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9 NYCRR Part 6192 The policy which provides for the establishment and operation of

the DNA ldentification Index in New York State.

ASCII American $andardCode for hformationl nterchange. Text-
only, with no formatting such as tabs, bold or underlining.

Accredited laboratory a DNA laboratory that has received formal recognition that it
meets or exceeds a list of standards, ingtuding the FBI Director’s
Quality Assurance Standards, to per pecific tests by a

nonprofit professional association
forensic science that is national
science community in accor

Federal DNA Identificatio
subsequent laws.

Administrative removal The deletion DNA record upon verification of the fact that
the DNA rec% ot eligible for inclusion in SDIS and/or

NDIS.
\N

Allele In cla genetics, one of the alternate forms of the gene at a
pargdylar locus. In DNA analysis, the term “alleles” is
only extended to include DNA fragments of variable
N ¢ th and/or sequence which may have no known
\Q\transcriptional product but are detected in a polymorphic system.

sons actively involved in
gnized within the forensic
ith the provisions of the
2 U.S.C.814132) or

Arrestee &0 The known sample from a person who has been arrested and in
?‘ accordance with the law of the applicable jurisdiction is required
to provide a DNA sample for analysis and entry into a state DNA
database. The term “arrestee” includes persons who have been
charged in a formal criminal instrument, such as an indictment.

Arrestee Index An Arrestee Index consists of DNA records of persons who have
been arrested or indicted with a crime and are required by law to
provide DNA samples.

Assessment A review of a laboratory, conducted by the FBI's CODIS Unit, to
ensure compliance with the NDIS Operational Procedures and
State/Federal law with respect to the laboratory’s participation in
NDIS.

Controlled versions of Department of Forensic Bigl@pcuments only exist electronically on the
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Autosearcher A CODIS program that automatically searches all DNA profiles
in a user specified index against all profiles in one or more other
user specified indexes.
Biological Child The CODIS specimen category for DNA profiles generated from

Biological Father/Moth

Biological Sibling

?S

Cambridge Reference
Sequence

er

known reference samples provided voluntarily by an adult child
or provided with the parental/guardian consent for a minor child
of a reported missing person. The DNA gecord for this specimen
category is stored in the Relatives of
These DNA profiles are removed
the samples were submitted ha identified or if the
individual voluntarily prOV|d| e eference sample is
determined not to be re@ € missing person

The CODIS speci category for DNA profiles generated from
known reference p s provided voluntarily by the biological
father/mother o% orted missing person. Profiles in this

specimen caﬂ( are stored in the CODIS index known as
“Relatives § sing Persons Index.” These DNA profiles are

remov. e the individual for whom the samples were

submi as been identified or if the individual voluntarily
proyteing the reference sample is determined not to be realted to
t ssing person

\Qéhe CODIS specimen category for DNA profiles generated from

known reference samples provided voluntarily by the biological
sibling of a reported missing person. Profiles in this specimen
category are stored in the CODIS index known as “Relatives of
Missing Persons Index”. These DNA profiles are removed once
the individual for whom these samples were submitted has been
identified or if the individual voluntarily providing the reference
sample is determined not to be related to the missing person.

The CRS is the standard sequence used in mitochondrial
DNA typing to which other mitochondrial DNA types are
compared. Mitochondrial DNA profiles are reported as
differences from the standard reference sequence [Anderson, S.,
et al. Sequence and organization of the human mitochondrial
genome. Nature 1981; 290:457-465].

Controlled versions of Department of Forensic Bigl@pcuments only exist electronically on the
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Candidate Match

Candidate Profile

Case Disposition

Case Report

Casework Laboratory

CJIS-WAN

CMF

A possible match between two or more DNA profiles discovered
by CODIS software. A qualified DNA analyst from each
affected laboratory must verify a candidate match. Candidate
matches must complete a confirmation process before being
reported asa match or hit.

A DNA profile matching the target DNA profile (see target DNA

profile). \%

The final outcome (confirmed conv , offender hit, forensic
hit, etc.) of a criminal case aide ODIS.

A report generated by a f @ laboratory documenting the
results of the analyses crime scene evidence.

A forensic DNA p%)r tory responsible for DNA profiles
developed fro scene evidence.

The FBI's %I Justicel nformationServicesWide Area
Netwo ké& provides communications network for the United
Sta es%‘ nforcement community. Originally designed to
su t the Integrated Automated Fingerprint Identification
(IAFIS), the FBI is expanding the scope of the CJIS-

to include all federal, state and local crime laboratories

Q\partlmpatlng in the National DNA Index System.

?S

CommonM essagd-ormat, an ASCII text file format necessary
for importing data into CODIS.

Controlled versions of Department of Forensic Bigl@pcuments only exist electronically on the
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CODIS The COnbined INA Index_§stem administered by the FBI.

CODIS links DNA evidence obtained from crime scenes, thereby
identifying serial criminals. CODIS also compares crime scene
evidence to DNA profiles obtained from offenders, thereby
providing investigators with the identity of the putative
perpetrator. In addition, CODIS contains profiles from missing
persons, unidentified human remains and relatives of missing

persons. \%

There are three levels of CODIS: t @cal DNA Index System
(LDIS), used by individual labor S; the State DNA Index
System (SDIS), used at the vel to serve as a state’s DNA
database containing DNA ms from LDIS laboratories; and
the National DNA IndeX m (NDIS), managed by the FBI as
the nation’s DNA datpbase containing all DNA profiles uploaded

by participating st:ﬁi‘;.

CODIS Administrator An employeé@e laboratory responsible for administration and
security of ghe boratory’s CODIS at a laboratory performing
DNA é on forensic and casework reference samples. This
IS a sg‘:\ fined role within the software.

CODIS Core Loci 3 autosomal DNA loci that are accepted and required by
N IS for a particular DNA testing method. Currently the STR
\Q\core loci are CSF1PO, D13S317, D16S539, D18S51, D21S11,

0 D3S1358, D5S818, D7S820, D8S1179, FGA, THO1, TPOX, and

& VWA. D19S433, D2S1338, Penta E and Penta D are accepted
?‘ but not searched, as they are NOT CODIS core loci.
CODIS Information A government employee of a CODIS laboratory who has login
Technology (IT) User access to the CODIS system for computer hardware/software and

telecommunications maintenance purposes but who is not
authorized to add, modify or delete DNA records in CODIS.

CODIS Custodian/Supervisor A member of the CODIS staff responsible for overseeing the
CODIS system and all its functions (also called “LDIS
Custodian”). This person fulfills the role of Casework CODIS
Administrator as defined by the FBI QA Standards.

Controlled versions of Department of Forensic Bigl@pcuments only exist electronically on the
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CODIS User A government employee who: (1) has login access to the CODIS

CODIS User Plus

Contract Laboratory

Control Certification Form

Cold Hit

Composite DNA Profile

system and is authorized to read, add, modify or delete DNA
records in CODIS; or (2) is a qualified DNA analyst responsible
for producing DNA profiles stored in NDIS. This is a defined
role within the software.

An CODIS User who has also been granted the ability to edit the
assigned analyst of a profile. This is a %oratory-defined role
within the software.

A laboratory, usually in the pri ector, that performs DNA
analyses under contract to a‘}b ic laboratory.

This document wrtifie@the positive human DNA control(s)
and the negative cor'}ols atisfy the requirements established by
NIST. One docurr'w] ust be completed and submitted annually
to the SDIS Cu@ia before DNA profiles can be uploaded into

SDIS. (1/

Two files matching with no prior indication that the
profile related.

A profile generated by combining typing results from
rent loci obtained from multiple injections of the same

DNA extract. When separate extracts from a given evidentiary

Q\amplified sample and/or multiple amplifications of the same

?S

item are combined prior to amplification, the resulting DNA
profile is not considered a composite profile. Unless there is a
reasonable expectation of sample(s) originating from a common
source (e.g., duplicate vaginal swabs, known reference samples,
or a bone), allelic data from separate extractions from different
locations on a given evidentiary item should not be combined
into a composite profile.

Controlled versions of Department of Forensic Bigl@pcuments only exist electronically on the
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Convicted Offender

Convicted Offender Index

Convicted Offender Lab

Convicted Offender Sample

The CODIS specimen category for a DNA profile generated
from any person who has been convicted of a crime in federal,
state, and/or local courts where the applicable law permits
establishment of a DNA record for this person. In New York
State, this is a person convicted of one of the crimes listed in
Executive Law, Section 995(7). Profiles in this specimen
category are stored in the CODIS index known as the “Convicted
Offender Index” (or Offender Index). Assof June 2006, all
convicted felons in New York must gj ample to the

database. 0

A Convicted Offender Inde ists of DNA records from
offenders convicted of quay state crimes and juveniles
required by the relevan iction to provide DNA samples.

A forensic DNA IBboratory responsible for DNA profiles
developed fron%n icted Offender samples. In New York
State, this is% w York State Police Forensic Investigation
Center in ,@a .

b&@nal sample containing DNA that is collected from a
desgdqated convicted offender for the purpose of DNA profiling.

Convicted Offender Profileé DNA profile generated from a convicted offender sample.

QO
O
v

Conviction Match

hese DNA profiles are put into the CODIS specimen category
“Convicted Offender” and are stored in CODIS index known as
the “Convicted Offender Index.” These profiles establish an
index of DNA identification records that are searched for
matches against the DNA profiles generated from crime scene
evidence.

The DNA profile generated from crime scene evidence matches a
DNA profile from a convicted offender, but the offender has
already been convicted of the crime for which that evidence was
collected.

Controlled versions of Department of Forensic Bigl@pcuments only exist electronically on the
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Criminal Justice Agency

Criminal History Record

DAO

Databank Coordinator

DCJS

A criminal justice agency is an agency or institution of the
federal, state, or local government, other than the office of the
public defender, which performs as part of its principal function,
activities relating to the apprehension, investigation, prosecution,
adjudication, incarceration, supervision or rehabilitation of
criminal offenders. For purposes of participation in the National
DNA Index System, the DNA Identification Act of 1994 was
amended by Public Law 106-546 to i%e the Secretary of

Defense in accordance with 10 U.S. 65.
Documents generated by DCJ t contain arrest, charges,
conviction, sentence, locatio identifying information of a

convicted offender.
Stands for District Atjerney’s Office. There is one in each of the

five boroughs of NN{ rk City.

An employ, %esignee of the Division of Criminal Justice
Services respo¥Sible for administrative requirements related to
the N §< State DNA Databank.

St for Division of Criminal Justice Services. Acts as a
li between local New York laboratories and the New York
e Police Laboratory. DCJS manages the program responsible

requests to expedite samples and database searches and handles

Q\ or collection of offender samples in New York State, handles

DCJS Match Lettei

legal requests for convicted offender information.

A letter generated by DCJS after a match between a forensic
DNA profile and a New York State Police convicted offender
profile has been confirmed. The purpose of this letter is to notify
the laboratory of a confirmed match, provide case and agency
information, the identity of the offender, and current offender
location.

The DCJS Match Letter is provided to the DAQO’s upon request.

Controlled versions of Department of Forensic Bigl@pcuments only exist electronically on the
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Deduced Missing Person The CODIS specimen category for DNA profiles generated from

examining reference samples (for example, toothbrush, hair
brush) of a reported missing person. Profiles in this specimen
category are considered reference samples and are stored in the
CODIS Missing Person Index. This index is searched and
compared against the Relatives of Missing Persons Index and the
Unidentified Human (Remains) Index.

Detainee The known sample from a non-Unite es (U.S.) person
detained under the authority of the »and required by law to
provide a DNA sample for anal d entry into a state/national

DNA database. @

Detainee Index Detainee Index consis NA records from non-United States
(U.S.) persons detailyxctu der the authority of the U.S. and
required by law towv e a DNA sample.

DNA Analysis Backlog Authorized lection of DNA samples from persons
Elimination Act convicted gf specified Federal Felony offenses, certain District of
Colu io victed offenders, and military offenders.

DNA Analyst An loyee that has successfully completed the laboratory’s
tg@nlirig requirements for casework or database, known or
N ework reference sample analysis, passed a competency test,
\and had entered into a proficiency testing program in accordance
CJQ with the FBI'sQuality Assurance Sandards for Forensic DNA
& Testing or DNA Databasing Laboratories. This individual
?‘ conducts and/or directs the analysis of samples, interprets data
and reaches conclusions. See also, Interpreting Analyst;
Qualified DNA Analyst.

DNA Databank The New York State Identification Index (as used throughout
Executive Law Section 995) comprised of DNA profiles in the
Convicted Offender index, the Forensic index and the Missing
Persons index.
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DNA Identification Act DNA Identification Act of 1994: 42 U.S.C. 814132, as amended

by the DNA Analysis Backlog Elimination Act of 2000, the
Justice for All Act of 2004 and the DNA Fingerprint Act of
2005.

DNA Profile The genetic constitution of an individual at defined locations
(also known as loci) in the DNA. A DNA type derived from
nuclear DNA typically consists of one ogtwo alleles at several

loci (e.g., short tandem repeat loci). A type derived from
mitochondrial DNA is described in ton to the revised
Cambridge Reference Sequen ture Genetics 1999, 23, 147).

Also known as a DNA type. @

DNA Record A database record that @es the DNA profile as well as data
required to manage e}\dso erate NDIS, i.e., the Originating
Agency Identifier v’ﬂc]h erves to identify the submitting
agency; the Sp@e Identification Number; and DNA
personnel a% d with the DNA profile analyses.

Elimination Sample A bigJogteal sample from a known individual (commonly a
huspa consensual partner), other than the alleged perpetrator
or w&im, which is analyzed for purposes of identifying those
s of a forensic DNA profile attributable to the alleged
N etrator. This DNA profile for this specimen categoay
\be stored at the state and/or local levels but is not eligible for
CJQ upload to NDIS. Such samples are considered to be evidentiary.

Employee ?‘ A person: (1) in the service of the applicable federal, state or
local government, subject to the terms, conditions and rules of
federal/state/local employment and eligible for the
federal/state/local benefits of service; or (2) formerly in the
service of a federal, state, or local government who returns to
service in the agency on a part time or temporary basis. For
purposes of a vendor laboratory, an employee is a person in the
service of a vendor laboratory and subject to the applicable
terms, conditions and rules of employment of the vendor
laboratory.
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Equivalent Allele Parameter

Exact Match

Executive Law Article
49-B Section 995

Expert System

For PCR/STR, this parameter is used to determine whether a
target allele matches a candidate allele. It is a PCR value that is
defined to be the same as another PCR allele value. Equivalent
allele values are reciprocal. For instance, at THO1, 9.2 =9.3 =
9.x = 10 with respect to searches. Equivalency can be set by the
administrator. During review of a candidate match, the reviewer
must check whether the values are indeed equivalent.

An association between two profiles (S -source, fully
deconvoluted, partially deconvolut mixtures) that
concludes that the two profiles@mponents of the profiles,

are the same. @

Provisions of New Yor law establishing the Commission
on Forensic Sciencegnd the DNA Identification Index.

The software p%fa\h or set of software programs that interprets
the data gen% from DNA analysis instrument/platform in
accordanc; witf the laboratory-defined quality assurance rules

and a ly identifies the data that does or does not satisfy

suc& .
Expungement &@ letion of a DNA profile at the state and/or national index
>

QO
O
v

FBI

Is in response to the following: (1) a court order that has
overturned a convicted offender’s conviction for a qualifying
offense; (2) a court order establishing that charges were
dismissed or resulted in acquittal, or no charges were filed within
the applicable time period; (3) a death certificate or other
document indicating that human remains have been identified;(4)
if the missing person corresponding to the reference sample from
a relative has been id

TheFederalBureau of hvestigation is the federal agency
authorized by the DNA Identification Act of 1994 to issue

guality assurance standards governing forensic testing and DNA
databasing laboratories and to establish and administer the
National DNA index System (NDIS).
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FB-LDAS or LINKAGE

Forensic DNA Laboratory

Forensic DNA Profile

Forensic DNA Testing

Forensic Hit (FH) N

Forensic Index 0

v

Forensic Biology Local DNA Analyses System (LINKAGE) -
the Paradox DNA database used to search preliminary DNA
results for case links. LINKAGE contains both casework non-
mixture profiles and suspect profiles.

Any forensic laboratory operated by the state or unit of local
government that performs forensic DNA testing on crime scene
evidence or materials derived from the baman body for use as
evidence in a criminal proceeding or rposes of
identification (Executive Law secti (2)).

A DNA profile generated frg % testing of crime scene
evidence. These profiles m persons whose identities are
not known with certaint ho left DNA at the scene of a
crime or whose DNApKas arried away from the scene of a
crime. These profj)gs are put in the CODIS specimen category
“Forensic Unk ".¥ Profiles in this category are stored in the
CODIS inde{m n as “Forensic STR Index”.

Any t employs techniques to examine DNA derived from
the hu ody for purpose of providing information to resolve
iss of identification (Executive Law section 995(2)).

IS case disposition when two or more forensic samples are

\Q\Ilnked; also called a case-to-case hit.

A Forensic Index consists of DNA profiles originating from and
associated with evidence found at crime scenes. For example,
evidence associated with a crime scene includes DNA that may
be carried away from a crime scene. The Forensic Index contains
the specimen categories Forensic Unknowns and Forensic
mixtures; and at the New York State level, Low Copy Number
samples.
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Forensic Mixture

Forensic Match Letter

Forensic Obligate Index

Forensic STR Index

Forensic Sample
Forensic Unknown

Heteroplasmy

v

High Stringency

High Stringency Match

A specimen category in the CODIS software that is stored in the
Forensic Index and originates from a forensic sample (biological
sample found at the scene of a crime) that contains DNA
contributed from more than one source.

A letter from a laboratory documenting a confirmed Forensic
Match. This letter provides information regarding the
investigating agency and offender inforr%tion (for solved cases).

and contains six to nine loci, se at moderate stringency.
Profiles in this index are only hed at SDIS, they have too
few alleles to be uploade IS.

An index that contains the speci;@c\ategory Required Alleles,

The CODIS index t cOntains forensic DNA records.

scene. For e , @ sample associated with a crime scene may
include a sqn that has been carried away from the crime
scene

A biologica}%@originaﬁng from and associated with a crime

T ODIS specimen category for forensic DNA profiles
ted from the testing of crime scene evidence. Profiles in
specimen category are stored in the CODIS index known as

.\‘ orensic STR Index.”
&

The occurrence of more than one mitochondrial DNA profile
(mitotype) arising from a particular tissue(s) within an
individual; exhibiting more than one base at a particular
nucleotide position.

The number of alleles and the corresponding allelic values are
the same between two DNA profiles at a given locus.

All alleles at all loci match at high stringency.
A confirmed match between two or more DNA profiles. Hits can
occur at or between any level (local, state and national) in the
CODIS hierarchy. Hits can be a Forensic Hit, an Offender Hit, an
Arrestee Hit (some states), or a Suspect Hit (Forensic Biology

only).
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Homopolymeric Regions

Hypervariable Region |

Hypervariable Region II

Identification Confirmed

Identifying Information

The occurrence of variable lengths of the same nucleotide in a
length of mtDNA (i.e. CCCCCC), these generally occur around
the region of 16183-16193 in HV1 and 303-309, 311-315in
HV2.

