste es are allowed at
NDIS provided the submitting state has an appleod ing it. Suspect
profiles are currentlyot allowed at NDIS.

xO
Example #6 (b'

An evidence sample and a suspect buccal b lbneitsed at the same time,
and analyzed. The profiles do not matc edswritten, reflecting that the
submitted suspect does not match t e&ence.n\rweesuspect profile is
entered into CODIS locally, it later ches a fmie unknown from a newer
unsolved case. o)

Disposition: Suspect hit (f@bex' second case).

Scorecard: OCME r ogg one suspect hit and oresiigation aided. (Suspect
hits are reported a%&nder hits until all COLARs have CODIS 7.0).

Discussion: TRJs s a variation of Example #5. [@® aided in the identification

of a match eceive credit. To determine howymavestigations were aided,
the investigators must be contacted. On the assomihat the suspect
elimipaida for Case One actually had no connedtiibim the case, only one

ation aided would be reported (for Case JIwdence even though the
ct was submitted for Case One, the hit dicidoCase One. lItis
nceivable that the investigator believes thatewiie suspect did not leave

C;&NA at the scene, he was, nevertheless, involvéthse One. Because of the

suspect’s association with Case Two, the true soofrthe DNA in Case One
may now perhaps be identified. In this situatiooth cases would be aided.

Action: The source ID can be set to “Yes” for theensic specimen from Case
Two. The evidence and suspect profiles remain@DES, and the evidence
profiles are uploaded to SDIS (and NDIS, assumorgmeteness and eligibility
requirements are met). The suspect sample reraali3lS only; suspects are
not allowed at NY SDIS or at NDIS.
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Example 7.

v

As in Example #4, an evidence sample and suspecabswab are submitted at
the same time to be analyzed at OCME. The praofilagch, reports are'@yen
and the match is reported. Several months afeeptbfile is entered i ODIS,
a match occurs at SDIS between the forensic prafitethe suspet@/ typed as
an offender sample following conviction at triat Bocase never Ih@ d at OCME.
The name is the same for the S-file and the NYesiffender 9{@Ie.

Disposition: Conviction match. ,Q
Scorecard: Do not report. No hits or investigasigigged are counted.

Discussion: CODIS did not aid the investi@?ﬂ aeceives no credit for this
match. The conviction match dispositio seehethough these are two
separate crimes. The offender was j datdbasecase unrelated to the
current case. The timing of the maé;ws immaletdiacould have happened

upon completion of the current , or monthsearylater. This is the ultimate
QC tool and has immense vah@ the laboratorytlaadiatabase system, but it is
not counted as a hit. OQ

Action: OCME shoulg; previously have set Sourcddbthe forensic profile to
“Yes” after the suspggthit. The evidence andrufée profiles remain in SDIS

(and NDIS assurpidg completeness and eligibilityun@anents are met) and the
suspect profile ains at LDIS.
O

A is detected to an offender in New Jerseglity other state).
I ation exchange between the OCME and the bldlédermines that this is

Examp
Cont';glmith the scenario in Example #7, thedewnce profile goes to NDIS.

\8 same person.

QC) Disposition: Conviction Match.

Scorecard: Do not report. No hits or investigasiaided are counted.

Discussion: The NDIS match did not aid the in\geion and receives no credit
for the match. Again this is the ultimate QC tantl has immense value to both
laboratories and the database system, but noetoatbes.
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Action: OCME should previously have set the Souzéo “Yes.” The
evidence, offender and suspect profiles all renmathe database as befo(r;S
Example #9: N
For various reasons, a case may have waited sewerdhs before '('Egnalyzed
and a CODIS profile is developed. When a no-suspeese at 001\4 Is uploaded
into CODIS, there is an offender match at SDIS.otJpotifica of the match,
the NYPD reports that the suspect had pled gurityia se fhg a sentence; or
that the prosecution has proceeded without neeD NGk. A results were not
involved in the suspect’s prosecution. The offemi%‘%he suspect are the same
person.

Disposition: Conviction match. 6\<\

N\
Scorecard: Do not report. No hits Q 'sttigaﬂ;iaided are counted.
Discussion: Initially, it appeare t CODIS aldbe investigation by providing
a name to a no-suspect casexy value of the E@iDto society may be

debated. For hit counting ses, however, CQlldShot aid the investigation
and receives no credit f, hit.

The disposition in t
had not gone thr

ample would be the samenéf the suspect/offender
the trial process. A cormicthatch would apply if the
agency said th e suspect had pled guilty. ri§le@ODIS strengthened the
prosecution’ se, but CODIS cannot take crediiéveloping the suspect for
the casp=~T)is situation is different from thaExeample #3 because in the
current mple the suspect has indicated guiltomit DNA evidence. In
E@e #3 neither the plea has been arrangedagrbsecution begun and
Q activities may hinge on the presence of DésAllts.

\&ction: OCME can set the Source ID box to “Ye3he evidence and offender
C) profiles remain in CODIS and both profiles may Ipboaded to NDIS assuming
?g = completeness and eligibility requirements are met.
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Example #10:

O

&

A no-suspect case is submitted to OCME. Evides@nalyzed and entered into
CODIS. No matches are detected. The police dpwekuspect and su&fﬁj} a
buccal swab to the lab for comparison. OCME’s Daialysis show atch
between the evidence and the new suspect’s prdfie match is r@ed out
and the DA’s Office begins preparing for prosecutidieanwhi DIS a hit
occurs to what turns out to be the same offend@aiifornia ( y other state).