A segment of increased variability in the mitochondrial DNA
control region; the common nucleotide positions used in forensic
MtDNA typing are 16024 to 16365. %

control region; the common nu e positions used in forensic
MtDNA typing are 73 to 340.®

ID confirmed. Disposit%\\@ CODIS when an individual is
identified and confirn’ﬁ;{ etadata and other information such as
e

a copy of the deatN riificate support the confirmation of the

identification. Q

Informatio$ orva Convicted Offender’s personal characteristics

A segment of increased variabilit;@he mitochondrial DNA

and 1D, ers, e.g. name, NYSID#, DOB, SS#, etc.
Identif nformation is prohibited in CODIS.

tification is still in the process of being confirmed.

Identification Pending & nding. Disposition in NG CODIS when an individual's

QN
Index Offense c)

?S

Indictment
Interpreting Analyst

Investigating Agency

An offense defined in Executive Law Section 995, conviction of
which determines eligibility for inclusion in the State DNA
Databank.

A formal written accusation originating with a prosecutor and
issued by a grand jury against a party charged with a crime.

Forensic Biology analyst responsible for interpreting the DNA
results in a case. Interpreting Analysts are CODIS analysts.

See Submitting Agency.
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Investigations Aided (IA) A criminal investigation equates to a case, which equates to a

submission to a laboratory. An investigation aided for a
casework laboratory is the number of cases submitted to the lab
that were assisted by CODIS. Investigations aided =
Investigations assisted = Cases aided = Cases assisted.

Juvenile The known sample from a juvenile (as that term is defined by the
relevant jurisdiction) who is required by state law to provide a
DNA sample for analysis and entry i tate DNA database.
The DNA profile for this specimen ory is stored in a
Convicted Offender Index. 6

Keyboard Search A manual search of CODI '%ted by a CODIS user. In SDIS
or NDIS the search is i by the SDIS or NDIS Custodian.
In LDIS the search is’Qn by a member of the CODIS group.
Keyboard Search Request A request fr '}agency for a keyboard search of the DNA
Databank atle JSDIS or NDIS. This letter includes all of the
el

informationyr ng to the DNA profile, the requesting agency
and ¢ té\]on of the control values.

Keyboard Search Result tter from the Databank Coordinator documenting the results
Letter ( /no match) of the Keyboard Search.

>
Known Sample Q\ iological material whose identity or type is established.
Examples of known samples would be a buccal specimen from a
victim or suspect; or a sample contributed by the close biological

?S relative of a missing person.

Laboratory A facility: (1) employing at least two full time employees who
are qualified DNA analysts; and (2) having and maintaining the
capability to perform the DNA analysis of forensic and/or
casework reference samples at that facility.

LDAS The Local DNA AnalysisSystem, a Paradox database which
contains the local DNA profiles. The LDAS for Forensic Biology
contains casework non-mixture (or deduced) forensic DNA
profiles generated from casework and DNA profiles from
suspects developed during the course of criminal investigations.
This database is commonly called “LINKAGE.”
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LDIS

LAB-TYPES

Legal (sample)

*

TheLocal DNA Index §stem contains the DNA records
selected from LDAS for searching for DNA matches and (for
those eligible) for inserting into higher level (SDIS and NDIS)
CODIS indexes.

LDIS also contains DNA records for profiles not suitable for
entry into LINKAGE, such as non-deduced mixtures or partial

profiles. \%

A database which contains DNA p from Department of
Forensic Biology staff, known c inant DNA profiles, and
other DNA profiles from kno% ividuals (such as janitorial

staff).
The known reference&gm le from a person whose DNA sample
is collected under ppplitable legal authorities, provided that

DNA samples tidaare voluntarily submitted solely for
elimination pd?tﬁ s shall not qualify as a Legal specimen. An
example ofea L¥Qal specimen is a sample collected from a person
found ilty by reason of insanity who is required by the
releva te law to provide a DNA sample for analysis and
entgNnto a state DNA database. The DNA profile for this

en category is stored in a Legal Index.

samples are collected under applicable legal authorities.

Legal Index \Q\* Legal Index consists of DNA records of persons whose DNA

LINKAGE ?S

LINKAGE User

See LDAS.

A laboratory employee who: (1) has login access to the
LDAS/LINKAGE system and is authorized to read, add, modify
and/or delete DNA records in it; or (2) is a qualified DNA
analyst responsible for producing DNA profiles stored in
LDAS/LINKAGE.
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Low Copy Number or
Low Template DNA
Analysis

Low Copy Number
Specimen Category

Low Copy Number Profile

Low Stringency

?30

Low Stringency Match

Marked/Unmarked Profile

As defined by NDIS, based upon a laboratory’s internal

validation, any DNA typing results generated from limited
guantity and/or quality DNA template using conditions that have
demonstrated increased stochastic effects are defined as Low
Template or Low Copy DNA analyses. The stochastic effects
which may be observed in DNA samples subjected to these
conditions include allelic drop-in or drop-out, increased stutter
and increased intra-locus peak height ipgbalance. When used to
analyze limited quantity and/or qualit% template below the
stochastic thresholds, Low Templ ow Copy DNA
conditions may include the follo additional amplification
cycles, post-amplification purj ‘Q)n, reduced reaction volume,
injection enhancement by sed voltage or time, and nested
PCR.

A specimen cate r'hxisting at the Department of Forensic
Biology LDIS Qo New York State SDIS for the purpose of
uploading a ching profiles generated using low copy
number (a@Ii ation) techniques. Such profiles are not eligible
for ND,

F sic Unknown composite profiles that have been analyzed
L@ extra cycles during amplification. These samples are
ed in the Low Copy Number Specimen Category in the

\Q\%orensic Index.

For a given locus, an allelic value for one allele from one profile
is the same as an allelic value for one allele from another profile.

At least one locus matches at low stringency.
Marked profiles in Specimen Manager are profiles selected for

upload to SDIS. Unmarked profiles are those profiles deselected
for upload to SDIS. Pattern and suspect profiles are unmarked.
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Match A match occurs when CODIS makes an association between two
or more DNA profiles and a confirmation is performed by
designated laboratory personnel from each affected laboratory.
At the Casework Laboratory and for the purpose of match
evaluation, a high stringency match at all loci may be reviewed
and evaluated by an individual who is currently or was
previously a qualified DNA analyst. At the Casework
Laboratory, a match at any loci at less than high stringency shall
be reviewed and evaluated by a DN work analyst currently
qualified in the technology being r d.

Match Confirmation The process of determining tential candidate match
generated by CODIS or o tabase software is a true match
and should be reported investigating agency.

Match Manager Match Manager ()%tc Man) is the CODIS module that allows
for the managir%q sorting of matches discovered through the
use of CODI§. ches are added to Match Manager by the
Searcher a{d tosearcher programs.

Match Report El ct@report generated by CODIS when a potential
car&ate match is made by CODIS software.

Match Stringency N @e actual locus-level stringency (low, moderate or high) for a

match. The match stringency for the match between two DNA
profiles is determined by the lowest locus-level stringency for all
loci of the match. A Match Stringency is used to establish
whether or not two DNA profiles are identified as matching. The
CODIS software supports three Match Stringency levels: low,
moderate, and high. Low stringency matches occur when one or
more alleles match between the target and candidate profiles at a
given locus. Moderate stringency matches require all alleles to
match, but the target and candidate profiles can contain a
different number of alleles. That is, if the target profile has three
alleles and the sample profile has two, then two alleles must
match. High stringency matches require all alleles to match.

Controlled versions of Department of Forensic Bigl@pcuments only exist electronically on the
Forensic Biology network. All printed versions are non-controlled copies.



FORENSIC BIOLOGY CODISMANUAL

10

CODISTERMSAND ABBREVIATIONS

DATE EFFECTIVE
03-24-2010

LAST REVISED APPROVED BY PAGE
07-23-2011 MARIE SAMPLES 18 OF 30

Maternal Relative

Methodology

Mis-match (search)

Missing Person

Controlled versions of Dep
Forensic Biolog

The known reference sample voluntarily provided by a maternal
biological relative who is not a mother, child or sibling of a
reported missing person. The DNA profiles for this specimen
category are stored in the Relatives of Missing Persons Index.
These DNA profiles are removed once the individual for whom
the samples were submitted has been identified or if the
individual voluntarily providing the reference sample has been
identified. This is also a disposition thatgan be used in NG
CODIS to describe a mtDNA match.®\

ical processes and
typing technology: for
anual vs. automated),
, fluorometry, real time), typing
ry electrophoresis, real-time gel and

The term used to describe the
procedures used to support
example, extraction meth
guantitation methods (s
test kit and platform w)il

end-point gel systQQS).

A paramet(r@n Searcher and Autosearcher which allows for
one locus gf a pfofile being searched to match (or not) below the

string el being searched, and still return the result as a
match: instance, during a moderate search, if all but one
loc ith entered alleles, in the two profiles being compared,

at moderate or high stringency, one locus which is either a

N % stringency match or not a match at all, will be displayed.

earches allowing one mis-match are performed at LDIS and
SDIS; the purpose is to identify offender and forensic matches in
spite of a possible typographical or interpretational error at one
locus of any given profile. If this parameter is set to “zero”,
then the match must occur with no mis-matches at the selected
stringency in order to be returned by the search.

The known reference sample of an individual reported missing,
voluntarily provided by a relative or the person who filed the
missing person report. The source of the DNA has been verified
as originating from the missing person and is stored in the
Missing Persons Index.
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Missing Person Index A Missing Person Index consists of DNA records of missing

persons and deduced missing persons.

Mitochondrial DNA A small circular piece of DNA found outside the nucleus in most
cells and generally involved in the production of proteins
responsible for energy production in the body. It is inherited
maternally.

Mitotype A mitochondrial DNA profile consisti listing of nucleotide
sequence differences from a stan ference sequence;
typically the Cambridge Refere &quence (CRS) or revised
Cambridge Reference Sequ @rCRS). The mitotype will vary

depending upon the lengt sequence detected.
Moderate Stringency For a given locus, @gin um number of common alleles and the
corresponding alleli¢ vatues must be the same between two

profiles. The m@? number is determined by the profile with
the fewest aI(e'b. his is the standard search stringency.

Moderate Stringency Match A mat tween two DNA profiles in which the locus-level
string atch for all the loci of the match was either at
mo?Bate or high stringency. No loci matched at low stringency.

NCIC o Q@onalCrime InformationCenter.

NCIC Miscellaneous F@ The designated free text field in NCIC where identifying
information as to the location where DNA profiles have been

?‘ produced may be placed. This field should also be used to enter
information when a candidate DNA sample does not yield a
DNA profile.
NCIC Unidentified The file in NCIC containing records for unidentified deceased
Person File persons; persons of any age who are living and unable to

ascertain their identity; unidentified catastrophe victims; and
body parts. For CODIS purposes, the DNA profile for
unidentified persons in the Unidentified Human Remains Index
is related to records in the NCIC Unidentified Person File.
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NDIS

NDIS Standards for
Acceptance of DNA
Data

Negative Amplification
Blank

TheNationalDNA Index §stem. NDIS is one component of
CODIS - the national and highest level index containing the
DNA records contributed from participating federal, state and
local laboratories. NDIS is administered by the FBI in
accordance with the provisions of the DNA Identification Act of
1994, as amended.

NDIS receives DNA records from everyower level index and
supports the searching functions of b@ These DNA records
are comprised of forensic DNA pr 'éconvicted offender
DNA profiles, arrestee DNA profi NA profiles from

missing persons and relative anonymous DNA profiles
contributed to a populatio ase.

The document preﬂxred y the FBI specifying the requirements
for DNA data to g actepted for searching and storage at the

National level. s& must be reviewed by CODIS analysts

annually, an% ntly consist of a web-based training followed

by a quiz. K

Ane control sample containing amplification reagents
withoyt added DNA, used to detect DNA contamination of the
cation reagents during testing.

*

using DNA testing methods, should yield negative test results.

Negative Control \Q\ specimen included in a batch of specimens which, when tested

Negative Reage K
Blank Iv

NIST

No Match

A negative control sample containing all testing reagents without
added DNA which is used to detect DNA contamination of any
reagent during testing.

Stands for thé&ationall nstitute ofStandards and echnology.

CODIS case disposition for a moderate stringency candidate
match between two cases that are not a true match.
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No Suspect Case

NYPD

NYS Administrator

NYS DNA Databank

NYSID Number

1. A case with no suspect listed. This is determined by
checking all paperwork associated with the evidence
submission and case contacts.

2. A case in which DNA testing has been conducted and the
listed suspect(s) have been excluded.

Stands for the New York (City) Police Department.

The New York State Administrator i \ﬂ onsible for the
oversight and approval of CODIS f ns at the state level.
This includes supervising the S stodian.

The New York State Id@/@lon Index as used throughout

Executive Law Section hich is comprised of DNA profiles
in the Offender STR )\dje y the Forensic STR Index, the
Unidentified Hum IMdex, the Missing Person Index and the
Relatives of Mi@g ersons Index.

The NewY r&teldentification Number. A unique number
assig person upon fingerprinting. NOTE: This number is
only a ble to New York State Convicted Offenders, other
sta%have their own identifiers for offenders and arrestees.

Obligate Allele N Q@“Required Allele”.

Offender Q
O
v

Offender Duplicate

An individual who is required by statute to submit a sample for
DNA analysis and databasing. The term “offender” includes
individuals who are convicted or arrested for a crime or juveniles
adjudicated delinquent for an offense and required by state or
federal law to provide a DNA sample for analysis and
databasing.

CODIS case disposition when the same offender matches a case
more than one time due to duplicate testing of the offender. This
also serves as a quality control of the database.
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Offender Hit (OH)

Offender Laboratory

Offender Match Letter

ORI

Other

CODIS case disposition when a DNA profile generated from
crime scene evidence in an open case (case with no conviction)
matches a convicted offender profile (or arrestee) at SDIS or
NDIS.

The laboratory responsible to NDIS for a DNA profile developed
from a sample provided by a known offender. The offender
laboratory for the State of New York is Igcated at and
administered by the New York State PNlie€ Laboratory.

A letter from NYS DCJS (for s onvicted offender matches)
or the offender lab (offender Qes at NDIS) documenting a
confirmed Offender Match ides the offender’s identifying
information and the invéS@igating agency. It is used by the

case to obtain a court order to acquire

agency investigating e
another biologicalpﬂn e from the convicted offender for
comparison to @e cene evidence.

Stands for{gléting Agency dentifier. Unique laboratory

identificg#igd number that associates a specimen with a particular
labqra OCME - NY030011K).

ODIS specimen category that the Department of Forensic
N Q ogy uses for forensic DNA profiles generated from the

forensic DNA profiles in the LINKAGE and/or LDIS databases;

Q\testing of crime scene evidence that are known to match other

?S

one of which has already been uploaded to the upper levels of
CODIS. These (pattern) profiles are unmarked for upload to
SDIS and only get searched in LINKAGE and/or LDIS.
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Ownership Ownership occurs when any of the following criteria are

Partial Match

applicable:

(1) The originating laboratory will use any samples, extracts or
any materials from the vendor laboratory for the purposes
of forensic testing (i.e. a vendor laboratory prepares an
extract that will be analyzed by the originating laboratory);

(2) The originating laboratory will interpret the data generated
by the vendor laboratory;

(3) The originating laboratory will i report on the results
of the analysis; or

(4) The originating laboratory ter or search a DNA
profile in CODIS from d nerated by the vendor

laboratory. §
Forensic Biology takN) ership of CODIS specimens
submitted by othefNgehcies for testing at OCME, for instance
Unidentified H emains that were received for

mitochondria“i/ testing.

An as odon between two single-source (clean or fully
decon d profiles), showing similarities but short of an exact
ma that suggests that the source of an evidentiary profile is
ially a relative of the source of the other, partially
N ching, profile. Partial matches are inadvertent, and may be

at the bench, LINKAGE, or CODIS searches).

\Q\ ound at the local, state, or national levels (through comparison

Paternal Relative?S

Pedigree Tree (Index)

The known reference sample voluntarily provided by a paternal
biological relative who is not a father, child or sibling of a
reported missing person. The DNA profiles for this specimen
category are stored in the Relatives of Missing Person Index.
These DNA profiles are removed once the individual for whom
the samples were submitted has been identified or if the
individual voluntarily providing the reference sample is
determined not to be related to the missing person.

The Pedigree Tree Index consists of DNA records of relatives
and spouses of missing persons that are associated with a
Pedigree Tree.

Controlled versions of Department of Forensic Bigl@pcuments only exist electronically on the
Forensic Biology network. All printed versions are non-controlled copies.



FORENSIC BIOLOGY CODISMANUAL

1.0 CODISTERMSAND ABBREVIATIONS

DATE EFFECTIVE LAST REVISED APPROVED BY PAGE
03-24-2010 07-23-2011 MARIE SAMPLES 24 OF 30
Pending A CODIS disposition choice used temporarily while awaiting the
final results from a confirmed match from the investigating
agencies.
Perpetrator The individual who commits a crime. The identity of the

perpetrator may or may not be known to the police.

Personally Identifiable Information that includes, but is not ligited to, names, dates of

Information birth, and social security numbers u identify individuals.
Personally identifiable information not include information
derived from the examination O&NA sample.

Platform The type of analytical sys ilized to generate DNA profiles
such as capillary electr sis, real-time gel, and end-point gel

instruments or systeN

Positive Human DNA Control A known refe e'DNA sample traceable to the NIST standard
reference m% or which the DNA profile is known, and is
used to deqo rate the acceptable performance of a DNA test.

Popstats CO Ié@ram available within the CODIS software to perform
sta&:a calculations using the FBI population databases.

Privacy Act N ulation which determines what information can be entered

Q\into CODIS in order to protect the rights of the individual.
Proficiency Testi \0 A quality assurance measure used to monitor performance and
$~ identify areas in which improvement may be needed. Proficiency

tests may be classified as: (1) An internal proficiency test, which
is produced by the agency undergoing the test. (2) An external
proficiency test, which may be open or blind, is a test obtained
from an approved proficiency test provider

Qualified Auditor A current or previously qualified DNA analyst who has
successfully completed the FBI DNA Auditor’s training course.
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Qualified DNA Analyst A DNA analyst who has satisfied and continues to satisfy the

experience, education, training, proficiency testing and

continuing education requirements of the FBI Director’s Quality
Assurance Standards (Standards 5 and 13), issued in accordance
with the DNA Identification Act of 1994, as well as successful
completion of a qualifying test prior to beginning casework or
databasing responsibilities.

In the Department of Forensic Biolo alified DNA Analyst
is defined as an Interpreting Analy is a Criminalist 1l or
higher title meeting the above @ment&

Quality Assurance Those planned or systemi ns necessary to provide adequate
confidence that a produ ervice will satisfy given

requirements for quaﬁ%

Quality Control The day-to-dayr ional techniques and activities used to
s

fulfill requirenﬁi/ of quality.

Ranks AssoCj @Smade in NG CODIS from Relatives of Missing
Perso a pedigree tree to Unidentified Human Remains. The
%are ranked in joint pedigree likelihood ratio order.

ca
Reference sample N %@asework reference sample is biological material obtained
\Q\ rom a known individual and collected for purposes of
c) comparison to forensic samples. Also known as an exemplar or
known DNA sample.

Relatives of MissK Consists of DNA records from the biological relatives of
Person (Index) individuals reported missing.

Requesting Laboratory A laboratory that sends a request to the SDIS or NDIS Custodian
to search SDIS or NDIS.

Required Allele Specific designated alleles of a specimen are required to match in
order for CODIS to declare a match. Required alleles are
attributable to the perpetrator in a mixture, and are designated
with a “+.” Only one allele per locus can be so designated.
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Required Alleles Specimen A specimen category of forensic unknowns and/or forensic
Category mixtures which can have up to one allele marked as an
obligate, per locus. Samples in this category are only searched at
LDIS and SDIS, not NDIS.

Revised Cambridge A revision of the standard sequence (CRS) used in mitochondrial

Reference Sequence (rCRS) DNA typing.

“Scientific Reason” A statement that supports a search %fewer than the required
minimum of STR loci at the state fonal level, such as the
apparent presence of mixtures, le degradation or limited
sample availability. @

SDIS TheStateDNA Index & he State’s repository of DNA

records under the copgl f state authorities. SDIS is typically
the central point of\gontact between all New York State local
labs and NDIS. e‘also Convicted Offender Laboratory).

SDIS Custodian An employge o¥'designee of the New York State Police
responsi r, among other duties, maintaining SDIS, fulfilling
techni quirements of CODIS and proper operation of the
co@ter hardware on which the DNA Databank resides.

Search N q{ethod for comparing target and candidate profiles to see if

\any match.
&

Search Stringen Allows the user to define the number of alleles per locus that

Parameters % the target profile and candidate profile must have in common. It
Is a user-defined setting that is used as a filter to report locus
matches of equal or higher stringency (see Low Stringency,
Moderate Stringency, High Stringency).

Search Results After CODIS determines that two or more DNA profiles match,
an electronic report is generated by CODIS and is distributed to
the laboratories responsible for the matching profiles.

Searcher Searcher is an application within the CODIS suite of software
products. It provides a means of locating specific DNA profiles
by searching the profiles within the CODIS indexes for potential
matches to a target DNA profile.
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Specimen/Sample The biological sample (for example, blood, semen or epithelial

cells) that is the object of DNA analysis for purposes related to
forensic identification or statistical population sampling.

Specimen Category Used to classify a DNA profile and determine into which index a
specimen can be transferred. For example, unidentified person,
forensic unknown and low copy number categories will be
inserted into the Forensic index. %

Specimen ID Identification number associated
the CODIS system. Specimen
can be no longer than 24 ch
Forensic Biology uses a s
section 4.1 of this man

NA profile entered into
bers must be unique and

s. The OCME Department of
d format which is explained in

Specimen Manager Specimen Managg pecMan) is a CODIS module that provides
a simplified, ce%i terface for managing specimens (DNA
records). In Ga/ an, views of specimens can be created using
different crigerid/ specimens can be marked/unmarked for upload
and u oécan be sent.

Spouse Th own reference sample voluntarily provided by a
ptive parent of a common child. The DNA profiles for
N specimen category are stored in the Spouse Index. The DNA
\record of a spouse shall be removed if the missing person
CJQ corresponding to this reference sample has been identified.

Spouse Index ?S A Spouse Index consists of the DNA records of a presumptive
parent of a common child of a missing person.

Statute of Limitation A statutory provision which sets forth the maximum period of
time that can lapse after a criminal act occurs for it to be taken to
court. If that maximum time period passes and the perpetrator
has not been formally charged for the criminal act, then he or she
never can be.

Stringency Stringency levels define the number of alleles that must match in
order to produce a match (low, moderate, or high).
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Subject Index

Submission Form

Submitting Agency

Suspect

*

An Index in the State DNA Database that contains samples from
convicted offenders seeking early release from prison or parole,
probation instead of prison, a plea bargain to a lesser offense or
those participating in the Department of Correctional Services’
discretionary program that results in early release of the offender
into the community.

which contains the bar code number offender’s sample, is

The DNA Databank Specimen Submigsion Form. This form,
submitted to the convicted offende; &ory along with the

offender’'s DNA sample. This f ntains the offender’s
identifying information, and t% ility responsible for the

sample collection. s
The agency that supqir:t evidence to a forensic DNA crime
laboratory. The supqitt g agency is responsible for

investigating cr@s.

An individual wiose identity is known to the police and who is

allege the perpetrator of a crime. Exemplars collected

from a ect, such as blood or buccal specimens, or pseudo-

ex lars such as cigarette butts or soda bottles, received in the

I tory for DNA comparison purposes, are considered
entiary.

Suspect Case CJQ 1. A case in which DNA has been conducted and the listed

?S

Target DNA Profile

Technical Leader

suspect(s) have been included.
2. A case with a suspect listed and no DNA analysis has been
performed to exclude them.

A target profile is a DNA profile for which you are trying to find
a matching DNA profile. This profile is submitted by a criminal
justice agency for the purpose of searching against DNA profiles
maintained by SDIS and NDIS which could match an indexed
DNA profile.

An employee who is accountable for the technical operations of
the laboratory and who is authorized to stop or suspend
laboratory operations.
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Technology The type of forensic DNA analysis performed in the laboratory,

Unidentified Human
(Remains) Index

Unidentified Person

Upload

User

User Defined 1, 2, 3

such as RFLP, STR, YSTR, or mitochondrial DNA.

Consists of DNA records from recovered living persons (for
example, children who can’t and others who can’t or refuse to
identify themselves), and recovered dead persons (including their
body parts and tissues) whose identities are not known.

The DNA profile developed from th \&vered deceased
(including body parts and tissue) o mdividual who is
unidentified (for example, childr 0 can’'t and others who
can't or refuse to identify the s). The DNA profile for this

specimen category is stor&'igthe Unidentified Human
(Remains) Index.

The transfer of eIN(J) ic data from a lower level of CODIS
(LDIS or SDIS) nupper level (SDIS or NDIS).

DNA who are responsible for producing the DNA
profile ed in NDIS.

Personnel $&ave login access to CODIS and/or qualified

@IS case dispositions that can be defined by the user in the
nt that the others are not appropriate.

CJQ User Defined 1 is not used in OCME’s LDIS.

?S

User Defined 2 is generally used when a forensic sample hits an
additional sample taken from the same offender which the
forensic sample had hit previously. This is defined by agreement
among all the NY labs.

User Defined 3 is generally used when a forensic sample hits a
known sample at SDIS which turns out to be a victim, witness,
consensual partner or other elimination sample which was unable
to be obtained for in-house testing. Forensic samples involved in
matches/hits of this type are then removed from the database.
This disposition is also the “catch-all” for all other uncommon
match resolutions. This disposition is defined as needed by the
LDIS lab upon concurrence by SDIS.
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Use and Dissemination
Agreement

Waiting for More Data

Warm match/hit

An official document allowing the transfer of Databank
information from one agency to another. This document
contains requirements for the confidentiality and dissemination
of DNA information and procedures for laboratories participating
in SDIS and NDIS.

Disposition in CODIS 5.7.4 and NG CODIS. Additional testing
may be needed to confirm or refute the @tch or rank.

A warm match occurs when COD A profiles match based
on prior knowledge. A typical e e is when DNA profiles
from several cases match th submitted to the laboratory as
a pattern, or when a susp mplar submitted for a particular
case matches that case®

O

%
D

QO
O
v
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9 NYCRR Part 6192
ASCII

Accredited laboratory

Administrative removal

Allele

N
&
Arrestee ?‘

Arrestee Index

The policy which provides for the establishment and operation of
the DNA Identification Index in New York State.

American Standard Code for Information Interchange. Text-
only, with no formatting such as tabs, bold or underlining.

a DNA laboratory that has received formal recognition that it
meets or exceeds a list of standards, includipg the FBI Director’s
Quiality Assurance Standards, to perfor ic tests by a
nonprofit professional association of s actively involved in
forensic science that is nationally r ized within the forensic
science community in accordantgﬁZ ith the provisions of the

Federal DNA Identification U.S.C.814132) or
subsequent laws.

The deletion of %record upon verification of the fact that
the DNA recoﬁt/ t eligible for inclusion in SDIS and/or

's\Oﬁ

In ical genetics, one of the alternate forms of the gene at a
lar locus. In DNA analysis, the term “alleles” is
monly extended to include DNA fragments of variable
ength and/or sequence which may have no known
transcriptional product but are detected in a polymorphic system.

The known sample from a person who has been arrested and in
accordance with the law of the applicable jurisdiction is required
to provide a DNA sample for analysis and entry into a state DNA
database. The term “arrestee” includes persons who have been
charged in a formal criminal instrument, such as an indictment.

An Arrestee Index consists of DNA records of persons who have
been arrested or indicted with a crime and are required by law to
provide DNA samples.
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Autosearcher A CODIS program that automatically searches all DNA profiles
in a user specified index against all profiles in one or more other
user specified indexes.
Biological Child The known reference sample voluntarily provided by an adult

Biological Father/Mother

Biological Sibling

Cambridge Refere&“
Sequence

child or provided with the parental/guardian consent for a minor
child of a reported missing person. The DNA record for this
specimen category is stored in the Relatives®f Missing Person

Index. \
\{b

The CODIS specimen category A profiles generated from
known reference samples préU€4 voluntarily by the biological
father/mother of a reporte%ng person. Profiles in this
specimen category are pgsi ered evidentiary and are stored in
the CODIS index kr&g “Relatives of Missing Persons
Index.” These profiles are removed once the individual for
whom the sanﬁb ere submitted has been identified.

The C Iﬁ ecimen category for DNA profiles generated from
knoyn nce samples provided voluntarily by the biological
siblyrs, of a reported missing person. Profiles in this specimen

y are considered evidentiary and are stored in the CODIS

. %n x known as “Relatives of Missing Persons Index”. This

S
™

NA profile is removed once the individual for whom this
sample was submitted has been identified.

The CRS is the standard sequence used in mitochondrial

DNA typing to which other mitochondrial DNA types are
compared. Mitochondrial DNA profiles are reported as
differences from the standard reference sequence [Anderson, S.,
et al. Sequence and organization of the human mitochondrial
genome. Nature 1981; 290:457-465].
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Candidate Match A possible match between two or more DNA profiles discovered

by CODIS software. A qualified DNA analyst from each
affected laboratory must verify a candidate match. Candidate
matches must complete a confirmation process before being
reported as a match or hit.

Candidate Profile A DNA profile matching the target DNA profile (see target DNA
profile). %

Case Disposition The final outcome (confirmed convicti fender hit, forensic
hit, etc.) of a criminal case aided b IS.

Case Report A report generated by a fore '@ooratory documenting the
results of the analyses of t e scene evidence.

Casework Laboratory A forensic DNA Iabb%tco responsible for DNA profiles
developed from e Scene evidence.

CJIS-WAN The FBI’s ifnl(al Justice Information Services Wide Area
Netwo rovides communications network for the United
States forcement community. Originally designed to

sup the Integrated Automated Fingerprint Identification
(IAFIS), the FBI is expanding the scope of the CJIS-
N to include all federal, state and local crime laboratories
Q\participating in the National DNA Index System.
O

CMF Common Message Format, an ASCII text file format necessary

?S for importing data into CODIS.
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CODIS The COmbined DNA Index System administered by the FBI.

CODIS Administrator

CODIS Core Loci

*

CODIS links DNA evidence obtained from crime scenes, thereby
identifying serial criminals. CODIS also compares crime scene
evidence to DNA profiles obtained from offenders, thereby
providing investigators with the identity of the putative
perpetrator. In addition, CODIS contains profiles from missing
persons, unidentified human remains and relatives of missing

persons. %
(@NA Index System

(LDIS), used by individual laborat he State DNA Index
System (SDIS), used at the stat to serve as a state’s DNA

database containing DNA pr&il€s/Trom LDIS laboratories; and
the National DNA Index % (NDIS), managed by the FBI as
the nation’s DNA datalpgse cOntaining all DNA profiles uploaded
by participating staW\

An employee @aboratory responsible for administration and
security of the ladoratory’s CODIS at a laboratory performing
DNA @on forensic and casework reference samples. This

is also hed role within the software.

There are three levels of CODIS: the

autosomal DNA loci that are accepted and required by
IS for a particular DNA testing method. Currently the STR

Q\Core loci are CSF1PO, D13S317, D16S539, D18S51, D21S11,

CODIS Information
Technology (IT) User

CODIS Custodian/Supervisor

D3S1358, D5S818, D7S820, D8S1179, FGA, THO01, TPOX, and
VWA. D19S433, D2S1338, Penta E and Penta D are accepted
but not searched, as they are NOT CODIS core loci.

A government employee of a CODIS laboratory who has login
access to the CODIS system for computer hardware/software and
telecommunications maintenance purposes but who is not
authorized to add, modify or delete DNA records in CODIS.

A member of the CODIS staff responsible for overseeing the
CODIS system and all its functions (also called “LDIS
Custodian). This person fulfills the role of Casework CODIS
Administrator as defined by the FBI QA Standards.
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CODIS User A government employee who: (1) has login access to the CODIS

CODIS User Plus

Contract Laboratory

Control Certification Form

Cold Hit

Composite DNA Profile

*

S
™

?S

system and is authorized to read, add, modify or delete DNA
records in CODIS; or (2) is a qualified DNA analyst responsible
for producing DNA profiles stored in NDIS. This is a defined
role within the software.

An CODIS User who has also been granted the ability to edit the
assigned analyst of a profile. Thisisa Iabo%)ry—defined role
within the software.

analyses under contract to a foreaSy¢ faboratory.

A laboratory, usually in the privat;@r, that performs DNA

This document certifies th@ositive human DNA control(s)
and the negative contrcﬁ}zatl fy the requirements established by
m

NIST. One docume t be completed and submitted annually
to the SDIS Cust@n efore DNA profiles can be uploaded into

SDIS. (1/

Two D, files matching with no prior indication that the
profile elated.

profile generated by combining typing results from
ITferent loci obtained from multiple injections of the same
amplified sample and/or multiple amplifications of the same
DNA extract. When separate extracts from a given evidentiary
item are combined prior to amplification, the resulting DNA
profile is not considered a composite profile.
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Convicted Offender

Convicted Offender Index

Convicted Offender Lab

Convicted Offender Sample

The CODIS specimen category for a DNA profile generated
from any person who has been convicted of a crime in federal,
state, and/or local courts where the applicable law permits
establishment of a DNA record for this person. In New York
State, this is a person convicted of one of the crimes listed in
Executive Law, Section 995(7). Profiles in this specimen
category are stored in the CODIS index known as the “Convicted
Offender Index” (or Offender Index). As o%ne 2006, all
convicted felons in New York must give ple to the

database. 0

A Convicted Offender Index copsis{sof DNA records from
offenders convicted of qualifiy ate crimes and juveniles
required by the relevant j ion to provide DNA samples.

A forensic DNA Iabb%t[o responsible for DNA profiles
developed from victed Offender samples. In New York
State, this is tife York State Police Forensic Investigation
Center in Albany

A b'oIé&@sample containing DNA that is collected from a
des@ted convicted offender for the purpose of DNA profiling.

Convicted Offender Profile « $ NA profile generated from a convicted offender sample.
h

QO
O
v

Conviction Match

ese DNA profiles are put into the CODIS specimen category
“Convicted Offender” and are stored in CODIS index known as
the “Convicted Offender Index.” These profiles establish an
index of DNA identification records that are searched for
matches against the DNA profiles generated from crime scene
evidence.

The DNA profile generated from crime scene evidence matches a
DNA profile from a convicted offender, but the offender has
already been convicted of the crime for which that evidence
was collected.
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Criminal Justice Agency A criminal justice agency is an agency or institution of the

federal, state, or local government, other than the office of the
public defender, which performs as part of its principal function,
activities relating to the apprehension, investigation, prosecution,
adjudication, incarceration, supervision or rehabilitation of
criminal offenders. For purposes of participation in the National
DNA Index System, the DNA Identification Act of 1994 was

amended by Public Law 106-546 to includeshe Secretary of
Defense in accordance with 10 U.S.C. 8§

Criminal History Record Documents generated by DCJS th in arrest, charges,
conviction, sentence, location a tifying information of a

convicted offender. §
DAO Stands for District Atth’ Office. There is one in each of the
five boroughs of Neﬁ\Yo City.

Databank Coordinator An employee Gﬁgnee of the Division of Criminal Justice
Services respon®ble for administrative requirements related to
the Ne é‘State DNA Databank.

DCJS Stagas, for Division of Criminal Justice Services. Acts as a
I between local New York laboratories and the New York
o e Police Laboratory. DCJS manages the program responsible
Q\ or collection of offender samples in New York State, handles
requests to expedite samples and database searches and handles
legal requests for convicted offender information.

L
DCJS Match Letter E A letter generated by DCJS after a match between a forensic
DNA profile and a New York State Police convicted offender
profile has been confirmed. The purpose of this letter is to notify
the laboratory of a confirmed match, provide case and agency
information, the identity of the offender, and current offender
location.

The DCJS Match Letter is provided to the DAO’s upon request.
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Deduced Missing Person

Detainee

Detainee Index

DNA Analysis Backlog
Elimination Act

DNA Analyst

Q
\
™

?S

DNA Databank

The CODIS specimen category for DNA profiles generated from
examining reference samples (for example, toothbrush, hair
brush) of a reported missing person. Profiles in this specimen
category are considered evidentiary and are stored in the CODIS
Missing Person Index. This index is searched and compared
against the Relatives of Missing Persons Index and the
Unidentified Human (Remains) Index.

The known sample from a non-United S \@J.S.) person
detained under the authority of the U. % required by law to
provide a DNA sample for analysi ntry into a state/national
DNA database. @

Detainee Index consists 0 records from non-United States
(U.S.) persons detaineg\gndet the authority of the U.S. and
required by law to ppvide a DNA sample.

Authorized th(t%tion of DNA samples from persons
convicted ofespe¥tied Federal Felony offenses, certain District of
Colum?i\ victed offenders, and military offenders.

An %onee that has successfully completed the laboratory’s

t requirements for casework or database, known or

work reference sample analysis, passed a competency test,
and had entered into a proficiency testing program in accordance
with the FBI’s Quality Assurance Standards for Forensic DNA
Testing or DNA Databasing Laboratories. This individual
conducts and/or directs the analysis of samples, interprets data
and reaches conclusions. See also, Interpreting Analyst;
Qualified DNA Analyst.

The New York State Identification Index (as used throughout
Executive Law Section 995) comprised of DNA profiles in the
Convicted Offender index, the Forensic index and the Missing
Persons index.
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DNA ldentification Act

DNA Profile

DNA Record

Elimination Sample

Q0
O
Employee E&

DNA ldentification Act of 1994; 42 U.S.C. 814132, as amended
by the DNA Analysis Backlog Elimination Act of 2000, the
Justice for All Act of 2004 and the DNA Fingerprint Act of
2005.

The genetic constitution of an individual at defined locations (also
known as loci) in the DNA. A DNA type derived from nuclear
DNA typically consists of one or two alleles giseveral loci (e.g.,
short tandem repeat loci). The DNA type d from
mitochondrial DNA is described in relatj the revised
Cambridge Reference Sequence (Natw&enetics 1999, 23, 147).
Also known as a DNA type.