Disposition: Conviction Match. ,Q
Scorecard: Do not report. No hits or investigasigigged are counted.

Discussion: The NDIS match did not aid }&é\g@ibn, since a suspect sample
had already been matched “at the bench- hecaciel The fact that the court
had not yet convicted the suspect d&) t aléedigposition.

Action: OCME can set the Sourg@\D to “Yes” aftiee match to the S-file. The
OCME'’s evidence profile and& alifornia offentéeth remain in CODIS.

Example #11.: )

A crime scene stain is\s' mitted to the laboratatizout any standards: victim,
suspect, or elimina Q\ When it is analyzed amgred into CODIS, at match to
an offender is de d. Comparison to the pap#rimdhe file reveals that the
profile belongs victim in the case.

Disposij chgthis is an SDIS hit, use “User iefd #3”. If this is an NDIS hit,
use “ igative Information”.

&decard: Do not report. No hits or investigagiaided are counted.

\)iscussion: The hit does not add information &ntify a perpetrator, even

though it may add value to the case by determining the source of that DNA
sample was.

Action: The source of the profile has been idesdifas the victim and is no

longer eligible to remain in CODIS. The profifeist be removed from CODIS,

the hit isnot reported out, and r@port reflecting sample’s database status must be
issued; this can be accomplished either in thar@igase report if it has not yet
been issued, or may require an additional report.
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Example #12:

A stranger sexual assault case is submitted; there is therefosuspect DNA
sample. When the kit is analyzed and a profilemat into CODIS, am @I_’)to an
offender is detected. Upon investigation, theqatietermine that theRrofile is
from the victim’s husband. '\\(1/

Disposition: Investigative Information. \Q‘)

Scorecard: Do not report. No hits or investigagiaided counted.

nd does not add
ofile is not probative. The
it.

Discussion: The match is to an “elimination indi
information to identify a perpetrator. The hus
important point is that this is not an NDIS-\
Action: The source of the profile ha I@l idesdifas a consensual partner and
is no longer eligible for CODIS. Thg grofileust be removed from CODIS. A
report reflecting sample’s datab status must be ishisctan be

accomplished either in the ori case repatthfis not yet been issued, or may
require an additional repoer

Example #13: C)

A homicide case is \‘nitted with some suspectd’swabs. An unknown
bloodstain was i fied from the evidence thdtmbt match the victim or the
suspects. Lat match to an offender is detect€ODIS. Upon investigation
after the hit @@ttication, the police determinatlhe offender was in prison at
the tim e murder but that he did have opputyuo leave the bloodstain at
the scepe/at an earlier time. In other words,gample can have had nothing to
d% the homicide investigation. The hypothdkat the offender has a twin

een ruled out.
C32%isposition: Investigative Information.

?g = Scorecard: Do not report. No hits or investigasiaided are counted.
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O

&

N

Discussion: The match is to an individual not ined in the case. The
offender’s profile is not probative because he imgzison at the time of the
homicide. Determining the source of the stain wgsortant to the inve t@@tion
and the prosecution of the perpetrator. It prexetihe defense from ing
there was an unknown assailant that committed éh@dide. The iﬁi);ﬁant
point is that this is not an NDIS-countable hit @nid sample f@g} e removed
from CODIS in the same way a match to an elimimakioown Id be removed

(see examples #11, 12). Q

Action: The source of the profile has been idesdifa, ﬁot belonging to the
perpetrator and is no longer eligible for SDIS The profile must be
removed from CODIS. The profileust be rem from CODIS, andeport
reflecting sample’s database status must b, iIsccan be accomplished
either in the original case report if it hasey@en issued, or may require an

additional report.

O
Example #14:
OCME analyzes a suspecteds%%rn of 4 unsolvegldrigs, which are found to
match each other prior to entry. They aterexl into CODIS and a
representative sample i t to SDIS/NDIS. AtS@lhit to an offender is

made. X,

Disposition: Off&&r Hit.

Scorecard: Qﬁ/IE receives 4 investigations aidé@dSSeceives one Offender

Hit. OO
Dl;®|on: Four investigations are aided in ¢éxiample since none of them had
t

previously aided by CODIS. Although 3 otheses in this example were
sent to SDIS/NDIS, all were aided by CODIS.

Note: If the pattern had existed for a period of time and the samples had already
been involved in case-to-case hits (forensic hits already reported in hit-counting),
thiswill affect the number of investigations aided reported with the offender hit,
because each case can only be aided once by CODIS
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Example #15:

O

&

OCME analyzes an evidence stain and a suspectlswah. These match
(benchwork match) and the evidence profile is updakto SDIS/NDIS
Westchester County analyzes evidence from a case, thnd also a

buccal swab. When the two evidence profiles aaecbed at SDI fﬁomatch

Disposition: Investigative Information. '\\(b

Scorecard: Do not report. No hits or investigatiaided % counted.
Discussion: The same suspect committed a cri jurisdictions. In both
cases, this suspect was developed without th @IS. Although the two
profiles match in CODIS, the suspect was @& &bcm already, and no credit

can be given to CODIS.

Action: OCME and Westchester C@?y should presipboth have set Source
ID to “Yes”. The evidence proﬂl@both remainGoDIS.

A\
Example #16: N
OCME analyzes four s@e unsolved cases amtdfikes are entered in
CODIS. During the LQ' osearch, they all unetedly match each other.

Disposition: Fog@\: Hit (x3).

Scorecard: Qﬁ/IE reports 3 forensic hits and 4stigations aided.