A database record that in@% DNA profile as well as data
e

required to manage anrﬁpe te NDIS, i.e., the Originating
Agency ldentifier W&d rves to identify the submitting
men

agency; the Spemw entification Number; and DNA
personnel assqu ith the DNA profile analyses.

N\

A biol @sample from a known individual (commonly a

huspaad Or consensual partner), other than the alleged perpetrator
m, which is analyzed for purposes of identifying those

. %e ons of a forensic DNA profile attributable to the alleged

rpetrator. This DNA profile for this specimen category may
be stored at the state and/or local levels but is not eligible for
upload to NDIS. Such samples are considered to be evidentiary.

A person: (1) in the service of the applicable federal, state or local
government, subject to the terms, conditions and rules of
federal/state/local employment and eligible for the
federal/state/local benefits of service; or (2) formerly in the service
of a federal, state, or local government who returns to service in the
agency on a part time or temporary basis. For purposes of a vendor
laboratory, an employee is a person in the service of a vendor
laboratory and subject to the applicable terms, conditions and rules
of employment of the vendor laboratory.

Controlled versions of Department of Forensic Biology Documents only exist electronically on the
Forensic Biology network. All printed versions are non-controlled copies.




FORENSIC BIOLOGY CODIS MANUAL

1.0 CODIS TERMS AND ABBREVIATIONS

DATE EFFECTIVE
03-24-2010

LAST REVISED APPROVED BY PAGE
04-01-2011 MARIE SAMPLES 10 OF 29

Equivalent Allele Parameter

Exact Match

Executive Law Article
49-B Section 995

Expert System

Expungement

For PCR/STR, this parameter is used to determine whether a
target allele matches a candidate allele. It is a PCR value that is
defined to be the same as another PCR allele value. Equivalent
allele values are reciprocal. For instance, at THO1,9.2=9.3 =
9.x = 10 with respect to searches. Equivalency can be set by the
administrator. During review of a candidate match, the reviewer
must check whether the values are indeed equivalent.

An association between two profiles (si %urce, fully
deconvoluted, partially deconvoluted, tures) that
concludes that the two profiles, or nents of the profiles,
are the same.
Provisions of New York @v establishing the Commission
on Forensic Science anpthe DNA Identification Index.
The software pr \r set of software programs that interprets
the data generét m DNA analysis instrument/platform in

it

accordance with¥he laboratory-defined quality assurance rules
and ac {y identifies the data that does or does not satisfy

suct: r
etion of a DNA profile at the state and/or national index
s in response to the following: (1) a court order that has

offense; (2) a court order establishing that charges were

\Q\overturned a convicted offender’s conviction for a qualifying

?S

FBI

dismissed or resulted in acquittal, or no charges were filed within
the applicable time period.

The Federal Bureau of Investigation is the federal agency
authorized by the DNA Identification Act of 1994 to issue
quality assurance standards governing forensic testing and DNA
databasing laboratories and to establish and administer the
National DNA index System (NDIS).
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FB-LDAS or LINKAGE

Forensic DNA Laboratory

Forensic DNA Profile

Forensic DNA Testing

Forensic Hit (FH)

Forensic Index

?S

Forensic Biology Local DNA Analyses System (LINKAGE) -
the Paradox DNA database used to search preliminary DNA
results for case links. LINKAGE contains both casework non-
mixture profiles and suspect profiles.

Any forensic laboratory operated by the state or unit of local
government that performs forensic DNA testing on crime scene
evidence or materials derived from the hy body for use as
evidence in a criminal proceeding or for es of
identification (Executive Law sectio@ )

A DNA profile generated from
evidence. These profiles are
not known with certainty o left DNA at the scene of a
crime or whose DNA \gs cafried away from the scene of a
crime. These profiIQ\\g&)ut in the CODIS specimen category
“Forensic Unknof. Profiles in this category are stored in the
CODIS indexﬂv as “Forensic STR Index”.

esting of crime scene
ersons whose identities are

Any tegt mploys techniques to examine DNA derived from
the hu ody for purpose of providing information to resolve
ISS f identification (Executive Law section 995(2)).

$ IS case disposition when two or more forensic samples are

N
)

Inked; also called a case-to-case hit.

A Forensic Index consists of DNA profiles originating from and
associated with evidence found at crime scenes. For example,
evidence associated with a crime scene includes DNA that may
be carried away from a crime scene. The Forensic Index contains
the specimen categories Forensic Unknowns and Forensic
mixtures; and at the New York State level, Low Copy Number
samples.
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Forensic Mixture

Forensic Match Letter

Forensic Obligate Index

Forensic STR Index

Forensic Sample

Forensic Unknown

A specimen category in the CODIS software that is stored in the
Forensic Index and originates from a forensic sample (biological
sample found at the scene of a crime) that contains DNA
contributed from more than one source.

A letter from a laboratory documenting a confirmed Forensic
Match. This letter provides information regarding the
investigating agency and offender informat'@(for solved cases).

An index that contains the specimen ¢ @ry Required Alleles,
and contains six to nine loci, searc moderate stringency.
Profiles in this index are only s at SDIS, they have too
few alleles to be uploaded to

The CODIS index thatsgntaths forensic DNA records.

A biological sam%ri inating from and associated with a crime
scene. For exa% sample associated with a crime scene may
include a sa@le at has been carried away from the crime scene.

The C@specimen category for forensic DNA profiles
gengMgted from the testing of crime scene evidence. Profiles in
; cimen category are stored in the CODIS index known as

t
. A ensic STR Index.”
\

Heteroplasmy CJQ
A\
v

High Stringency

High Stringency Match

The occurrence of more than one mitochondrial DNA profile
(mitotype) arising from a particular tissue(s) within an
individual; exhibiting more than one base at a particular
nucleotide position.

The number of alleles and the corresponding allelic values are
the same between two DNA profiles at a given locus.

All alleles at all loci match at high stringency.

A confirmed match between two or more DNA profiles. Hits can
occur at or between any level (local, state and national) in the
CODIS hierarchy. Hits can be a Forensic Hit, an Offender Hit, an
Arrestee Hit (some states), or a Suspect Hit (Forensic Biology

only).
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Homopolymeric Regions

Hypervariable Region |

Hypervariable Region Il

Identifying Information

Index Offense

Indictment

*

The occurrence of variable lengths of the same nucleotide in a
length of mtDNA (i.e. CCCCCC), these generally occur around
the region of 16183-16193 in HV1 and 303-309, 311-315 in
HV2.

A segment of increased variability in the mitochondrial DNA
control region; the common nucleotide positions used in forensic
mtDNA typing are 16024 to 16365. \%

A segment of increased variability in %tochondrial DNA
control region; the common nuclegfi sitions used in forensic
mtDNA typing are 73 to 340. @

Information on a Convict nder’s personal characteristics
and ID numbers, e.g. npe, NYSID#, DOB, SS#, etc.
Identifying Informami rohibited in CODIS.

An offense deﬁ@u Executive Law Section 995, conviction of

which deter{in eligibility for inclusion in the State DNA
Datab

A fgmal written accusation originating with a prosecutor and
i y a grand jury against a party charged with a crime.

results in a case. Interpreting Analysts are CODIS analysts.

Interpreting Analyst Q\ orensic Biology analyst responsible for interpreting the DNA

Investigating Agen?S

Investigations Aided (1A)

Juvenile

See Submitting Agency.

A criminal investigation equates to a case, which equates to a
submission to a laboratory. An investigation aided for a
casework laboratory is the number of cases submitted to the lab
that were assisted by CODIS. Investigations aided =
Investigations assisted = Cases aided = Cases assisted.

The known sample from a juvenile (as that term is defined by the
relevant jurisdiction) who is required by state law to provide a
DNA sample for analysis and entry into a state DNA database.
The DNA profile for this specimen category is stored in a
Convicted Offender Index.
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Keyboard Search

Keyboard Search Request

Keyboard Search Result
Letter

Known Sample

Laboratory

LDAS

A manual search of CODIS initiated by a CODIS user. In SDIS
or NDIS the search is initiated by the SDIS or NDIS Custodian.
In LDIS the search is done by a member of the CODIS group.

A request from an agency for a keyboard search of the DNA
Databank at LDIS, SDIS or NDIS. This letter includes all of the
information relating to the DNA profile, the requesting agency
and certification of the control values. %

A letter from the Databank Coordinat
(match/no match) of the Keyboard

Biological material whose@@br type is established.

umenting the results

Examples of known samp Id be a buccal specimen from a
victim or suspect; or ap?rf) contributed by the close biological
relative of a missingpgerson.

A facility: (1)% ing at least two full time employees who are
qualified DNA andlysts; and (2) having and maintaining the
capabil'ty&rform the DNA analysis of forensic and/or casework
referené\ ples at that facility.

T cal DNA Analysis System, a Paradox database which

. § ains the local DNA profiles. The LDAS for Forensic Biology
\ ontains casework non-mixture (or deduced) forensic DNA
C\JQ profiles generated from casework and DNA profiles from
& suspects developed during the course of criminal investigations.
?\ This database is commonly called “LINKAGE.”
LDIS The Local DNA Index System contains the DNA records
selected from LDAS for searching for DNA matches and (for

those eligible) for inserting into higher level (SDIS and NDIS)
CODIS indexes.

LDIS also contains DNA records for profiles not suitable for
entry into LINKAGE, such as non-deduced mixtures or partial
profiles.
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LAB-TYPES A database which contains DNA profiles from Department of

Legal (sample)

Legal Index

LINKAGE

LINKAGE User

Forensic Biology staff, known contaminant DNA profiles, and
other DNA profiles from known individuals (such as janitorial
staff).

The known reference sample from a person whose DNA sample
is collected under applicable legal authorities, provided that
DNA samples that are voluntarily submittegssolely for
elimination purposes shall not qualify as al specimen. An
example of a Legal specimen is a sam lected from a person
found not guilty by reason of insanj 0 is required by the
relevant state law to provide a mple for analysis and
entry into a state DNA datab&¢g.(he DNA profile for this
specimen category is store®mya’Legal Index.

A Legal Index consi %DNA records of persons whose DNA
samples are coll der applicable legal authorities.

See LDAS. K

Al o’&ﬁV employee who: (1) has login access to the
LDAS{LINKAGE system and is authorized to read, add, modify

delete DNA records in it; or (2) is a qualified DNA

o Q yst responsible for producing DNA profiles stored in

Low Copy Numbe%o

Low Template DN
Analysis

Q LDAS/LINKAGE.

As defined by NDIS, based upon a laboratory’s internal
validation, any DNA typing results generated from limited
quantity and/or quality DNA template using conditions that have
demonstrated increased stochastic effects are defined as Low
Template or Low Copy DNA analyses. The stochastic effects
which may be observed in DNA samples subjected to these
conditions include allelic drop-in or drop-out, increased stutter
and increased intra-locus peak height imbalance. When used to
analyze limited quantity and/or quality DNA template below the
stochastic thresholds, Low Template or Low Copy DNA
conditions may include the following: additional amplification
cycles, post-amplification purification, reduced reaction volume,
injection enhancement by increased voltage or time, and nested
PCR.
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Low Copy Number
Specimen Category

Low Copy Number Profile

Low Stringency

Low Stringency Match

Marked/Unmarked Profile

Match

A specimen category existing at the Department of Forensic
Biology LDIS and at New York State SDIS for the purpose of
uploading and searching profiles generated using low copy
number (amplification) techniques. Such profiles are not eligible
for NDIS.

Forensic Unknown composite profiles that have been analyzed
using extra cycles during amplification. T samples are
stored in the Low Copy Number Specim egory in the
Forensic Index.

%ne allele from one profile
e allele from another profile.

For a given locus, an allelic val
is the same as an allelic valu

At least one locus matw at’low stringency.

Marked profiles { etimen Manager are profiles selected for

upload to SDIé. arked profiles are those profiles deselected
for upload t{S . Pattern and suspect profiles are unmarked.
A mat urs when CODIS makes an association between two

or DNA profiles and a confirmation is performed by
ted laboratory personnel from each affected laboratory.
e Casework Laboratory and for the purpose of match

and evaluated by an individual who is currently or was

\Q\evaluation, a high stringency match at all loci may be reviewed

?S

Match Confirmation

previously a qualified DNA analyst. At the Casework
Laboratory, a match at any loci at less than high stringency shall
be reviewed and evaluated by a DNA casework analyst currently
qualified in the technology being reviewed.

The process of determining if a potential candidate match
generated by CODIS or other database software is a true match
and should be reported to the investigating agency.
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Match Manager

Match Report

Match Stringency

Maternal Relative
Methodology E

Match Manager (MatchMan) is the CODIS module that allows
for the managing and sorting of matches discovered through the
use of CODIS. Matches are added to Match Manager by the
Searcher and Autosearcher programs.

Electronic report generated by CODIS when a potential
candidate match is made by CODIS software.

The actual locus-level stringency (low,
match. The match stringency for the
profiles is determined by the lowe -level stringency for all
loci of the match. A Match Stri is used to establish
whether or not two DNA prof§ e identified as matching. The
CODIS software supports atch Stringency levels: low,
moderate, and high. Lgw strihgency matches occur when one or
more alleles match tfsgween the target and candidate profiles at a
given locus. Mo@ e'stringency matches require all alleles to
match, but th and candidate profiles can contain a
different nu f alleles. That is, if the target profile has three
alleles sample profile has two, then two alleles must
stringency matches require all alleles to match.

match
@%Wn reference sample voluntarily provided by a maternal

ogical relative who is not a mother, child or sibling of a
reported missing person. The DNA profiles for this specimen
category are considered evidentiary and are stored in the
Relatives of Missing Persons Index.

The term used to describe the analytical processes and procedures
used to support a DNA typing technology: for example, extraction
methods (manual vs. automated), quantitation methods (slot blot,
fluorometry, real time), typing test kit and platform (capillary
electrophoresis, real-time gel and end-point gel systems).
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Mis-match (search)

Missing Person

Missing Person Index

Mitochondrial DNA Q\
v

Mitotype

A parameter within Searcher and Autosearcher which allows for
one locus of a profile being searched to match (or not) below the
stringency level being searched, and still return the result as a
match. For instance, during a moderate search, if all but one
locus with entered alleles, in the two profiles being compared,
match at moderate or high stringency, one locus which is either a
low stringency match or not a match at all, will be displayed.
Searches allowing one mis-match are perfopmed at LDIS and
SDIS; the purpose is to identify offender, rensic matches in
spite of a possible typographical or in ational error at one
locus of any given profile. If this eter is set to “zero”,
then the match must occur with -matches at the selected
stringency in order to be ret the search.

The known reference spaple®of an individual reported missing,
voluntarily provideNTa elative or the person who filed the
missing person rm. he source of the DNA has been verified
as originating(rlﬁ e missing person and is stored in the
Missing Per&n dex. These samples are considered to be
evidenti

A ing Person Index consists of DNA records of missing
and deduced missing persons.

A small circular piece of DNA found outside the nucleus in most
cells and generally involved in the production of proteins
responsible for energy production in the body. It is inherited
maternally.

A mitochondrial DNA profile consisting of a listing of nucleotide
sequence differences from a standard reference sequence;
typically the Cambridge Reference Sequence (CRS) or revised
Cambridge Reference Sequence (rCRS). The mitotype will vary
depending upon the length of the sequence detected.
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Moderate Stringency For a given locus, a minimum number of common alleles and the

corresponding allelic values must be the same between two
profiles. The minimum number is determined by the profile with
the fewest alleles. This is the standard search stringency.

Moderate Stringency Match A match between two DNA profiles in which the locus-level
stringency match for all the loci of the match was either at
moderate or high stringency. No loci matchgel at low stringency.

NCIC National Crime Information Center.&

NCIC Miscellaneous Field The designated free text field in
information as to the locatio
produced may be placed. ™
information when a ca

DNA profile. r\

NCIC Unidentified The file in Ncﬂa%taining records for unidentified deceased
Person File persons; pe f any age who are living and unable to
ascert g identity; unidentified catastrophe victims; and
body p or CODIS purposes, the DNA profile for
uni ified persons in the Unidentified Human Remains Index
[ ed to records in the NCIC Unidentified Person File.

where identifying
DNA profiles have been
Id should also be used to enter
idat®é DNA sample does not yield a

>
NDIS éhe National DNA Index System. NDIS is one component of
\Q CODIS - the national and highest level index containing the
K DNA records contributed from participating federal, state and
?‘ local laboratories. NDIS is administered by the FBI in
accordance with the provisions of the DNA Identification Act of
1994, as amended.

NDIS receives DNA records from every lower level index and
supports the searching functions of CODIS. These DNA records
are comprised of forensic DNA profiles, convicted offender
DNA profiles, arrestee DNA profiles, DNA profiles from
missing persons and relatives, and anonymous DNA profiles
contributed to a population database.
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NDIS Standards for
Acceptance of DNA
Data

Negative Amplification
Blank

Negative Control
Negative Reagent

Blank

NIST

No Match

No Suspect Case

)
™

NYPD ?S

NYS Administrator

NYS DNA Databank

The document prepared by the FBI specifying the requirements
for DNA data to be accepted for searching and storage at the
National level. These must be reviewed by CODIS analysts
annually, and currently consist of a web-based training followed
by a quiz.

A negative control sample containing amplification reagents
without added DNA, used to detect DNA c@mination of the
amplification reagents during testing.

A specimen included in a batch of ens which, when tested
using DNA testing methods, sh eld negative test results.

A negative control sample ¢ g all testing reagents without
added DNA which is use ect DNA contamination of any
reagent during testing. '\

Stands for the N@‘Insﬁtute of Standards and Technology.

CODIS cas%:s sition for a moderate stringency candidate
match pe two cases that are not a true match.

1. Qcase with no suspect listed. This is determined by

@ ecking all paperwork associated with the evidence
submission and case contacts.

A case in which DNA testing has been conducted and the

listed suspect(s) have been excluded.

Stands for the New York (City) Police Department.

The New York State Administrator is responsible for the
oversight and approval of CODIS functions at the state level.
This includes supervising the SDIS custodian.

The New York State Identification Index as used throughout
Executive Law Section 995, which is comprised of DNA profiles
in the Offender STR Index, the Forensic STR Index, the
Unidentified Humans Index, the Missing Person Index and the
Relatives of Missing Persons Index.
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NYSID Number

Obligate Allele

Offender

Offender Duplicate

Offender Hit (OH)

Offender Laboratory

Offender Match Letzr

The New York State Identification Number. A unique number
assigned to a person upon fingerprinting. NOTE: This number is
only applicable to New York State Convicted Offenders, other
states have their own identifiers for offenders and arrestees.

See “Required Allele”.

An individual who is required by statute to gebmit a sample for

DNA analysis and databasing. The term ; der” includes
individuals who are convicted or arre r a crime or juveniles
adjudicated delinquent for an offe required by state or

federal law to provide a DNA s e*for analysis and

databasing. h&

CODIS case dispositiopzwheh the same offender matches a case
more than one time ﬁﬁt duplicate testing of the offender. This
also serves as a (J@'ty ontrol of the database.

CODIS cas%(ilis sition when a DNA profile generated from
crime idence in an open case (case with no conviction)
mat hmnvicted offender profile (or arrestee) at SDIS or
ND

o @Iaboratory responsible to NDIS for a DNA profile developed
Q\ rom a sample provided by a known offender. The offender

laboratory for the State of New York is located at and
administered by the New York State Police Laboratory.

A letter from NY'S DCJS (for state convicted offender matches)
or the offender lab (offender matches at NDIS) documenting a
confirmed Offender Match. Provides the offender’s identifying
information and the investigating agency. It is used by the
agency investigating the case to obtain a court order to acquire
another biological sample from the convicted offender for
comparison to crime scene evidence.
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ORI

Other

Ownership

*

N\
&
?\

Partial Match

Paternal Relative

Stands for Originating Agency Identifier. Unique laboratory
identification number that associates a specimen with a particular
laboratory (OCME - NY030011K).

The CODIS specimen category that the Department of Forensic
Biology uses for forensic DNA profiles generated from the
testing of crime scene evidence that are known to match other
forensic DNA profiles in the LINKAGE anghtor LDIS databases;
one of which has already been uploaded &upper levels of

CODIS. These (pattern) profiles are ed for upload to
SDIS and only get searched in LI@E and/or LDIS.

Ownership occurs when any ollowing criteria are
applicable:

(1) The originating I oratory will use any samples, extracts or
any materlals e vendor laboratory for the purposes
of forenS|c (| e. a vendor laboratory prepares an

extract tm be analyzed by the originating laboratory);
(2) The 0 ﬁ ng laboratory will interpret the data generated
ndor laboratory;

(3) ginating laboratory will issue a report on the results

é[the analysis; or
(@ he originating laboratory will enter or search a DNA
profile in CODIS from data generated by the vendor
laboratory.

An association between two single-source (clean or fully
deconvoluted profiles), showing similarities but short of an exact
match, that suggests that the source of an evidentiary profile is
potentially a relative of the source of the other, partially
matching, profile. Partial matches are inadvertent, and may be
found at the local, state, or national levels (through comparison
at the bench, LINKAGE, or CODIS searches).

The known reference sample voluntarily provided by a paternal
biological relative who is not a father, child or sibling of a
reported missing person. The DNA profiles for this specimen
category are considered evidentiary and are stored in the
Relatives of Missing Person Index.
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Pending A CODIS disposition choice used temporarily while awaiting the
final results from a confirmed match from the investigating
agencies.
Perpetrator The individual who commits a crime. The identity of the

Personally Identifiable
Information

Platform

Positive Human DNA Control

perpetrator may or may not be known to the police.

Information that includes, but is not limited4e, names, dates of
birth, and social security numbers used t ify individuals.
Personally identifiable information do %( include information
derived from the examination of t% sample.

The type of analytical system Qiliggt to generate DNA profiles
such as capillary eIectroph@eal-time gel, and end-point gel
instruments or systems.

A known referer@ﬂ\ sample traceable to the NIST standard
reference mat(FfLf which the DNA profile is known, and is
used to demgnstifte the acceptable performance of a DNA test.

Popstats CODI§®ram available within the CODIS software to perform
statjgdcal calculations using the FBI population databases.
Privacy Act . @Iation which determines what information can be entered
[

Q\ to CODIS in order to protect the rights of the individual.

Proficiency Testin% K

Qualified Auditor

A quality assurance measure used to monitor performance and
identify areas in which improvement may be needed. Proficiency
tests may be classified as: (1) An internal proficiency test, which
is produced by the agency undergoing the test. (2) An external
proficiency test, which may be open or blind, is a test obtained
from an approved proficiency test provider.

A current or previously qualified DNA analyst who has
successfully completed the FBI DNA Auditor’s training course.
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Qualified DNA Analyst

Quality Assurance

Quiality Control

Reference sample

A DNA analyst who has satisfied and continues to satisfy the
experience, education, training, proficiency testing and
continuing education requirements of the FBI Director’s Quality
Assurance Standards (Standards 5 and 13), issued in accordance
with the DNA Identification Act of 1994, as well as successful
completion of a qualifying test prior to beginning casework or
databasing responsibilities.

In the Department of Forensic Biology %ﬁed DNA Analyst
is defined as an Interpreting Analyst a Criminalist Il or
higher title meeting the above requy ts.

Those planned or systemic agi ecessary to provide adequate
confidence that a product ice will satisfy given
requirements for qualit)\

The day-to-day '}bnal techniques and activities used to

fulfill requirerﬁ% f quality.

A case ﬁference sample is biological material obtained
from a n individual and collected for purposes of

co ison to forensic samples. Also known as an exemplar or
DNA sample.

Relatives of Missing \%onsists of DNA records from the biological relatives of
Person (Index) CJQ

?S

individuals reported missing and from the missing person.
Exemplars submitted for purposes of identifying a missing
person, received in the laboratory for DNA testing purposes, will
be treated as evidence.
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Requesting Laboratory

Required Allele

Required Alleles Specimen
Category

Revised Cambridge
Reference Sequence (rCRS)

“Scientific Reason”

SDIS

*

SDIS Custodian ?30

Search

Search Stringency
Parameters

A laboratory that sends a request to the SDIS or NDIS Custodian
to search SDIS or NDIS.

Specific designated alleles of a specimen are required to match in
order for CODIS to declare a match. Required alleles are
attributable to the perpetrator in a mixture, and are designated
with a “+.” Only one allele per locus can be so designated.

A specimen category of forensic unkno %/or forensic
mixtures which can have up to one all rked as an obligate,
per locus. Samples in this categor nly searched at LDIS
and SDIS, not NDIS.

A revision of the standard@wce (CRS) used in mitochondrial
DNA typing. '\

A statement that @ts a search using fewer than the required
minimum of EﬂL i at the state or national level, such as the
apparent presendd of mixtures, sample degradation or limited

sampleaye@bility.

Th te DNA Index System. The State’s repository of DNA
r under the control of state authorities. SDIS is typically
entral point of contact between all New York State local

Q\ abs and NDIS. (See also Convicted Offender Laboratory).

An employee or designee of the New York State Police
responsible for, among other duties, maintaining SDIS, fulfilling
technical requirements of CODIS and proper operation of the
computer hardware on which the DNA Databank resides.

A method for comparing target and candidate profiles to see if
any match.

Allows the user to define the number of alleles per locus that
the target profile and candidate profile must have in common. It
is a user-defined setting that is used as a filter to report locus
matches of equal or higher stringency (see Low Stringency,
Moderate Stringency, High Stringency).
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Search Results

Searcher

Specimen/Sample

Specimen Category

Specimen ID

Specimen Manager

?S

Spouse

Spouse Index

After CODIS determines that two or more DNA profiles match,
an electronic report is generated by CODIS and is distributed to
the laboratories responsible for the matching profiles.

Searcher is an application within the CODIS suite of software
products. It provides a means of locating specific DNA profiles
by searching the profiles within the CODIS indexes for potential
matches to a target DNA profile. %

The biological sample (for example,
cells) that is the object of DNA an
forensic identification or statlst

semen or epithelial
or purposes related to
ulation sampling.

Used to classify a DNA p@nd determine into which index a
specimen can be transf; For example, unidentified person,
forensic unknown awxi copy number categories will be
inserted into the c index.
Identificati (lfber associated with a DNA profile entered into
éﬁtem. Specimen ID numbers must be unique and
ger than 24 characters. The OCME Department of

the CO

can e%

Forgmsic Biology uses a standard format which is explained in
4.1 of this manual.

>
Q\ pecimen Manager (SpecMan) is a CODIS module that provides

a simplified, central interface for managing specimens (DNA
records). In SpecMan, views of specimens can be created using
different criteria, specimens can be marked/unmarked for upload
and uploads can be sent.

The known reference sample voluntarily provided by a
presumptive parent of a common child. The DNA profiles for
this specimen category are considered evidentiary and are stored
in the Spouse Index.

A Spouse Index consists of the DNA records of a presumptive
parent of a common child of a missing person.
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Statute of Limitation

Stringency

Subject Index

Submission Form

*

A statutory provision which sets forth the maximum period of
time that can lapse after a criminal act occurs for it to be taken to
court. If that maximum time period passes and the perpetrator
has not been formally charged for the criminal act, then he or she
never can be.

Stringency levels define the number of alleles_that must match in
order to produce a match (low, moderat \ h).

An Index in the State DNA Datab contains samples from
convicted offenders seeking ear I&ase from prison or parole,
probation instead of prison, argain to a lesser offense or
those participating in the ent of Correctional Services’
discretionary program ’h{t reSults in early release of the offender
into the community.r\

The DNA Da %Specimen Submission Form. This form,

which contagns tw€ bar code number of the offender’s sample, is

submit e convicted offender laboratory along with the

offepdeRBNA sample. This form contains the offender’s

ide ing information, and the facility responsible for the
collection.

Submitting Agency éhe agency that submitted evidence to a forensic DNA crime
Q0

N
Suspect

laboratory. The submitting agency is responsible for
investigating crimes.

An individual whose identity is known to the police and who is
alleged to be the perpetrator of a crime. Exemplars collected
from a suspect, such as blood or buccal specimens, or pseudo-
exemplars such as cigarette butts or soda bottles, received in the
laboratory for DNA comparison purposes, are considered
evidentiary.
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Suspect Case

Target DNA Profile

Technical Leader

Technology

Unidentified Human
(Remains) Index

Unidentified Person .
QN
v
Upload

User

1. Acase in which DNA has been conducted and the listed
suspect(s) have been included.

2. A case with a suspect listed and no DNA analysis has been
performed to exclude them.

A target profile is a DNA profile for which you are trying to find
a matching DNA profile. This profile is submitted by a criminal
justice agency for the purpose of searching ggainst DNA profiles
maintained by SDIS and NDIS which co@ﬂtch an indexed

DNA profile. 0

An employee who is accountab e technical operations of
the laboratory and who is au d to stop or suspend
laboratory operations.

The type of forensic@analysis performed in the laboratory,
such as RFLP, S TR, or mitochondrial DNA.

Consists of Iglfecords from recovered living persons (for
example, ren who can’t and others who can’t or refuse to
identi selves), and recovered dead persons (including their
bod’bgrts and tissues) whose identities are not known.

$ DNA profile developed from the recovered deceased

including body parts and tissue) or an individual who is
unidentified (for example, children who can’t and others who
can’t or refuse to identify themselves). The DNA profile for this
specimen category is stored in the Unidentified Human
(Remains) Index.

The transfer of electronic data from a lower level of CODIS
(LDIS or SDIS) to an upper level (SDIS or NDIS).

Personnel who have login access to CODIS and/or qualified
DNA analysts who are responsible for producing the DNA
profiles stored in NDIS.
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User Defined 1, 2, 3

Use and Dissemination
Agreement

Warm match/hit

CODIS case dispositions that can be defined by the user in the
event that the others are not appropriate.

User Defined 1 is not used in OCME’s LDIS.

User Defined 2 is generally used when a forensic sample hits an
additional sample taken from the same offender which the
forensic sample had hit previously. This is defined by agreement
among all the NY labs.

User Defined 3 is generally used when %ic sample hits a
known sample at SDIS which turns o a victim, witness,
consensual partner or other elimin &ample which was unable
to be obtained for in-house testi rensic samples involved in
matches/hits of this type are
This disposition is also th
match resolutions. ThipdispOsition is defined as needed by the
LDIS lab upon concb(en e by SDIS.

gtlﬂent allowing the transfer of Databank
m one agency to another. This document

An official
informati

contai irements for the confidentiality and dissemination
of information and procedures for laboratories participating
[ and NDIS.

>

ﬁ warm match occurs when CODIS DNA profiles match based

C\JQ on prior knowledge. A typical example is when DNA profiles
from several cases match that were submitted to the laboratory as

?‘ a pattern, or when a suspect exemplar submitted for a particular

case matches that case.
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9 NYCRR Part 6192

ASCII

Accreditation

Administrative removal

Allele

Arrestee Index

Autosearcher

The policy which provides for the establishment and operatian,of
the DNA Identification Index in New York State.

American Standard Code for Information Interchange, “Text-
only, with no formatting such as tabs, bold or underlining.

Formal recognition that a DNA laboratory is competent and
meets or exceeds a list of standards, includipg the'FBI Director’s
Quiality Assurance Standards, to perfor ic tests by a
nonprofit professional association of s actively involved in
forensic science that is nationally@ized within the forensic

science community in accordantQ%Z ith.the provisions of the

Federal DNA IdentifiCation U.S.C.814132) or
subsequent laws.

The deletiomof %record upon verification of the fact that
the DNA reco(dt/ tieligible for inclusion in SDIS and/or

's\OK

In qﬁical genetics, one of the alternate forms of the gene at a
;ﬁ, lar locus. In DNA analysis, the term “alleles” is

o $ monly extended to include DNA fragments of variable

\ ength, and/or sequence which may have no known

C\JQ transcriptional product but are detected in a polymorphic system.

Arrestee ?S

The known sample from a person who has been arrested and in
accordance with the law of the applicable jurisdiction is required
to provide a DNA sample for analysis and entry into a state DNA
database. The term “arrestee” includes persons who have been
charged in a formal criminal instrument, such as an indictment.

An Arrestee Index consists of DNA records of persons who have
been arrested or indicted with a crime and are required by law to
provide DNA samples.

A CODIS program that automatically searches all DNA profiles
in a user specified index against all profiles in one or more other
user specified indexes.
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Biological Child The known reference sample voluntarily provided by an adult

Biological Father/Mother

Biological Sibling

Cambridge Reference

?S

child or provided with the parental/guardian consent for a minor
child of a reported missing person. The DNA record forthis
specimen category is stored in the Relatives of Missing Rerson
Index.

known reference samples provided volu by the biological
father/mother of a reported missing p Profiles in this
specimen category are considered tiary and are stored in
the CODIS index known as “ReJatyes.of Missing Persons

Index.” These DNAprofile oved once the individual for
whom the sampleswere s d-has been identified.

The CODIS specimen category for DNA reSes generated from
%I

The CODIS specimeﬁ%@gory for DNA profiles generated from
known referencem s\yprovided voluntarily by the biological
sibling of a repojt issing person. Profiles in this specimen
category, aregcon¥fdered evidentiary and are stored in the CODIS
index &s “Relatives of Missing Persons Index”. This
DNA is removed once the individual for whom this

sa was-submitted has been identified.

%% CRS.,IS the standard sequence used in mitochondrial

Sequence \
)

NA\typing to which other mitochondrial DNA types are
compared. Mitochondrial DNA profiles are reported as
differences from the standard reference sequence [Anderson, S.,
et'al. Sequence and organization of the human mitochondrial
genome. Nature 1981; 290:457-465].
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Candidate Match A possible match between two or more DNA profiles discovered

by CODIS software. A qualified DNA analyst from each
affected laboratory must verify a candidate match. Candidate
matches must complete a confirmation process befere.being
reported as a match or hit.

Candidate Profile A DNA profile matching the target DNA profile,(se€ target DNA
profile). %

Case Disposition The final outcome (confirmed convicti fender hit, forensic
hit, etc.) of a criminal case aided b IS.

Case Report A report generated hy a fore '@ooratory documenting the
results of the analysestofit e-scene evidence.

Casework Laboratory A forensic DNA Iabb%tco responsible for DNA profiles
developed frem e Scene evidence.

CJIS-WAN The FB¥’S ifn](al Justice Information Services Wide Area
Netwo rovides communications network for the United
States forcement community. Originally designed to

sup the-ntegrated Automated Fingerprint Identification
(FARIS), the FBI is expanding the scope of the CJIS-
o tospclude all federal, state and local crime laboratories
Q\participating in the National DNA Index System.
O

CMF Cammon Message Format, an ASCII text file format necessary

?S for importing data into CODIS.
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CODIS The COmbined DNA Index System administered by the FBI|

CODIS Administrator

CODIS Core Loci

&
CODIS Informatioy

Technology (IT) User

CODIS Custodian/Supervisor

CODIS links DNA evidence obtained from crime scenes, thereby
identifying serial criminals. CODIS also compares crime-scene
evidence to DNA profiles obtained from offenders, thereby
providing investigators with the identity of the putative
perpetrator. In addition, CODIS contains profilesfrom missing
persons, unidentified human remains and relatives of missing

persons. 6
(@NA Index System

(LDIS), used by individual laborat he State DNA Index
System (SDIS), used at the stat to serve as a state’s DNA

database containing DNA pr&&il€s/from LDIS laboratories; and
the National DNA {ndex (NDIS), managed by the FBI as
the nation’s DNA-datalpgse, containing all DNA profiles uploaded
by participating staW\

A member of @DIS staff with administrative rights in
CODIS-s dffin by the CODIS Supervisor. This is a defined

There are three levels of CODIS: the

role wighi software.

Th utosemal DNA loci that are accepted and required by
fora-particular DNA testing method. Currently the STR
I

0\% oCihare CSF1PO, D13S317, D16S539, D18S51, D21S11,

351358, D5S818, D7S820, D8S1179, FGA, THO1, TPOX, and
VWA D19S433, D2S1338, Penta E and Penta D are accepted
but not searched, as they are NOT CODIS core loci.

A government employee of a CODIS laboratory who has login
access to the CODIS system for computer hardware/software and
telecommunications maintenance purposes but who is not
authorized to add, modify or delete DNA records in CODIS.

A member of the CODIS staff responsible for overseeing the
CODIS system and all its functions (also called “LDIS
Custodian™). This person fulfills the role of Casework CODIS
Administrator as defined by the FBI QA Standards.
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CODIS User A government employee who: (1) has login access to the COBIS

CODIS User Plus

Contract Laboratory

Control Certification Form

Cold Hit

Composite DNA Profile

*

S
N

?S

system and is authorized to read, add, modify or delete DNA
records in CODIS; or (2) is a qualified DNA analyst regspensible
for producing DNA profiles stored in NDIS. This isadefined
role within the software.

An CODIS User who has also been granted the ability to edit the
assigned analyst of a profile. This is a labogatory-defined role
within the software. \

analyses under contract to a foreaSi¢ faboratory.

A laboratory, usually in the privat;@r, that performs DNA

This document certifies th@ositive human DNA control(s)
and the negative contrc)ﬁatl fy. the requirements established by
m

NIST. One docume t be completed and submitted annually
to the SDIS Cust@n efore DNA profiles can be uploaded into

SDIS. (1/

Two'B, files matching with no prior indication that the
profile elated.

profile generated by combining typing results from
ITferentloci obtained from multiple injections of the same
amplified sample and/or multiple amplifications of the same
DNA extract. When separate extracts from a given evidentiary
item are combined prior to amplification, the resulting DNA
profile is not considered a composite profile.
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Convicted Offender

Convicted Offender Index

Convicted Offender Lab

Convicted Offender Sample

The CODIS specimen category for a DNA profile generated
from any person who has been convicted of a crime in federal,
state, and/or local courts where the applicable law permits
establishment of a DNA record for this person. In New*Y.ork
State, this is a person convicted of one of the crimes listed in
Executive Law, Section 995(7). Profiles in this specimen
category are stored in the CODIS index known as the “Convicted
Offender Index” (or Offender Index). As o%ne 2006, all
convicted felons in New York must give ple to the

database. 0

A Convicted Offender Index co Sof DNA records from
offenders convicted of qualifiy até crimes and juveniles
required by the relevantj 10A to provide DNA samples.