Disc s&: CODIS aided the no-suspect investigatand receives credit. It is
a ic hit even no suspect is ever identiftedf one is, if the suspect is not
quently arrested or charged. The hits apecalsnted in the event of a not
ity verdict.

Action: The evidence profiles remain in CODIS. eds chosen to represent the
pattern at SDIS and NDIS; the remaining 3 are placd.DIS’ Pattern category.
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Example #17:
One month after Example #16, there is a hit tovayrentered offender at SDIS
to this pattern. '\(b
Disposition: Offender Hit. \(1/

Scorecard: OCME reports one offender hit and nesirigatio@ided.

Discussion: Previous forensic hits are not redieslswhe&ey match an
offender (see rule #2). Since all four investigas Weéfgaided by the forensic
hits from Example 16, no additional investigati aided by the offender
hit. It is an offender hit even if the suspeahag equently arrested or
charged. The hits are also counted in the tait-guilty verdict.

Action: The evidence profiles remaie)@re theyana CODIS.

Example #18: \

A new OCME forensic samplgJg€ntered into CODIS hits the four forensic
samples from Example 16@'the offender from Eptarh7.

Disposition: Offendeng)

Scorecard: chports one offender hit and amestigation aided.

Discussion: DIS aided the new no-suspect ingastin, and receives credit.
Action: evidence profiles, and the offendengae, all remain where they
w CODIS. The new sample could go on to SBIB5 assuming it meets

eteness and eligibility requirements, if tlagt@rn is not yet represented at

\8 her levels of CODIS.

Example #19:
Q‘ A local lab that uploads entire patterns into tIi8fMS analyzes 4 separate
?* unsolved cases and enters the profiles into CODV&en these are searched at
SDIS, they all match the same offender.

Disposition: Offender hit.
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Scorecard: Laboratory reports 4 offender hits and/estigations aided.
Discussion: CODIS aided the no-suspect invesbgatand receives cr?{b

NOTE: OCME and NY-SDIS procedures would have fotimsl pa\@%ﬁ 4
before uploading them all to SDIS/NDIS; only onpr&sentativens( lle per
OCME pattern is uploaded to SDIS/NDIS. This scentren b\ mes Example

14, Q’\

4
Example #20: Q
OCME makes a case-to-case local forensic hit B@eees A and B. OCME
correctly scores this as one local forensic higl nvestigations aided.
Suffolk County makes a case-to-case local isicetween cases C and D,
and scores this correctly as one local fo ardk two investigations aided.
Between these two labs, there are 4 dualsase

between OCME’s case A an olk’s Case C (bdtk lzaving followed the

When an SDIS search is per@, a case-to-casefetensic hit occurs
procedure of only havir%:g‘a ed one case peerpalitom their jurisdiction).

This hit should be scor one forensic hit (betwthe two labs—agreement
must be reached upo reports this up to SDi&karo investigations aided
(since they have al been aided). Now supih@se month later, an
offender is loade o SDIS and matches casesd”Caduring a regular search.
This is now sc as one offender hit and no ityaisons aided.

It is evi ch)at CODIS aided 4 investigationatgtwo from OCME and two
from k). The correct statistical tally fdri$ series of hits between 4 cases
w e a total of 4 hits (two local forensic hitge state forensic hit, and one
offender hit; with 4 investigations aided.)

\&xample #21:

C) An OCME solved case (S-file for a named suspectines (at NDIS) an
Q‘ unsolved case from Pennsylvania. According tathes, only OCME should
?* report the forensic hit for hit-counting. Pennsyiia should report one
investigation aided for their hit-counting.
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Example #22:

OCME submits a forensic unknown to SDIS/NDIS. Salmonths later, Hawaii
submits a forensic unknown to NDIS and matches OGMEbfile. OCME™
(having entered their profile first) reports onesiasic hit and one inv&ation
aided. Hawaii (having been aided by OCME’s sanplae datab@ ould
only report one investigation aided. (b?\

A month later, NY-SDIS enters a convicted offenaed XS OCME’s
sample during a state autosearch. NY-SDIS theoadisl tie’offender to NDIS
where it hits Hawaii’s forensic sample. No invgati aided should be
reported by either lab to NDIS for hit-countingot ensic cases had already

claimed investigations aided; there should ho n Ok between NY-SDIS
and Hawaii. 6\

o
Example #23:

OCME makes a case-to-case Iocal@ensic Hit betwasolved cases A and B.
OCME correctly scores this one /Qgal forensic hd &wo investigations aided.
When a state or national sea performed dasesl B match to a convicted
offender. This should be ste as one offendertd no investigations aided.

The next month, OCMﬁngalyses a new unsolved case (C) and enters it into
CODIS (at LDIS). @ ocal autosearch matches¢onow-solved cases A and
B. The OCME c tly dispositions the new matsltoae offender hit and one
investigation ai (see also Example #18).