A forensic DNA Iabbgt[o responsible for DNA profiles
developed frem victed Offender samples. In New York
State, this Is tife York State Police Forensic Investigation
Centepin Alpany

A b'olé@@sample containing DNA that is collected from a
des@ted convicted offender for the purpose of DNA profiling.

Convicted Offender Profile « $ NA ‘profile generated from a convicted offender sample.
h

D
O
v

Conviction Match

ese.DNA profiles are put into the CODIS specimen category
“Conyicted Offender” and are stored in CODIS index known as
the “Convicted Offender Index.” These profiles establish an
index of DNA identification records that are searched for
matches against the DNA profiles generated from crime scene
evidence.

The DNA profile generated from crime scene evidence matches a
DNA profile from a convicted offender, but the offender has
already been convicted of the crime for which that evidence
was collected.
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Criminal Justice Agency A criminal justice agency is an agency or institution of the

federal, state, or local government, other than the office ofithe
public defender, which performs as part of its principalfunction,
activities relating to the apprehension, investigation,prosecution,
adjudication, incarceration, supervision or rehabilitationof
criminal offenders. For purposes of participation/in the National
DNA Index System, the DNA Identification Act,of 1994 was

amended by Public Law 106-546 to includesheSecretary of
Defense in accordance with 10 U.S.C. 8§

Criminal History Record Documents generated by DCJS th in arrest, charges,
conviction, sentence, location a tifying information of a

convicted offender. §
DAO Stands for Distriet Attqﬁz’ Office. There is one in each of the
five boroughs‘ef Neﬁ\Y oMk Gity.

Databank Coordinator An employee G@nee of the Division of Criminal Justice
Services,respondble for administrative requirements related to
the Ne é‘State DNA Databank.

DCJS Stagas, for Pivision of Criminal Justice Services. Acts as a
I between local New York laboratories and the New York
o e Police Laboratory. DCJS manages the program responsible
\ or collection of offender samples in New York State, handles
\Q requests to expedite samples and database searches and handles
legal requests for convicted offender information.

L
DCJS Match Letter E A letter generated by DCJS after a match between a forensic
DNA profile and a New York State Police convicted offender
profile has been confirmed. The purpose of this letter is to notify
the laboratory of a confirmed match, provide case and agency
information, the identity of the offender, and current offender
location.

The DCJS Match Letter is provided to the DAO’s upon request.

Controlled versions of Department of Forensic Biology Documents only exist electronically on the
Forensic Biology network. All printed versions are non-controlled copies.



FORENSIC BIOLOGY CODIS MANUAL

1.0 CODIS TERMS AND ABBREVIATIONS

DATE EFFECTIVE
03-24-2010

LAST REVISED APPROVED BY PAGE
07-28-2010 MARIE SAMPLES 8 OF 27

Deduced Missing Person

Detainee

Detainee Index

DNA Analysis Backlog
Elimination Act

DNA Analyst

The CODIS specimen category for DNA profiles generated frem
examining reference samples (for example, toothbrush, hair
brush) of a reported missing person. Profiles in this spectmen
category are considered evidentiary and are stored inthe.CODIS
Missing Person Index. This index is searched and compared
against the Relatives of Missing Persons Index and the
Unidentified Human (Remains) Index.

The known sample from a non-United S \@J.S.) person
detained under the authority of the U. % required by law to
provide a DNA sample for analysi ntry into a state/national
DNA database. @

Detainee Index consists @ records from non-United States
(U.S.) persons detaineg\yndet. the authority of the U.S. and
required by law. to pw a DNA sample.

Authorized th(t%tion of DNA samples from persons
convicted ofsspeMtied Federal Felony offenses, certain District of
Columgi\ victed offenders, and military offenders.

An loyee,that has successfully completed the laboratory’s
t requirements for casework or database, known or
work reference sample analysis, passed a competency test,

with the FBI’s Quality Assurance Standards for Forensic DNA

\Q\and had entered into a proficiency testing program in accordance

?S

DNA Databank

Testing or DNA Databasing Laboratories. This individual
conducts and/or directs the analysis of samples, interprets data
and reaches conclusions. See also, Interpreting Analyst;
Qualified DNA Analyst.

The New York State Identification Index (as used throughout
Executive Law Section 995) comprised of DNA profiles in the
Convicted Offender index, the Forensic index and the Missing
Persons index.
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DNA ldentification Act DNA Identification Act of 1994; 42 U.S.C. 814132, as amended

by the DNA Analysis Backlog Elimination Act of 2000, the
Justice for All Act of 2004 and the DNA Fingerprint Aetof
2005.

DNA Profile The combination of DNA alleles carried by a particular
individual at a specified set of genetic loci which permits the
DNA of that individual to be distinguishablg=trom the DNA of
another individual.

DNA Record A database record that includes th profile as well as data
required to manage and operate J.e., the Originating
Agency Identifier which ser entify the submitting
agency; the Specimen Ide@ion Number; and DNA
personnel associated Wh DINA profile analyses.

N

Elimination Sample A biological sﬂ%rom a known individual (commonly a
husband,or-gonséfisual partner), other than the alleged perpetrator
or Victi ich is analyzed for purposes of identifying those
portjo forensic DNA profile attributable to the alleged
pergexator~This DNA profile for this specimen category may

ed(at:the state and/or local levels but is not eligible for
o ad te NDIS. Such samples are considered to be evidentiary.

Equivalent Allele Paran@ For PCR/STR, this parameter is used to determine whether a
target allele matches a candidate allele. It is a PCR value that is
?‘ defined to be the same as another PCR allele value. Equivalent
allele values are reciprocal. For instance, at THO1,9.2=9.3 =
9.x = 10 with respect to searches. Equivalency can be set by the
administrator. During review of a candidate match, the reviewer
must check whether the values are indeed equivalent.

Executive Law-Asticle Provisions of New York State law establishing the Commission
49-B Section.995 on Forensic Science and the DNA Identification Index.
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Expert System

Expungement

FBI

FB-LDAS or LINKAGE

The software program or set of software programs that interprets
the data generated from DNA analysis instrument/platformsin
accordance with the laboratory-defined quality assuraneescules
and accurately identifies the data that does or does netsatisfy
such rules.

The deletion of a DNA profile at the state and/ox, national index
levels in response to the following: (1) a cqettiarder that has
overturned a convicted offender’s convi r a qualifying
offense; (2) a court order establishing@harges were
dismissed or resulted in acquittal, harges were filed within
the applicable time period. 6

The Federal Bureau of In@lion is the federal agency
authorized by the-DNANdentification Act of 1994 to issue
quality assurance stwar governing forensic testing and DNA
databasing laborgidwes*and to establish and administer the

National DNA(I'l/ System (NDIS).

Forensj gi)?ogy Local DNA Analyses System (LINKAGE) -

the\Par NA-Uatabase used to search preliminary DNA

resyrts\for easelinks. LINKAGE contains both casework non-
e profiles and suspect profiles.

>
Forensic DNA Laborator@ny forensic laboratory operated by the state or unit of local

?30

Forensic DNA Profile

government that performs forensic DNA testing on crime scene
evidence or materials derived from the human body for use as
evidence in a criminal proceeding or for purposes of
identification (Executive Law section 995(2)).

A DNA profile generated from the testing of crime scene
evidence. These profiles are from persons whose identities are
not known with certainty and who left DNA at the scene of a
crime or whose DNA was carried away from the scene of a
crime. These profiles are put in the CODIS specimen category
“Forensic Unknown”. Profiles in this category are stored in the
CODIS index known as “Forensic STR Index”.
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Forensic DNA Testing

Forensic Hit (FH)

Forensic Index

Forensic Mixture

Forensic Match Letter

Any test that employs techniques to examine DNA derived fram
the human body for purpose of providing information to résolve
issues of identification (Executive Law section 995(2));

CODIS case disposition when two or more forensi¢,samples are
linked; also called a case-to-case hit.

A Forensic Index consists of DNA profilwmaﬂng from and

associated with evidence found at crime . For example,
evidence associated with a crime scen des DNA that may
be carried away from a crime scen Forensic Index contains

the specimen categories Forensi owns and Forensic
mixtures; and at the New Yo %e fevel, Low Copy Number
samples.

A specimen categorrgt CODIS software that is stored in the
Forensic Index afiaNgriginates from a forensic sample (biological
sample found% ceng of a crime) that contains DNA
contriputed-$ronsmore than one source.

A Iette’(@ a laboratory documenting a confirmed Forensic

Ma Thissletter provides information regarding the
i gating-agency and offender information (for solved cases).

>
Forensic Obligate Index \Q\&n index that contains the specimen category Required Alleles,

v
Forensic STR Index

Forensic Sample

Forensic Upknewn

and contains six to nine loci, searched at moderate stringency.
Profiles in this index are only searched at SDIS, they have too
few alleles to be uploaded to NDIS.

The CODIS index that contains forensic DNA records.

A biological sample from a crime scene or crime scene evidence.
DNA testing of these samples generates forensic DNA profiles.

The CODIS specimen category for forensic DNA profiles
generated from the testing of crime scene evidence. Profiles in
this specimen category are stored in the CODIS index known as
“Forensic STR Index.”
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Heteroplasmy

High Stringency

High Stringency Match

Homopolymeric Regions

Hypervariable Region |

Hypervariable Region Il Q\

Identifying Information

Index Offense

The occurrence of more than one mitochondrial DNA profile
(mitotype) arising from a particular tissue(s) within an
individual; exhibiting more than one base at a particular
nucleotide position.

The number of alleles and the corresponding allelic values are
the same between two DNA profiles at a given locus.

All alleles at all loci match at high strin

A confirmed match between two or m A profiles. Hits can
occur at or between any level (loc S&e and national) in the
CODIS hierarchy. Hits can be a@sic Hit, an Offender Hit, an
Arrestee Hit (some states), o ect Hit (Forensic Biology
only).

The occurrence, of.vIxjabl® lengths of the same nucleotide in a
length of mtBN . CECCCC), these generally occur around
the regiol of xﬂ/ 6193 in HV1 and 303-309, 311-315 in

HV2.
\S

AS rﬁb@f inCréased variability in the mitochondrial DNA
con&\region; the common nucleotide positions used in forensic
r@ typing are 16024 to 16365.

segment of increased variability in the mitochondrial DNA
control region; the common nucleotide positions used in forensic
mtDNA typing are 73 to 340.

Information on a Convicted Offender’s personal characteristics
and ID numbers, e.g. name, NYSID#, DOB, SS#, etc.
Identifying Information is prohibited in CODIS.

An offense defined in Executive Law Section 995, conviction of
which determines eligibility for inclusion in the State DNA
Databank.
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Indictment A formal written accusation originating with a prosecutor and

issued by a grand jury against a party charged with a crime.

Interpreting Analyst Forensic Biology analyst responsible for interpreting-the.DNA
results in a case. Interpreting Analysts are CODIS ‘analysts.

Investigating Agency See Submitting Agency.

Investigations Aided (1A) A criminal investigation equates to a cas \Q%ch equates to a
submission to a laboratory. An investi aided for a
casework laboratory is the number es submitted to the lab
that were assisted by CODIS. | fiyations aided =

d'= Cases assisted.

Investigations assisted = Ca§

Juvenile The known sample frop\alju enile (as that term is defined by the
relevant jurisdictionNywho¥is required by state law to provide a
DNA sample for@y iS\and entry into a state DNA database.
The DNA pm% this'specimen category is stored in a
Convieted Qffersder, Index.

Keyboard Search A anﬁ&&arch of CODIS initiated by a CODIS user. In SDIS
or S the-sgarch is initiated by the SDIS or NDIS Custodian.
I S thessearch is done by a member of the CODIS group.

>
Keyboard Search Reques‘Q\ request from an agency for a keyboard search of the DNA
c) Databank at LDIS, SDIS or NDIS. This letter includes all of the

information relating to the DNA profile, the requesting agency

?‘ and certification of the control values.
Keyboard Search Result A letter from the Databank Coordinator documenting the results
Letter (match/no match) of the Keyboard Search.
Known Sample Biological material whose identity or type is established. An

example of a known sample is a sample contributed by the close
biological relative of a missing person.
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Laboratory

LDAS

LDIS

LAB-TYPES

*

S
N

Legal (sample) ?S

Legal Index

A facility: (1) employing at least two full-time employees whe.
are qualified DNA analysts and (2) having and maintaining.the
capability to perform the DNA analysis of forensic and/or
casework reference samples, or on database and/or knewn
samples, at that facility.

The Local DNA Analysis System, a Paradox database which

contains the local DNA profiles. The LDASAQrdorensic Biology
contains casework non-mixture (or dedu
profiles generated from casework and
suspects developed during the cou
This database is commonly call

profiles from
riminal investigations.
KAGE.”

The Local DNA Index Sy@ontains the DNA records
selected from LBAS f¢\§ar hing for DNA matches and (for
those eligible)sfor iWin Into higher level (SDIS and NDIS)

CODIS indexes.Q

LDIS alsoepntalfsiDNA records for profiles not suitable for
entryi téVKAGE, such as non-deduced mixtures or partial
prof'leg\

ase'which contains DNA profiles from Department of

nsic\Biology staff, known contaminant DNA profiles, and

other"\DNA profiles from known individuals (such as janitorial
staff).

The known reference sample from a person whose DNA sample
is collected under applicable legal authorities, provided that
DNA samples that are voluntarily submitted solely for
elimination purposes shall not qualify as a Legal specimen. An
example of a Legal specimen is a sample collected from a person
found not guilty by reason of insanity who is required by the
relevant state law to provide a DNA sample for analysis and
entry into a state DNA database. The DNA profile for this
specimen category is stored in a Legal Index.

A Legal Index consists of DNA records of persons whose DNA
samples are collected under applicable legal authorities.
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LINKAGE See LDAS.

LINKAGE User

Low Copy Number or
Low Template DNA
Analysis

A laboratory employee who: (1) has login access to the
LDAS/LINKAGE system and is authorized to read, addymodify
and/or delete DNA records in it; or (2) is a qualified DNA
analyst responsible for producing DNA profiles stered in
LDAS/LINKAGE.

As defined by NDIS, based upon a Iabor}s& internal
validation, any DNA typing results ge d from limited
guantity and/or quality DNA temp ing conditions that have
demonstrated increased stochast cts are defined as Low
Template or Low Copy,DN ses. The stochastic effects
which may be observed in samples subjected to these
conditions include.allepg drop-in or drop-out, increased stutter
and increased intra—hS eak height imbalance. When used to
analyze limited tity and/or quality DNA template below the
stochasti¢ threﬁm€  Low Template or Low Copy DNA
conditions fude the following: additional amplification
cycles, &nplificaﬁon purification, reduced reaction volume,
injg%iép& ancement by increased voltage or time, and nested

Low Copy Number $ ecimen category existing at the Department of Forensic

Specimen Category

Low Copy Number Profile

Low Stringency:

Low Stringency Match

iology LDIS and at New York State SDIS for the purpose of
uploadmg and searching profiles generated using low copy
number (amplification) techniques. Such profiles are not eligible
for NDIS.

Forensic Unknown composite profiles that have been analyzed
using extra cycles during amplification. These samples are
stored in the Low Copy Number Specimen Category in the
Forensic Index.

For a given locus, an allelic value for one allele from one profile
Is the same as an allelic value for one allele from another profile.

At least one locus matches at low stringency.
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Marked/Unmarked Profile

Match

Match Confirmation

Match Manager

Match Stringency ?S

Marked profiles in Specimen Manager are profiles selected for
upload to SDIS. Unmarked profiles are those profiles deselected
for upload to SDIS. Pattern and suspect profiles are unmarked.

A match occurs when CODIS makes an association\between two
or more DNA profiles and a confirmation is performed by
designated laboratory personnel from each affected laboratory.
At the Casework Laboratory and for the pugeose of match
evaluation, a high stringency match at al ay be reviewed
and evaluated by an individual who L@wtly or was
previously a qualified DNA analys Casework

Laboratory, a match at any |OCI than high stringency shall
be reviewed and evaltated g A casework analyst currently

qualified in the technelog reviewed.
The process of dete |f a potential candidate match
generated bynC other database software is a true match

and should be@b d to the investigating agency.

Match I (MatchMan) is the CODIS module that allows
for mglng and sorting of matches discovered through the
use OD1#S:»Matches are added to Match Manager by the
er;and-Autosearcher programs.

\%Iectronlc report generated by CODIS when a potential

Match Report \Q

candidate match is made by CODIS software.

The actual locus-level stringency (low, moderate or high) for a
match. The match stringency for the match between two DNA
profiles is determined by the lowest locus-level stringency for all
loci of the match. A Match Stringency is used to establish
whether or not two DNA profiles are identified as matching. The
CODIS software supports three Match Stringency levels: low,
moderate, and high. Low stringency matches occur when one or
more alleles match between the target and candidate profiles at a
given locus. Moderate stringency matches require all alleles to
match, but the target and candidate profiles can contain a
different number of alleles. That is, if the target profile has three
alleles and the sample profile has two, then two alleles must
match. High stringency matches require all alleles to match.
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Maternal Relative

Mis-match (search)

Missing Person

*

S
N

Missing Person Int&S

Mitochondrial DNA

The known reference sample voluntarily provided by a maternal
biological relative who is not a mother, child or sibling of &
reported missing person. The DNA profiles for this specimen
category are considered evidentiary and are stored in-the
Relatives of Missing Persons Index.

A parameter within Searcher and Autosearcher which allows for
one locus of a profile being searched to matgh (er'not) below the
stringency level being searched, and stil the result as a
match. For instance, during a modera ch, if all but one
locus with entered alleles, in the t iles being compared,
match at moderate or high strin vone locus which is either a
low stringency match’or not at all, will be displayed.
Searches allowing @ne. mi are performed at LDIS and
SDIS; the purpose.isitgndenttiy.offender and forensic matches in
spite of a possibletylsographieal or interpretational error at one
locus of any givm le._ If this parameter is set to “zero”,
then the matcifl'f ccur with no mis-matches at the selected
stringengy i{)r to be returned by the search.

Thekn eference sample of an individual reported missing,
volymsarily.provided by a relative or the person who filed the
persen report. The source of the DNA has been verified
riginating from the missing person and is stored in the
Missing Persons Index. These samples are considered to be
evidentiary.

A'Missing Person Index consists of DNA records of missing
persons and deduced missing persons.

A small circular piece of DNA found outside the nucleus in most
cells and generally involved in the production of proteins
responsible for energy production in the body. It is inherited
maternally.
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Mitotype A mitochondrial DNA profile consisting of a listing of nuclegtide

Moderate Stringency

Moderate Stringency Match

NCIC

NCIC Miscellaneous Field

*

sequence differences from a standard reference sequence;
typically the Cambridge Reference Sequence (CRS) orgrevised
Cambridge Reference Sequence (rCRS). The mitotype will vary
depending upon the length of the sequence detected.

For a given locus, a minimum number of commign alleles and the
corresponding allelic values must be the sanse between two
profiles. The minimum number is deter \ y the profile with
the fewest alleles. This is the standard %h stringency.

A match between two DNA profileg th.which the locus-level
stringency match forall the he match was either at
moderate or high stringen loci matched at low stringency.