Discussi Even though OCME knows case C woulthlei same offender as
cases Aand B upon upload to SDIS, the OCME cdyrelegpositions the match
a offender hit and one investigation aidecréthe sample to be uploaded
@ge and generate a hit, no hits or investigativould be awarded (they

Qt%curred at the local level).
Gz\
&
v
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Scorecard for the OCME for the above examples:
Match Date IA- | FHL | FHs | FHy | OHs | OHn | 1A | IAnA OHL
Example #1 1 1 (\'\ i
Example #2 0 ,{\l/\’
Example #3 1 b\(bl‘
Example #4 0 \ N
Example #5 1 \q‘\lv
Example #6 0 A 1\\(0" 1
Example #7 0 (‘(>\ 0
Example #8 0 P OO 0
Example #9 0 A\\-) 0
Example #10 | 0 J\\&‘U' 0
Example #11 0 ~ Q\
Example #12 | o™~ 0
Example #13 ®‘ 0
Example #1435 0 1 4
Exam%@g 0 0
Exgrmpl¥#16 | 4| 3
&emple#17 | 0 1 0
@»Example #18 1 1
Qg) Example #19 0 4 4
?~ Example #20 2 1 0 1 0
Example #21 0 1 0
Example #22 0 1 1 0 0
Example #23 3 1 2
Total 12 5 0 2 10 3 10 0 2
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6.2.5 Hit counting statistics in the form of a C@Hit Counting Scorecard (see
Appendix 9.12) are to be submitted to the SDISamiah and DCJS no later than
the 7" day of each month. The SDIS custodian doublelchfee numb rﬁbom
all the LDIS labs against their hit count, and tf@mvards the entire ﬁ?‘s
information to the NDIS custodian. In additionttacking CODIS kit e
number of no-suspect cases that enter the DepartshEorensic & gy each
month are also tracked and reported to the SDIf®dias and S. NYPD
Backlog and Biotracks cases are treated as no-Susgee reported in
addition to the number of no-suspect Forensic Bjplcas

xO
6.2.6 Missing persons hit-counting is designede@ lar as possible to traditional
hit-counting, but there are some necessar{ mmatches and associations

are defined below.
O
This section draws heavily from the@)) S procedures

6.2.6.1 Matches \&O
For searches ir@@ng missing persons or unidiedtiiuman (remains),
some of the rgsbi{s can be defined as matchesg wthkrs are
considere é’ociations. When a search resullvesprofiles that may
have origil$dted from the same individual, the tematch may be used.

Q@mwn. Confirmation of these types of matchasilis in a “hit” even
ough the terminology used in counting is différen

AQ/ In most instances, for missing person “hits”, tperapriate disposition
N\ is ID Pending, and the metric reported to NDIS gy leboratory

\2\ responsible for the unidentified human (remaingn@sing person is a

C) Putative Identification. The laboratory responsitar the other sample
Q‘ may count on ldentification Aided. For the purpo$éit-counting,

?* Identifications can be aided only once. If unidfeed human (remains)

match to a forensic unknown, the laboratory resyds$or the forensic
sample may report the Identification Aided. If tieenains subsequently
match to an offender, it may result in a Putatoentification, but no
further Identifications Aided shall be counted.
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6.2.6.2

Q
N
Q~C)
v

Matches between two profiles from unidentified hanjl@mains) must
be evaluated to determine if they were previousigvkn to orlglnate
from the same source. This would be the casebf/L@rocess
unidentified human (remains) using STR technolagyoad roflle
to NDIS and subsequently sends the sample to Lfaiin dlgl;l
technologies. Lab B may also upload the STR p& h the
additional technology, to NDIS. These matchesl |sp05|t|oned as
Duplicates. If a match between unidentified h ains) is not the
result of duplicate analyses, then the dispos# be Investigative
Information and confirmation shall procee&‘((l a marsimilar to

forensic hits. X
>

It is important to note that the disp@%n andnoedo not conclusively
state that identification has bee de. Onlyctmpetent legal
authority in each jurisdiction,( ical Examiner@oroner) can issue a
death certificate Confirminﬁbe identity of thedentified human
(remains). If the labora is notified that thiss occurred, then the
disposition can be u d to ID Confirmed andntie¢ric updated to a
Confirmed Identifi&bn. These changes do notrteebe reported to
NDIS, as Putat@ d Confirmed Identifications| Wwé grouped
together.Ho , If a previously reported identification islater
refuted byé!l@~ egal authority, then NDIS must benformed to

adjust t&\ etric accordingly.

As(s)Qg\;tions.

hen a search in CODIS involves the Relatives ¢fditig Person or
Pedigree Tree Indexes, the result is not considerbd a match. In
these cases, the target and candidate profilesoaitgelieved to have
originated from a common source. Instead, thechaadicates that the
unidentified human (remains) may be those of th&smg person sought
by the relative(s). For this reason the term “asgmn” is used.

Associations are produced by using an Identity &efr single family
references. These results will appear in Matchddan Pedigree Tree
Searches produce a ranked list of associationsidéntified remains to
each Pedigree. These are stored in Rank Man&geonfirmed
association may still be considered a “hit” andld dispositioned as
ID Pending. The rules for counting and reportingse hits are the same
as matches.
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6.2.6.3 Missing Persons Hit Counting Rules.

N

These apply to hits, not matches or associations. Q

Rule #1: The level in the CODIS hierarchy (Local, tbg}ﬁnal) at
which the hit occurs gets credit for the hit. Timstri lects the
investment in and activity of the different Ievel@ls

’
precedencera hit
cumduthe same search.

Rule #2: A hit involving a direct match ta
arising from an association when the hi
If more than one hit involving a direc ch ocduring the same
search, when an unidentified hum emains) ha en offender
profile, it takes precedence ove nidentifiachin (remains) hit to a
forensic profile. Any subse its shall bgpdsstioned as
Investigative Information. &)

AN
Rule #3: A hitis coun§90r each unique set of unideaditfhuman

(remains) entered | ODIS. If a single invedtign involves two
sets of remaing there may be up to two Retédentifications and
0

two Identifica]k Aided. Note that this is diféat than Rule #4 for

Forensic I&fﬁ\

Rule #&YAn identification may be aided only once. Cotlmg number
of | identifications CODIS has aided, notriaenber of times

@Q)IS has assisted a particular identificationdentifications (e.g.

,¥unification of separated remains). This reflectBrect one-to-one

relationship between the metric and cases involved.

Rule #5: A single hit may aid more than one identificatioh single hit
may associate several separate cases. Laborataieslaim credit for
all of the cases aided within their jurisdiction.

Rule #6: An identification aided must be associated wittita An
investigation is aided if CODIS provides valuelte tnvestigation.
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6.1

6.2

Case Disposition

6.1.1

6.1.2

6.1.3

6.1.4

After the completion of all notificationsetl@ODIS staff will follow up on the
disposition of all DNA matches notified during thnth. This information is
obtained from the NYPD designee.

Depending on information given about eacle.ceach DNA match | \,\\
dispositioned as one of the following three: Forehst, Offender Nit,
Investigative Information or Conviction Match (ssection 1.0 &Terms and
Abbreviations for definitions). &

Other dispositions that may be used arediRgnOffen Béauplicate, User
Defined 1, 2, 3 or No Match (see section 1.0 CO,D@ and Abbreviations for

definitions). b’\
In Next Generation (NG) CODIS addition@itions that may be used are: ID

confirmed, ID pending, Waiting for Mor a, Matal Relative (see section 1.0
CODIS Terms and Abbreviations for*@ itions).

O
Hit Counting )6

6.2.1

>

Hit statistics or hit countir@oa requirerior participation in the CODIS
program. These statistigg are used to track fieetefeness of the program and
the successes of the ratories. The probléomw to give credit to all
participants withoyg¥ffating the total numberlofs (for example, if 2 local
laboratories link cases through a hit ate&staoth local laboratories and the
state laborato want to claim hits - a tothtloee hits - when only one hit
occurred

The currently no hit counting required by I$0br matches occurring within
IS.

6.2: \Solution: hit counting tracks two metric<d@DIS: the number of investigations

oz
&

aided (or ‘IAs’) by CODIS and the number of hitsaeaby CODIS (see section
1.0 CODIS Terms and Abbreviations for definitions).
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Yw

6.2.3

6.2.4

Investigations AidedThe primary metric is the number of investigati@ided.
The number of investigations aided is a better nweasf CODIS program
performance than the number of hits since the #fkmress of CODIS is
ultimately measured by the crime it helps solve.

Hits: The secondary metric is the number of hits niad€ODIS. Count\ﬁsg he
number of hits gives laboratories credit for thewrestment in CODI \,

Rules of Hit Counting 6)\
Q

Rule #1 The level in the CODIS hierarchy (GDIS, SDI at which the hit
occurs gets credit for the hit. (b'i\,
Rule #2 A single hit may aid more than one investi N n. A hit linking five

separate crimes is still only one hit. Howeve h case assisted, the
laboratory gets credited one “investigationﬁﬂ’)

Rule #3 An investigation may be aidxdgﬁly once - Offenkits take priority
over Forensic hits.

O
&
Scenario examples and C rreﬁénding Scorecard

Scenariol On Day #X OCME uses CODIS to discover a mattwéen two
previou nlinked cases.
Scorecard: 1 for hit (FH), 2 investigations aided (I1A)

Qp%ay #2, a new case is submitted to OCME and ISOiatches
QCtto the two cases linked on Day #1.
ScorecardN,/ 1 forensic hit, 1 investigation aided

io 2 On Day #3, SDIS at Albany links a case from Wesster to a
case at the OCME (neither case has been previaidsd).

Westchester, 1 investigation aided for OCME, 1 stigmtion
aided in another laboratory for Westchesteg)|A investigation
aided in another laboratory for OCME, 1 forensicahiSDIS for
Westchester (F§iand 1 forensic hit at SDIS for OCME

S
&corecard: 1 forensic hit for Albany (FH), 1 investigatiordad for
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Scenario 3 On Day #4, a new case from OCME matches a cawiotfender
from NJSP (hit occurred at NDIS).

Scorecard: 1 offender hit for NDIS, 1 offender hit at NDISrfNJSP (OH), 1
offender hit at NDIS for OCME, 1 investigation aittier OCME

Scenario 4 On Day #5, a new case from OCME matches a newaﬁ#@ﬁ’
(hit occurred at NDIS). \,

Scorecard: 1 forensic hit for NDIS, 1 investigation aided fo V@/l
investigation aided for NJSP, 1 forensic hit a@ OCME
(FHy), 1 forensic hit at NDIS for NJSP, 1 inveStiyateided in
another state for OCME (A and 1 investi@on aided in another
state for NJSP

&

Scenario 5 On Day #6, one of the three OC@es linke®ays 1 and 2
match a convicted offender at 5&’ (Albany), alethcases are
now solved.