National Crime Infd{a}m Center.
g)v&e text field in NCIC where identifying

The design

inform ti& to the location where DNA profiles have been
produe y be“placed. This field should also be used to enter
inf tiop-when a candidate DNA sample does not yield a
rofile:

NCIC Unidentified \Qéhe file in NCIC containing records for unidentified deceased

Person File
L
v

NDIS

petsons; persons of any age who are living and unable to
ascertain their identity; unidentified catastrophe victims; and
body parts. For CODIS purposes, the DNA profile for
unidentified persons in the Unidentified Human Remains Index
is related to records in the NCIC Unidentified Person File.

The National DNA Index System. NDIS is one component of
CODIS - the national and highest level index containing the
DNA records contributed from participating federal, state and
local laboratories. NDIS is administered by the FBI in
accordance with the provisions of the DNA Identification Act of
1994, as amended.
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NDIS Standards for
Acceptance of DNA
Data

Negative Amplification
Blank

Negative Control

Negative Reagent

NDIS receives DNA records from every lower level index and
supports the searching functions of CODIS. These DNA récords
are comprised of forensic DNA profiles, convicted offender
DNA profiles, arrestee DNA profiles, DNA profiles from
missing persons and relatives, and anonymous DNA profiles
contributed to a population database.

The document prepared by the FBI speci
for DNA data to be accepted for searchi
National level. These must be review
annually, and currently consist of

by a quiz. @
A negative control sample@lning amplification reagents

without added DNA, u'ﬁto etect DNA contamination of the
amplification reagerNju ingitesting.

A specimen irﬁl% In @ batch of specimens which, when tested
using BINAgestif imethods, should yield negative test results.
A neggjt trol sample containing all testing reagents without

ip€ the' requirements
storage at the

ODIS analysts

ased training followed

Blank added which'is used to detect DNA contamination of any
rea%during testing.

NIST N \Qg{ds for,the National Institute of Standards and Technology.

No Match C\JQ CQDIS case disposition for a moderate stringency candidate
match between two cases that are not a true match.

No Suspect Case E

NYPD

1. A case with no suspect listed. This is determined by
checking all paperwork associated with the evidence
submission and case contacts.

2. Acase in which DNA testing has been conducted and the
listed suspect(s) have been excluded.

Stands for the New York (City) Police Department.
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NYS Administrator

NYS DNA Databank

NYSID Number

Obligate Allele

Offender

The New York State Administrator is responsible for the
oversight and approval of CODIS functions at the state level.
This includes supervising the SDIS custodian.

The New York State Identification Index as used thioughout
Executive Law Section 995, which is comprised of DINA profiles
in the Offender STR Index, the Forensic STR Index, the
Unidentified Humans Index, the Missing P@n Index and the
Relatives of Missing Persons Index. ®\

er. A unique number
thng. NOTE: This number is
onvicted Offenders, other
or'offenders and arrestees.

The New York State Identificatio
assigned to a person upon finge
only applicable to New,Yor

states have their ownident™y

See “RequiredvAlel '\

An individual Q required by statute to submit a sample for
DNA analysis ad databasing. The term “offender” includes

indivi 0 are\convicted or arrested for a crime or juveniles
adjudi elinguent for an offense and required by state or
fed law-te, provide a DNA sample for analysis and

ing.

mare than one time due to duplicate testing of the offender. This

Offender Duplicate Q\%ODIS case disposition when the same offender matches a case

Offender Hit (OH) E

Offender Labpratery

also serves as a quality control of the database.

CODIS case disposition when a DNA profile generated from
crime scene evidence in an open case (case with no conviction)
matches a convicted offender profile (or arrestee) at SDIS or
NDIS.

The laboratory responsible to NDIS for a DNA profile developed
from a sample provided by a known offender. The offender
laboratory for the State of New York is located at and
administered by the New York State Police Laboratory.
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Offender Match Letter

ORI

Other

Paternal Relative

?30

Pending

Perpetrator

Personally Identifiable
Information

A letter from NYS DCJS (for state convicted offender matches)
or the offender lab (offender matches at NDIS) documenting a
confirmed Offender Match. Provides the offender’s identifying
information and the investigating agency. It is used bysthe
agency investigating the case to obtain a court ordex tojacquire
another biological sample from the convicted offender for
comparison to crime scene evidence.

identification number that associates imen with a particular

Stands for Originating Agency ldentifie \gﬁue laboratory
laboratory (OCME - NY030011K) éé

Biology uses for forensic rofiles generated from the
testing of crime seene w\ ntesthat are known to match other
forensic DNA%profi e LINKAGE and/or LDIS databases;
one of which ha‘ been uploaded to the upper levels of
CODIS. Them rn) profiles are unmarked for upload to
SDIS and'e searched in LINKAGE and/or LDIS.

The CODIS specimen cat(w[ the Department of Forensic
e

Thekn eference sample voluntarily provided by a paternal
blo%a relative who is not a father, child or sibling of a
d.missing person. The DNA profiles for this specimen

\$ gorysare considered evidentiary and are stored in the

elatives of Missing Person Index.

A CODIS disposition choice used temporarily while awaiting the
final results from a confirmed match from the investigating
agencies.

The individual who commits a crime. The identity of the
perpetrator may or may not be known to the police.

Information that includes, but is not limited to, names, dates of
birth, and social security numbers used to identify individuals.
Personally identifiable information does not include information
derived from the examination of the DNA sample.
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Positive Human DNA Control A known reference DNA sample traceable to the NIST standard

Popstats
Privacy Act

Proficiency Test

Qualified DNA Analyst

?30

Quality Assurance

Quality Control

Relatives of Missing
Person (Index)

reference material for which the DNA profile is known, and is
used to demonstrate the acceptable performance of a DNA test.

CODIS program available within the CODIS software to’perform
statistical calculations using the FBI population databases.

Regulation which determines what informa'@ can be entered
into CODIS in order to protect the rights individual.

Proficiency testing is a quality ass measure used to
monitor performance and ident% eas/in which improvement

may be needed. §
A DNA analyst who\hgssatisfied and continues to satisfy the

experience, educatidi, training, proficiency testing and
continuing educ%r uirements of the FBI Director’s Quality
Assurance Staﬁiﬁ (Standards 5 and 13), issued in accordance
with the,DNA Idénhtification Act of 1994, as well as successful
completi a qualifying test prior to beginning casework or
datapa sponsibilities.

I epartment of Forensic Biology a Qualified DNA Analyst
fined as an Interpreting Analyst who is a Criminalist Il or

\Q\hlgher title meeting the above requirements.

Those planned or systemic actions necessary to provide adequate
confidence that a product or service will satisfy given
requirements for quality.

The day-to-day operational techniques and activities used to
fulfill requirements of quality.

Consists of DNA records from the biological relatives of
individuals reported missing and from the missing person.
Exemplars submitted for purposes of identifying a missing
person, received in the laboratory for DNA testing purposes, will
be treated as evidence.
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Requesting Laboratory

Required Allele

Required Alleles Specimen
Category

Revised Cambridge
Reference Sequence (rCRS)

“Scientific Reason”

SDIS

*

SDIS Custodian ?30

Search

Search Stringeney
Parameters

A laboratory that sends a request to the SDIS or NDIS Custoghian
to search SDIS or NDIS.

Specific designated alleles of a specimen are requireg<tosmatch in
order for CODIS to declare a match. Required alleles are
attributable to the perpetrator in a mixture, and are,designated
with a “+.” Only one allele per locus can be so'designated.

A specimen category of forensic unkno %l/or forensic
mixtures which can have up to one all rked as an obligate,
per locus. Samples in this categor nly searched at LDIS
and SDIS, not NDIS.

A revision of the standard@wce (CRS) used in mitochondrial
DNA typing. '\

A statement'that @ts a search using fewer than the required
minimum of Eﬂ} irat the state or national level, such as the
apparent, presendd of mixtures, sample degradation or limited

samplegayeability:

Th te DNA- Index System. The State’s repository of DNA
r underthe control of state authorities. SDIS is typically
entral point of contact between all New York State local

Q\ abs and*NDIS. (See also Convicted Offender Laboratory).

An employee or designee of the New York State Police
responsible for, among other duties, maintaining SDIS, fulfilling
technical requirements of CODIS and proper operation of the
computer hardware on which the DNA Databank resides.

A method for comparing target and candidate profiles to see if
any match.

Allows the user to define the number of alleles per locus that
the target profile and candidate profile must have in common. It
is a user-defined setting that is used as a filter to report locus
matches of equal or higher stringency (see Low Stringency,
Moderate Stringency, High Stringency).
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Search Results

Searcher

Specimen/Sample

Specimen Category

Specimen ID

Specimen Manager

?S

Spouse

Spousesndex

After CODIS determines that two or more DNA profiles mateh,
an electronic report is generated by CODIS and is distributed to
the laboratories responsible for the matching profiles.

Searcher is an application within the CODIS suite of saftware
products. It provides a means of locating specifiec\DNA profiles
by searching the profiles within the CODIS indexes for potential
matches to a target DNA profile. %

The biological sample (for example,
cells) that is the object of DNA an
forensic identification or statlst

semen or epithelial
or purposes related to

Used to classify a DNA p@nd determine into which index a
specimen can bg-transf; Far example, unidentified person,
forensic unknown aW%i copy number categories will be
inserted intosthe cuindex.
Identificati (lfber associated with a DNA profile entered into
é&stem. Specimen ID numbers must be unique and
ger'than 24 characters. The OCME Department of

the CQ

can e%

Forgisic Bielogy uses a standard format which is explained in
4(1 ef'this manual.

>
Q\ pecimen Manager (SpecMan) is a CODIS module that provides

a simplified, central interface for managing specimens (DNA
records). In SpecMan, views of specimens can be created using
different criteria, specimens can be marked/unmarked for upload
and uploads can be sent.

The known reference sample voluntarily provided by a
presumptive parent of a common child. The DNA profiles for
this specimen category are considered evidentiary and are stored
in the Spouse Index.

A Spouse Index consists of the DNA records of a presumptive
parent of a common child of a missing person.
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Statute of Limitation

Stringency

Subject Index

Submission Form

*

A statutory provision which sets forth the maximum perioghof
time that can lapse after a criminal act occurs for it to he*taken to
court. If that maximum time period passes and the perpetrator
has not been formally charged for the criminal act, then ke or she
never can be.

Stringency levels define the number of alleles that must match in
order to produce a match (low, moderat \ h).

An Index in the State DNA Datab contains samples from
convicted offenders seeking ear I€ase from prison or parole,
probation instead of prison, argain to a lesser offense or
those participating in‘the ent of Correctional Services’
discretionary program w reSults in early release of the offender
into the community.r\

The DNA Da %Specimen Submission Form. This form,

which,contagns tw€ bar code number of the offender’s sample, is

submit e convicted offender laboratory along with the

offendeRMENA sample. This form contains the offender’s

ide ingAnformation, and the facility responsible for the
colleetion.

Submitting Agency éhe agency that submitted evidence to a forensic DNA crime
Q0

N
Suspect

laboratory. The submitting agency is responsible for
investigating crimes.

An individual whose identity is known to the police and who is
alleged to be the perpetrator of a crime. Exemplars collected
from a suspect, such as blood or buccal specimens, or pseudo-
exemplars such as cigarette butts or soda bottles, received in the
laboratory for DNA comparison purposes, are considered
evidentiary.
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Suspect Case

Target DNA Profile

Unidentified Human
(Remains) Index

Unidentified Person

Upload N

N\

&
v

User

1.  Acase in which DNA has been conducted and the listed
suspect(s) have been included.

2. A case with a suspect listed and no DNA analysisrhas been
performed to exclude them.

A target profile is a DNA profile for which you are trying to find
a matching DNA profile. This profile is submitted by a criminal
justice agency for the purpose of searching ggainst DNA profiles
maintained by SDIS and NDIS which co@ﬂtch an indexed

DNA profile. 0

Consists of DNA records from @red living persons (for
example, children who can’t ers who can’t or refuse to
identify themselves),'and @red dead persons (including their
body parts and tissues)hose. identities are not known.

The DNA profil@ped from the recovered deceased
(including bo and tissue) or an individual who is
unidentifiedgforxample, children who can’t and others who
can’te r&o to identify themselves). The DNA profile for this
spe im% egory’is stored in the Unidentified Human
(Regains) Andex.

%transfer of electronic data from a lower level of CODIS
D

IS or SDIS) to an upper level (SDIS or NDIS).

Petsonnel who have login access to CODIS and/or qualified
DNA analysts who are responsible for producing the DNA
profiles stored in NDIS.
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User Defined 1, 2, 3

Use and Dissemination
Agreement

Warm match/hit

CODIS case dispositions that can be defined by the user in the
event that the others are not appropriate.

User Defined 1 is not used in OCME’s LDIS.

User Defined 2 is generally used when a forensic samplerhits an
additional sample taken from the same offender which the
forensic sample had hit previously. This is defined by agreement
among all the NY labs.

User Defined 3 is generally used when %ic sample hits a
known sample at SDIS which turns o a victim, witness,
consensual partner or other elimin g&ample which was unable
to be obtained for in-house testipg\Forensic samples involved in
matches/hits of this type are moved from the database.
This disposition is als@ th -all” for all other uncommon
match resolutions... Thipndisp@sition is defined as needed by the
LDIS lab upon concb(en e by SDIS.

gtl(ent allowing the transfer of Databank
m onhe agency to another. This document

An official
informati

contai irements for the confidentiality and dissemination
of infermation and procedures for laboratories participating
[ and-NDIS.

>

ﬁ warm'match occurs when CODIS DNA profiles match based

C\JQ on.prior knowledge. A typical example is when DNA profiles
from several cases match that were submitted to the laboratory as

?‘ a’pattern, or when a suspect exemplar submitted for a particular

case matches that case.
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Forensic Biology CODI S Overview

The Department of Forensic Biology will enter DNA profiles from evidentiary items into
LINKAGE and LDIS in accordance with departmental, New York State and FBI CODIS
procedures. These profiles will be compared to DNA profiles from other Forensic
Biology cases. The information in LDIS must either be eligible for entry into the New
York State SDIS or be unmarked for upload (such as pattern or suspect profiles).

The primary requirement for a DNA profile to be entered in S and NDIS is that it
be from an item of evidence that reasonably could be ex d to contain the alleles of
the perpetrator. To attempt to eliminate the possibilit alleles being from the
victim or other non-perpetrator, there must be a go h effort to obtain the necessary
victim exemplars or other elimination samples. g partment of Forensic Biology

considers two requests for such exemplars or'§dihation samples, separated in time by a
minimum of two weeks, to satisfy the “goocN{ith requirement.

NOTE: DNA profiles are eligible for LQSOA E and/or LDIS only if a crime has been
committed. If a case has been deeﬁI{ be unfounded by the NYPD, no DNA profile
generated in that case is eIigibIe{r try.

Forensic DNA profiles in D&\Q be compared to all other forensic DNA profiles in
LDIS. After upload to SD¥3ythey will be compared to profiles contained within the New
York State SDIS. Tho A profiles eligible for NDIS will be uploaded to NDIS and
compared to profile% n NDIS.

Candidate mat@vill be subjected to a confirmation process, including review of the
associated.c e(s) and data. After a forensic-forensic, forensic-offender, forensic-
arrestee, %nsic-suspect match has been confirmed, the New York City Police
Department*and the appropriate District Attorney’s Office(s) will be notified.

Missing persons candidate matches will be subjected to a confirmation process, including
review of the associated case file(s) and data. After the match has been confirmed, the
Medical Examiner of record and the OCME Identification Unit will be notified.

The Department of Forensic Biology will track the usefulness of the CODIS databanking
program with the assistance of the Office of the Criminal Justice Coordinator, Offices of
the District Attorney and the New York City Police Department.
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2.3

24

Combined DNA Index System (CODIYS)

COmbined DNA Index System (CODIS) is the Federal Bureau of Investigation Program
that refers to the entire system of DNA indexes (convicted offender index, forensic index,
etc.). CODIS is a hierarchy of DNA databases from forensic laboratories around the
United States maintained at the Local, State and National levels. It contains DNA
profiles of individuals previously convicted of serious crimes as well as forensic DNA
profiles (collected from items of evidentiary value). Suspect pgefiles may be maintained
and searched at the local level only. Its function is to ident] A matches between
convicted individuals and forensic DNA profiles as well a matches between
forensic DNA profiles. As of January 2003, all 50 sta erto Rico, Guam and 2
federal labs participate in CODIS. The goal of CO js*to provide investigative
assistance to law enforcement investigators ir@

Forensic Biology L ocal DNA Analysis Sys'@t DASor LINKAGE)

The Department of Forensic BioIoW@tains a Local DNA Analysis System (LDAS or
LINKAGE). This is a Paradox databa®€ of DNA profiles generated during the analysis of

cases. LINKAGE does not mixed profiles or DNA profiles from convicted
offenders. It does contain D ofiles from suspects identified during the investigation
of offenses. LINKAGE is gMintained separately from the CODIS software. Its function
is to identify potential | its quickly before case completion so that these cases may

be expedited. A

Seealso Secticz@\

CODIS LOX| DNA Index System (LDIYS)

The CODIS Local DNA Index System (LDIS) contains forensic DNA records selected
from LINKAGE as well as forensic mixture profiles, missing person profiles, and
relatives of missing person profiles. LDIS may contain suspect profiles, which are not
eligible for SDIS or NDIS. One function of LDIS is to search for DNA matches
involving mixture profiles (not previously identified in LINKAGE) as well as those
matches already identified through LINKAGE. It also serves to select eligible profiles
for submission to the higher levels of the CODIS hierarchy.

See also Section 4.5.
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2.5

2.6

2.7

CODI S State DNA Index System (SDIYS)

The CODIS State DNA Index System (SDIS) contains the DNA records from all local
DNA laboratories within the state. SDIS is the next level after LDIS in the CODIS
hierarchy. It is the state’s repository of DNA identification records and is under control
of state authorities. In New York, the SDIS is maintained by the New York State Police
Forensic Investigation Center. In most states, including New York, SDIS has a Forensic
index and a Convicted Offender index. SDIS typically serves%the central point of
contact for the state and for access to NDIS. %

CODI S National DNA Index System (NDIYS) ®Q

The CODIS National DNA Index System (NDISNS the FBI-administered centralized
system of DNA identification records contriu{(:e by all state and local participating
laboratories. NDIS is the highest level ifhe €ODIS hierarchy and receives records from
every lower level and supports the se@i function of CODIS.

Next-Generation CODI S, or g(\és 6

The Next-Generation CO system is the analogous database system for Missing
Persons cases. It also ree levels (local, state and national). It contains DNA (STR
and mitochondrial) om missing persons, unidentified remains, and relatives of
missing person\@eplaced CODIS+mito in 20009.

?30

Revision History:

March 24, 2010 — Initial version of section
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Forensic Biology CODI S Overview

The Department of Forensic Biology will enter DNA profiles from evidentiary items into
LINKAGE and LDIS in accordance with departmental, New York State and FBI CODIS
procedures. These profiles will be compared to DNA profiles from other Forensic
Biology cases. The information in LDIS must either be eligible for entry into the New
York State SDIS or be unmarked for upload (such as pattern or suspect profiles).