Scorecard: 1 offender hit for Albany, (L offénder hit at SDi8 OCME, no

investigations aided \
O

Example scorecard for OCME @bove 5 scenarios:

Match Date | FH 1A (.FQHS FHn | OHs | OHNn | 1As | IAn | OHI
Day#l |1 | A
Day #2 1,1
pay#3 O~ |1 |1 1
Day #4003 1 1
Doy 1 1 1
1Ba)#6 0 1
Cjztéotal > /6 |1 |1 |12 |12 |11 1]o
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6.2.5 Hit counting statistics in the form of a C@Hit Counting Scorecard (see
Appendix 9.12) are to be submitted to the SDISamiah and DCJS no later than
the 7" day of each month. The SDIS custodian forwarateshformation to the
NDIS custodian. In addition to tracking CODIS hitse number of non-suspect
cases that enter the Department of Forensic Biokagyh month are also tragked
and reported to the SDIS custodian and DCJS. NBREklog cases ar \p ted

as non-suspect cases and reported in additiore toutmber of non-s t
Forensic Biology cases. Hi/
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7.1 Users

and/or qualified DNA analysts who are responsiblepioducing the

7.1.1 Users are defined as personnel who have &miess to the CODIS systé?_r)

profiles stored in NDIS. Categories include COBI&lyst, Non-

CODIS IT User. '\s

ser, and

7.1.2 The Designated State Official is responditreollecting &brmation from
participating laboratories within the state, maimtsg copi nd forwarding

required documentation to the FBI.

O

Interpreting Analyst who is a Criminalist Il r title meeting the FBI

7.1.3 In the Department of Forensic Biology a WA Analyst is defined as an

Director’'s Quality Assurance Standards Depantnof Forensic Biology will
add and remove users using the guidqiires estatlishhthe FBI in th&DIS
Operational Procedures Manual and ér)/ard the required documentation to the
Designated State Official. O\

NDIS.

This computer- training serves to @eéind clarify the types of

7.1.4 Users are required to g@t&the AnnualéReuf DNA Records Acceptable at

DNA records that aresact€ptable at NDIS. Thiskederal requirement for

participation in the
CODIS Administ
annually. The
received th
accept

IS program. In the Depaitnof Forensic Biology, a
will ensure that each user ctatgs the training and quiz
ificate from the quiz is printecconfirm that each user has
ual reminder and understands dhdbide by what DNA data is
DIS. These completed annual remindé#rse maintained by the

CODJS Mtaff in binders and available for inspectignon request. These

tes are forwarded to the New York StateDT®Administrator. Failure
ply with this requirement may result in susgpen of the Department of

ce
o
N\ rensic Biology’s CODIS rights.

v

All paper records regarding CODIS users amtained by the CODIS staff in
binders and are available upon request.
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7.2  AddingaUser toNDIS

7.2.1 To add a user to NDIS, the Designated Stétei® will send a letter to ;\I@)
NDIS custodian requesting the addition. The Depant of Forensic QS gy is
responsible for forwarding to the Designated Stitecial the foIIOV\ﬁqp

documentation for each user being added: 0:;\
FD-484: Privacy Act explanation. '\\
FD-258: Fingerprint (10 print) card; two copies. ,Q

FD-816: Background Data Information form.

| o
CODIS User Information form (see Appendlé’@s)

External Proficiency Testing Document fo h @eal DNA Analyst (see
Appendix 9.14).

O
7.2.2 The start date for each new user is ;&ﬂnbn by the SDIS custodian of
each new user approval. \CJ)
O

&

7.3 RemovingaUser From NDIS OQ
7.3.1 There are two ways t&g\‘hove a user from NDIS
A Stop Date is sek%r the usethis allows previous data from the user to remai

in the system no further data will be accepttis is the method the
Department orensic Biology currently uses

Useu’d@fication is deletethis will delete some or all data associated \thth
u@\i)cluding any profiles entered or modifiedthat user.

7.3. %‘le Designated State Official will request temoval of a user if any of the
ollowing conditions occur:

Q‘ = The user may leave employment at a participatibgritory or a change of
?* duties makes it inappropriate to continue accedits
= An NDIS user may fail a periodic security check @mel FBI's rejection of the
security check would require the State to remoeeutder
= There may be a problem with the data associatddtiv user, either because
the user has received unsatisfactory ratings iareat proficiency tests or
because data was falsified. Removal of the usgrbeanitiated by either the
State or the FBI.
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7.3.3 The stop date should be set to within 20 mgrklays of when/if any of the above
situations occur.

7.3.4 Request to remove a user should be subnbittd Designated Stat fcial in
written form stating a recommendation regardinglath associat the user
(see Appendix 9.15). N
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7.1 Users
7.1.1 Users are defined as personnel who have &mgiess to the CODIS system

7.1.2

7.1.3

7.1.4

7.1.5

and/or qualified DNA analysts who are responsibleproducing the DNA
profiles stored in NDIS. Categories include COBI&lyst, Non-Host User, and
CODIS IT User.

The Designated State Official is responditmeollecting all information from
participating laboratories within the state, maimtag copies and forwarding
required documentation to the FBI.

In the Department of Forensic Biology a (fieadiDNA Analyst is defined as an
Interpreting Analyst who is a Criminalist Il or lngr title meeting the FBI
Director’s Quality Assurance Standards. The Depantnof Forensic Biology will
add and remove users using the guidelines estellisinthe FBI in th&DIS
Operational Procedures Manual and forward the required documentation to the
Designated State Official.

Users are required to complete the Annuald®eof DNA Records Acceptable at
NDIS. This computer-based training serves to @eéind clarify the types of
DNA records that are acceptable at NDIS. Thiskederal requirement for
participation in the CODIS program. In the Depaatinof Forensic Biology, a
CODIS Administrator will ensure that each user ctatgs the training and quiz
annually. The certificate from the quiz is printecconfirm that each user has
received the annual reminder and understands dhdbide by what DNA data is
accepted at NDIS. These completed annual remindéiise maintained by the
CODIS staff in binders and available for inspectigon request. These
certificates are forwarded to the New York StateDT®Administrator. Failure
to comply with this requirement may result in susgpen of the Department of
Forensic Biology’s CODIS rights.

All paper records regarding CODIS users amtained by the CODIS staff in
binders and are available upon request.
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7.2

7.3

AddingaUser toNDIS

7.2.1

71.2.2

To add a user to NDIS, the Designated Sté#tei® will send a letter to the
NDIS custodian requesting the addition. The Depant of Forensic Biology is
responsible for forwarding to the Designated S@ifecial the following
documentation for each user being added:

FD-484: Privacy Act explanation.

FD-258: Fingerprint (10 print) card; two copies.

FD-816: Background Data Information form.

CODIS User Information form (see Appendix 9.13)

External Proficiency Testing Document for each @eal DNA Analyst (see
Appendix 9.14).

The start date for each new user is upofiicatton by the SDIS custodian of
each new user approval.

Removing a User From NDIS

7.3.1

7.3.2

There are two ways to remove a user from NDIS

A Stop Date is set for the usethis allows previous data from the user to remai
in the system, but no further data will be accepttts is the method the
Department of Forensic Biology currently uses

User identification is deletethis will delete some or all data associated \hth
user, including any profiles entered or modifiedthat user.

The Designated State Official will request tamoval of a user if any of the
following conditions occur:

= The user may leave employment at a participatibgritory or a change of
duties makes it inappropriate to continue accedits

= An NDIS user may fail a periodic security check @mel FBI's rejection of the
security check would require the State to remoeeutder

= There may be a problem with the data associatddthe user, either because
the user has received unsatisfactory ratings iaereat proficiency tests or
because data was falsified. Removal of the usgrbeanitiated by either the
State or the FBI.
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7.3.3 The stop date should be set to within 20 wgrklays of when/if any of the above
situations occur.

7.3.4 Request to remove a user should be subniitténd Designated State Official in
written form stating a recommendation regardinglata associated with the user
(see Appendix 9.15).

Revision History:
March 24, 2010 — Initial version of section

Controlled versions of Department of Forensic Bggidlanuals only exist electronically on the
Forensic Biology network. All printed versions ar@n-controlled copies.



FORENSIC BIOLOGY CODISMANUAL

80 QUALITY ASSURANCE/QUALITY CONTROL

DATE EFFECTIVE LAST REVISED APPROVED BY PAGE

03-24-2010 10-03-2011 MARIE SAMPLES 10F3

8.1

8.2

Proficiency Testing

8.1.1 Proficiency testing will be conducted as tietiain theDepartment of Fo@lc
Biology’s Administrative Manual

8.1.2 Proficiency test documentation will be maimea and provided aIIy to NDIS
as required by thBDIS Operational Procedures Manuah Q ied DNA
Analyst External Proficiency Testing form is saeectroni for each analyst

in the CODIS directory of the network. These forans fild&@ out annually and
forwarded to the SDIS Custodian no later than tite gesignated by the NYS
SDIS Administrator. Failure to comply with thiﬂ}gg\ent may result in
suspension of Forensic Biology’s CODIS rlgh

8.1.3 Problems related to proficiency testin dressed as detailed in the
Department of Forensic Biology’s A&) trative Mah

Audits \‘&O

8.2.1 Audits of the Iaborator@e conducteddasailed in théepartment of
Forensic Biology’s Ad@ rStrative Manual

required by t S Operational Procedures Manuafudit documentation will

be provided rly to the SDIS custodian for sukmisto the NDIS custodian in
the for Laboratory Audit Certification accoamped with a letter signed by

the Labpeatory Director (see Appendix 9.16).

8.2.2 Audits test (Z&Q@tation will be maintaiaed provided annually to NDIS as
h

8.2.3 epartment of Forensic Biology and itsDI®program will be audited as
\ uired by'The Quality Assurance Standards for DNA Testiadpdratories and
onvicted Offender DNA Databasing Laboratorieth& national standards

QC) issued by the Director of the FBI.
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8.3  9947A And Other Positive and Negative Control Monitoring

8.3.1 9947A and other applicable positive contibRSrofiles will be compar&ﬂba the
appropriate positive control profile(s) at the tithe data is analyzedQ

8.3.2 Negative controls will be examined at theetitine data is analy‘/_zséci\.q/

8.3.3 A Positive Control Certification letter (s&ppendix 9.17) e sent to the
SDIS custodian annually as required by e York Staten&Ombined DNA

Index System Procedures Q
xO
84  Monthly database QA/QC checks . Q(b
N
Each month, a series of checks are performed measure. The checks are
designed to ensure that the profiles in LDI ble and proper, and include the use
of queries (“views” in CODIS language). I$tohecks includes the following and

documentation will be maintained in th ODIS area.

Profiles that need fixes may be re \H to therpreting analyst or supervisor, or may
be dealt with by the CODIS grgtp:

8.4.1 Specimen Manag@&vs covering the entitebdee

Run the foIIov@ews, evaluate the results, taiek appropriate actions:
. Martf%ecimens with Unmarked Uploadable Loci ¢#&thoot have any;
r y affected loci)
%rovariant (.x) Alleles present (fix if any areund)
Q ew NDIS ladders check (fix any off-ladder allesesh that they comply
\." with official allelic ladder)
0\2\- Specimens assigned to no indexes (should not hyeravestigate and fix)
Q~ * Specimens Violating 4x4 Rule (there are a handhittvhave been granted
?\ exceptions, as noted in comment boxes; investaadefix any others)
» Specimens Unmarked for Upload (disregarding suspad patterns;
investigate and fix any others)
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8.4.2 Match Manager views covering the entire dagab

8.4.3

&

Run the following views, evaluate the results, tale appropriate ac@%

N
'\\‘b

Spot check of profiles entered during a month ,Q

* Matches with Disposition Discrepancies
* Overdue Dispositions

To do this, create a view in specimen manager| ples “assigned” in
desired time frame (e.g. 8/1/11 to 8/31/11). ,insf€rable to wait 2-3 months for
ease of obtaining the case file.

» Highlight non-suspect profiles. will be gool to examine.

» Scroll through and select eve &éecimen ID; pull these files. The goal is
to have a minimum of a 5% review rate.

* Examine all selected CO profiles in a case hgldlity, correctness, and
4x4 compliance; com he worksheet designethfsmprocess.

* Fix problems found,@syneeded.

* A CODIS supervisBg will put a note into the commbak of all specimens
examined that profile was inspected duringtalese QA/QC check on
(date) and tl@ e profile is eligible for theatase at this time; and sign off
on the for, he form remains in the case file.

N

QO
2
N
S
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The alleles in LINKAGE are organized in Cofiler aRcbfiler Plus order. Therefore, there are
two separate methods to enter profiles into LINKA@Epending on the allele order.

9.1 To enter DNA profiles into LINKAGE organized @ofiler and Profiler Plus @r

A. Open the LINKAGE database ?\\q/
B. Hit “F9” to enter edit mode \

C. While at the top of the database, hit “insert” & g blank i

D. In the appropriate fields, type in the

1) Case number — either FB case number or WD project
case number

2) V# - “1” unless part of a pattern; other\& 2 the
second victim, etc. Use “S” foram ng suspéctfor
a non-matching suspect.

3) DNA alleles (no commas, se elow)

4) Pattern designation, if applic&t»e

5) “E” for evidence, “S” for sppect’'s exemplar, “Rirf
suspect’s pseudo-exe
6) Victim name — first ast names if a persomame of

business if not
7) Suspect nameyif kriown
8) Date of inci = from complaint form, lab requestthe
date the r it was collected
9) Precinc umber if known, otherwise “M,” “K,” “B%
“Q,” c(, ” based on the storage number for NYPD

10) ewdence profile matches a suspect, entanéThere
1 he date is automatically entered
\é/ Leave the LDIS field blank
E ing the Tab or arrows, leave the record s-¢huses your newly-entered
C) NA profile to be added to LINKAGE; if desired, E9” again to lock

2 the database

9.2? To enter DNA profiles typed in Identifiler intdNKAGE:

A. Open the fornL INKAGE ID data entry either by double-clicking on it
(found in the same directory as LINKAGE) or by ugkile/Open/Form
within Paradox and navigating to that directory.

B. Hit “F9” to enter edit mode
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C. While at the top of the form, hit “insert” to gehaw blank form
D. In the appropriate fields, type in the

1) Case number — either FB case number or NYPD project (b
case number Q'\
2) V# - “1” unless part of a pattern; otherwise “2t the q/
second victim etc. Use “S” for a matching suspéctfor ?\\
a non-matching suspect. \Q‘)
3) DNA alleles (no commas, see 9.3 below) 9'\

4) “E” for evidence, “S” for suspect’'s exemplar, “Rj
suspect’s pseudo-exemplar Q

5) Pattern designation, if applicable \O

6) Victim name — first and last names if‘ae&omame of
business if not 6\

7) Suspect name, if known \

8) Date of incident — from 61 for c@ request, g thate the
rape kit was collected
9) Precinct — number if kno otherwise “M,” “K,” “BX

“Q,” or “R” based on t rage number for NYPD
projects QO
10) If an evidence p:ﬂPhatches a suspect, entanéThere
11) The date is au ically entered
12) LeavethelL leld blank
E. Use Insert again reate a new blank forms-dawuses your newly-
entered DNA e to be added to LINKAGE; if desd, hit “F9” again

to lock the d

QO

All ijst be entered properly!

ase

9.3 Allele E

1 For autosomal loci, enter one allele for beygotes; “allele 1,” space, “allele 2”
?“ for heterozygotes (no commas, no extra spacesjel@dgenin is entered either as
XX or XY.

9.3.2 For “new” alleles, use “12.x" etc. for offdder alleles, use “<6” and “>30" etc.
for alleles larger or smaller than the allelic ladd
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9.3.3 If you do not have both alleles (i.e., inegluiced partial profile) leave blank. Do
not type in “**”, “inc”, “NEG”, “+”, or a single alele if you think the true profile
may be heterozygous. '\8‘)

‘b'\\q/
9.4.1 Once the DNA profile has been entered, thabdae will ﬁ?}?atically

sort itself the profile into the proper locatioti.the profile S not sort,
and the words “key violation” appear on the tophar h§ttom of the

9.4  Completion

screen, a duplicate profile may exist. Move y ver to the V#
field and type in “x” instead. .
&

9.4.2 Use “Ctrl-Z” to zoom to the case numb entered and check the
accuracy of your entry. If necessar ge #fier‘'the V# field to the
next victim number. Use “Ctrl-A” t ve to thexténstance of that
number, if necessary. o

9.4.3 On the LDIS/LINKAGE C valuation Form,edand initial that the
DNA profile was enteregrintg LINKAGE.

Cofiler-Profiler Ras. If the DNA profile is
g may not find matches. Argunay be used to locate any
potential matchps: For DNA profiles that are alsstined for LDIS, matches
missed in LI GE will be found during the LDIS asearch performed by the
CODIS prior to each upload.

9.4.4 Sorting is based o
incomplete, the
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