The primary requirement for a DNA profile to be entered in S and NDIS is that it
be from an item of evidence that reasonably could be ex d to contain the alleles of
the perpetrator. To attempt to eliminate the possibilit alleles being from the
victim or other non-perpetrator, there must be a go h effort to obtain the necessary
victim exemplars or other elimination samples. appropriate, at least one such
effort should be made and documented in the record (e.g., NYPD paperwork, case

contacts, etc.) y\

NOTE: DNA profiles are eligible for LQSOA E and/or LDIS only if a crime has been
committed. If a case has been de% be unfounded by the NYPD, no DNA profile
generated in that case is eIigibIe{r try.

Forensic DNA profiles in D&\Q be compared to all other forensic DNA profiles in
LDIS. After upload to SD§3ythey will be compared to profiles contained within the New
York State SDIS. Tho A profiles eligible for NDIS will be uploaded to NDIS and
compared to profilesq& n NDIS.

Candidate mat@vill be subjected to a confirmation process, including review of the
associated.c e(s) and data. After a forensic-forensic, forensic-offender, forensic-
arrestee, %nsic-suspect match has been confirmed, the New York City Police
Department*and the appropriate District Attorney’s Office(s) will be notified.

Missing persons candidate matches will be subjected to a confirmation process, including
review of the associated case file(s) and data. After the match has been confirmed, the
Medical Examiner of record and the OCME Identification Unit will be notified.

The Department of Forensic Biology will track the usefulness of the CODIS databanking
program with the assistance of the Office of the Criminal Justice Coordinator, Offices of
the District Attorney and the New York City Police Department.
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2.3

24

Combined DNA Index System (CODIYS)

COmbined DNA Index System (CODIS) is the Federal Bureau of Investigation Program
that refers to the entire system of DNA indexes (convicted offender index, forensic index,
etc.). CODIS is a hierarchy of DNA databases from forensic laboratories around the
United States maintained at the Local, State and National levels. It contains DNA
profiles of individuals previously convicted of serious crimes as well as forensic DNA
profiles (collected from items of evidentiary value). Suspect pgefiles may be maintained
and searched at the local level only. Its function is to ident] A matches between
convicted individuals and forensic DNA profiles as well a matches between
forensic DNA profiles. As of January 2003, all 50 sta erto Rico, Guam and 2
federal labs participate in CODIS. The goal of CO js*'to provide investigative
assistance to law enforcement investigators ir@

Forensic Biology L ocal DNA Analysis Sys'@t DASor LINKAGE)

The Department of Forensic BioIoW@tains a Local DNA Analysis System (LDAS or
LINKAGE). This is a Paradox databa®€ of DNA profiles generated during the analysis of

cases. LINKAGE does not mixed profiles or DNA profiles from convicted
offenders. It does contain D ofiles from suspects identified during the investigation
of offenses. LINKAGE is gMintained separately from the CODIS software. Its function
is to identify potential | its quickly before case completion so that these cases may

be expedited. A

Seealso Secticz@\

CODIS LOX| DNA Index System (LDIYS)

The CODIS Local DNA Index System (LDIS) contains forensic DNA records selected
from LINKAGE as well as forensic mixture profiles, missing person profiles, and
relatives of missing person profiles. LDIS may contain suspect profiles, which are not
eligible for SDIS or NDIS. One function of LDIS is to search for DNA matches
involving mixture profiles (not previously identified in LINKAGE) as well as those
matches already identified through LINKAGE. It also serves to select eligible profiles
for submission to the higher levels of the CODIS hierarchy.

See also Section 4.5.
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2.5

2.6

2.7

CODI S State DNA Index System (SDIYS)

The CODIS State DNA Index System (SDIS) contains the DNA records from all local
DNA laboratories within the state. SDIS is the next level after LDIS in the CODIS
hierarchy. It is the state’s repository of DNA identification records and is under control
of state authorities. In New York, the SDIS is maintained by the New York State Police
Forensic Investigation Center. In most states, including New York, SDIS has a Forensic
index and a Convicted Offender index. SDIS typically serves%the central point of
contact for the state and for access to NDIS. %

CODI S National DNA Index System (NDIS) ®Q

The CODIS National DNA Index System (NDISMNS the FBI-administered centralized
system of DNA identification records contriu{(:e by all state and local participating
laboratories. NDIS is the highest level ifhe €ODIS hierarchy and receives records from
every lower level and supports the se@i function of CODIS.

Next-Generation CODI S, or gc\@s 6

The Next-Generation CO system is the analogous database system for Missing
Persons cases. It also ree levels (local, state and national). It contains DNA (STR
and mitochondrial) om missing persons, unidentified remains, and relatives of
missing person\@eplaced CODIS+mito in 20009.

?30
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3.1

3.2

Interpreting Analyst (Qualified DNA Analyst)

311

3.1.2

3.1.3

3.1.4

The interpreting analyst has the responsibility of determining whether or not a
DNA profile is eligible for entry into LINKAGE and/or CODIS. The FBI has
prepared a flowchart which is available to aid in the determination of CODIS
eligibility; it is available in the CODIS directory on the network.

designated supervisor (Criminalist IV), Assistant Dir CODIS Program
Manager and the CODIS support staff through th of the appropriate DNA
Profile Evaluation form or CODIS sheet foundib endix 9.1.

The interpreting analyst communicates his/her determjaation(s) to their
@;@

It is primarily the responsibility of the inte g analyst to compare appropriate
preliminary DNA profiles to those in LI , determine if there are any local
matches (either to another case or tha suspect), and expedite any needed testing.
If a pending match is confirmed, thﬁ;\ lyst must enter the appropriate data on the
DNA-HITS secure website. T -HITS entry must be reviewed before it can

be approved and notificatior(m

It is the responsibility,0 &interpretin@pa/st to alert their supervisor of any
CODIS-related actipn heir case work. Such actions would include
subsequent deter tion that a profile should be removed from CODIS (sample
known to have rom the victim, husband or boyfriend) or an incorrect
interpretation ade so a profile must be modified. The supervisor will then
alert the Wriate Assistant Director and the CODIS Program Manager. The
supervisg‘P ill ensure the appropriate paperwork is filled out and provide this
info@ to the CODIS support staff for processing.

Criminalist M1s

3.2.1 Criminalist llls are responsible for entering selected DNA profiles associated with

evidence into LINKAGE, based on the DNA Profile Evaluation forms or CODIS
sheets prepared by the Interpreting Analyst, prior to technical review of the case.
Criminalist Ills are also responsible for entering selected DNA profiles associated
with exemplars or pseudo-exemplars from suspects into LINKAGE, based on the
CODIS sheets prepared by members of the X-Team, prior to technical review of
the case.

Thisprocessis for the purpose of timely entry of DNA profilesinto LINKAGE and
is not sufficient for entry of CODISeligible DNA profilesinto LDIS,

Controlled versions of Department of Forensic Biology Manuals only exist electronically on the
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3.2.2 Any such entry must be documented by dating and initialing the section referring

to LINKAGE entry on the CODIS sheet. Since entry into LINKAGE in this
manner is neither a technical review of the case, nor an administrative review of a
report and supporting documentation, it is not necessary to note it on the
scheduled analysis form.

Criminalist IVs

3.3.1

3.3.2

3.3.3

3.34

Criminalist Vs are responsible for reviewing C oflles submitted with each
case they review for accuracy, completeness, %t specimen identification
numbers, any local matches, ensuring profil & not from elimination sources
and meet criteria for entry into CODIS. F s reviewed by Criminalist I1Vs
only (and not Assistant Directors), the @lng Criminalist IV is responsible for
transferring appropriate DNA profile% INKAGE and routing the CODIS
sheet to the CODIS support staff p& ry into LDIS.

Criminalist Vs are responsﬁ%? notifying the NYPD designee and the
appropriate DAO bureau chiefiditer completion of the match confirmation process
for local DNA matcheg gisgevered in LINKAGE. This includes ensuring that the
DNA-HITS data eng een completed.

Criminalist IVs sponsible for communication with other laboratories and
law enforce encies needed to investigate local, state, and national
confirm matches. The interpreting analyst will aid in this process.

eli on samples from victims, family members, employees of businesses or
any dther exemplars as needed. These requests go to the NYPD and/or the
appropriate district attorney’s office.

Crigi IVs are primarily responsible for requesting exemplars and
%h

Assistant Directors

3.4.1

Assistant Directors are responsible for reviewing CODIS profiles submitted with
each case they review for accuracy, completeness, correct specimen identification
numbers, any local matches, ensuring profiles are not from elimination sources
and meet criteria for entry into CODIS. This includes bringing any CODIS
considerations related to a case that may not be apparent from the CODIS sheet to
the attention of CODIS support staff.
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3.4.2 Assistant Directors are responsible for transferring appropriate DNA profiles into

3.4.3

LINKAGE and routing the CODIS sheet to the CODIS support staff for entry in
LDIS.

Assistant Directors are responsible for reviewing data required for match
confirmations and hit notifications for local matches made in LINKAGE.

CODI S Support Staff \%

3.5.1

3.5.2

3.5.3

3.54

3.5.5

' \bg the data contained in the
teness before entering data into
laced in the case file; the original

The CODIS support staff is responsible for rev
CODIS sheet submitted with each case for
LDIS. A copy of each sheet will be made
will be kept in a binder in the CODIS a

The CODIS support staff is resp(jg[ for performing autosearches of the
database, sending the New e SDIS a regularly-scheduled upload of
forensic profiles, processing@S data modifications, expungements, deletions,
monthly hit counting and %ne maintenance of the database.

The CODIS support & s responsible for the retrieval of Forensic Biology files

involved in candidﬁmatches made through the CODIS software, evaluating
andidate matcl'@ d ensuring that the appropriate agencies are notified of all

confirmed ma{@ made through the CODIS software.

Exceptio@e above are made for candidate matches involving LCN profiles

and Mi Persons/Unidentified Persons profiles. For LCN candidate matches,
thed%mation of the candidate match is done by a member of the LCN group,
with the notification done by the CODIS support staff. For MP/UP candidate
matches, both the evaluation and notification is done by a member of the Missing
Persons group.

CODIS support staff is responsible for maintaining system records including all
relevant paperwork, maintenance of all binders containing the CODIS sheets,
CODIS user information, and all other CODIS documentation. All binders will
be maintained in the CODIS area.

CODIS support staff is responsible for training system users and new CODIS staff
concerning practical CODIS issues.
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3.5.6 The LDIS database is backed up automatically, by the city’s network systems.

CODIS Administrator

3.6.1

3.6.2

A CODIS Administrator is a member of the CODIS staff with administrative
rights as defined by the CODIS Supervisor. The CODIS Supervisor, CODIS
Manager and designated members of the CODIS group as designated by the
CODIS supervisor, have Administrator rights. %

These rights include, but are not limited to: enteri flles into CODIS,
software updates, autosearches in LDIS, keyb earches in LDIS,
deleting/modifying profiles in LDIS, user ma@nce and processing uploads.

CODI S Custodian/Supervisor (Criminalist V)

3.7.1

3.7.2

3.7.3

3.7.4

3.7.5

The CODIS Custodlan/Superwso'\Ne system administrator of the laboratory’s
CODIS network. The CODI ian is responsible for overseeing all
operations of the CODIS syﬁ%hls responsibility includes, but is not limited
to: entering profiles into C§DI 7 software updates, user maintenance, processing

uploads, evaluating c e matches, hit notifications, oversight of CODIS
computer training, 8 {y=assurance and security of DNA profile data stored in
CODIS.

The CODIS % dian/Supervisor has the authority to terminate the laboratory’s
participati ODIS in the event of a problem until the reliability of the
comput@ can be assured.

?@ IS Custodian/Supervisor is the liaison between the Forensic Biology
tment and the SDIS Custodian of the New York State Police Forensic
Investlgatlon Center.

The CODIS Custodian/Supervisor is responsible for reviewing the biweekly
upload resolution, monthly hit counting and ensuring that all candidate matches
have been evaluated and dispositioned.

The CODIS Custodian/Supervisor is responsible for the oversight of maintenance
and filing of all paperwork required for NDIS participation such as proficiency
test and audit documentation.
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3.8

39

3.7.6 The CODIS Custodian/Supervisor is responsible for supervising the CODIS
support staff and ensuring that all functions associated with CODIS staff are
performed in a timely manner.

3.7.7 The CODIS Custodian/Supervisor and the CODIS Program Manager, together,
have the authority to modify or remove profiles from the database which are
causing an excessive amount of spurious (false) candidate matches.
Modifications could be accomplished by the addition ofshe obligate allele
designation to one or more loci or by other methods emed appropriate to the

sample. 0
)

3.8.1 The CODIS Program Manager is reWn ble for the supervision of the CODIS

staff. r\

3.8.2 The CODIS Program Manaﬁaﬂ%esponsible for insuring the Forensic Biology
Department is in complian{e Ah the FBI Quality Assurance standards relevant
to CODIS. O

CODI S Program Manager (Assistant Director)

3.8.3 The CODIS ProgrﬁManager is responsible for determining if there is an
acceptable neec@ quest a keyboard search at SDIS/NDIS at the request of the
NYPD or DAQY

In the atﬁe of the CODIS Program Manager, a keyboard search at SDIS/NDIS
ma* b& roved by the CODIS Custodian or a member of the management team.

Network Support Staff

3.9.1 Information technology specialists from DOITT, the city’'s computer service, are
responsible for day-to-day maintenance (including regular backups) and physical
and electronic security of the CODIS servers and other hardware.

3.9.2 Those IT staff members with access to the CODIS server must undergo the FBI
security clearance process and be added to the user list as CODIS IT users. They
are not authorized to enter profiles or manipulate them.

Revision History:

March 24, 2010 — Initial version of section
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3.1

Interpreting Analyst (Qualified DNA Analyst)

311

3.1.2

3.1.3

3.1.4

The interpreting analyst has the responsibility of determining whether or not a
DNA profile is eligible for entry into LINKAGE and/or CODIS. The FBI has
prepared a flowchart which is available to aid in the determination of CODIS
eligibility; it is available in the CODIS directory on the network.

For those cases not easily resolved through the guida provided in the
flowchart, it is important to document your reasonin etermining eligibility.
The DNA Profile Evaluation Form has an addition I?bge that should be used to
document any such reasoning.

The interpreting analyst communicates h determination(s) to their
designated supervisor (Criminalist IV), ant Director, CODIS Program
Manager and the CODIS support st@é through the use of the appropriate DNA
Profile Evaluation Form (coIquuieNkk wn as the CODIS sheet) found in
Appendix 9.1.

It is primarily the responsipility/of the interpreting analyst to compare appropriate
preliminary DNA profi hose in LINKAGE and LDIS, determine if there are

any local matches (ei another case or to a suspect), and expedite any needed
testing. If a pending™patch is confirmed, the analyst must enter the appropriate

data on the DN secure website. The DNA-HITS entry must be reviewed
before itis a d and notification made.

Itis the@nsibility of the interpretingadyst to alert their supervisor of any
COSI retated actions on their case work. Such actions would include

sub ent determination that a profile should be removed from CODIS (sample
known to have come from the victim, husband or boyfriend) or an incorrect
interpretation was made so a profile must be modified. The supervisor will then
alert the appropriate Assistant Director and the CODIS Program Manager. The
supervisor will ensure the appropriate paperwork is filled out and provide this
information to the CODIS support staff for processing.
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3.2

3.3

Criminalist I11s

3.2.1

3.2.2

Criminalist llls are responsible for entering selected DNA profiles associated with
evidence into LINKAGE, based on the DNA Profile Evaluation Forms prepared

by the Interpreting Analyst, prior to technical review of the case. Criminalist llis
are also responsible for entering selected DNA profiles associated with exemplars
or pseudo-exemplars from suspects into LDIS, based on the DNA Profile
Evaluation Forms prepared by members of the X- Teanzgrlor to technical review
of the case.

This processis for the purpose of timely entry of D f| lesinto LINKAGE and
is not sufficient for entry of CODISeligible DN Itesinto LDIS.

Any such entry must be documented @hg and initialing the section referring
to LINKAGE and/or LDIS entry on t Profile Evaluation Form. Since

entry into LINKAGE and/or LDIS |)\N manner is neither a technical review of
the case, nor an admlnlstratlveg of a report and supporting documentation,
it is not necessary to note itﬁfl/ schedule of analysis form.

Criminalist I1Vs s\oﬁ

3.3.1 Criminalist IVs Qsponsible for reviewing CODIS profiles submitted with each

3.3.2

3.3.3

case they revi r accuracy, completeness, correct specimen identification
numbers cal matches, ensuring profiles are not from elimination sources
and me iteria for entry into CODIS. For cases reviewed by Criminalist IVs

onl a& ot Assistant Directors), the reviewing Criminalist IV is responsible for
trar%wlng appropriate DNA profiles into LINKAGE and routing the DNA

Profife Evaluation Form to the CODIS support staff for entry into LDIS.
Criminalist 1Vs are responsible for notifying the NYPD designee and the
appropriate DAO bureau chief after completion of the match confirmation process
for local DNA matches discovered in LINKAGE and/or LDIS. This includes
ensuring that the DNA-HITS data entry has been completed.

Criminalist Vs are responsible for communication with other laboratories and
law enforcement agencies needed to investigate local, state, and national
confirmed CODIS matches. The interpreting analyst will aid in this process.
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3.3.4 Criminalist IVs are primarily responsible for requesting exemplars and

elimination samples from victims, family members, employees of businesses or
any other exemplars as needed. These requests go to the NYPD and/or the
appropriate district attorney’s office.

Assistant Directors

3.4.1

3.4.2

3.4.3

Assistant Directors are responsible for reviewing CODJ& profiles submitted with
each case they review for accuracy, completeness, Béft specimen identification
numbers, any local matches, ensuring profiles ar rom elimination sources
and meet criteria for entry into CODIS. This in bringing any CODIS
considerations related to a case that may nq, pparent from the DNA Profile
Evaluation Form to the attention of CODI

Assistant Directors are responsible ]Qr transferring appropriate DNA profiles into
LINKAGE and routing the DNA Pwe valuation Form to the CODIS support
staff for entry in LDIS. Q

Assistant Directors are re ptoléble for reviewing data required for match
confirmations and hit @ations for local matches made in LINKAGE and/or

LDIS. 6

CODI S Support StanQ)

3.5.1

3.5.2

N\
The C%upport staff is responsible for reviewing the data contained in the
DN e Evaluation Form submitted with each case for completeness before
ent%@ data into LDIS. A copy of each sheet will be made and placed in the
caseile; the original will be kept in a binder in the CODIS area.

The CODIS support staff is responsible for performing autosearches of the
database, sending the New York State SDIS a regularly-scheduled upload of
forensic profiles, processing CODIS data modifications, expungements, deletions,
monthly hit counting and general maintenance of the database.
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3.5.3 The CODIS support staff is responsible for the retrieval of Forensic Biology files

3.54

3.5.5

3.5.6

involved in candidate matches made through the CODIS software, evaluating
candidate matches and ensuring that the appropriate agencies are notified of all
confirmed matches made through the CODIS software.

Exceptions to the above are made for candidate matchesinvolving LCN profiles

and Missing Persons/Unidentified Persons profiles. For LCN candidate matches,

the evaluation of the candidate match is done by a mepgaber of the LCN group,
with the notification done by the CODIS support sta \g MP/UP candidate
matches, both the evaluation and notification is c@y a member of the Missing
Persons group.

CODIS support staff is responsible for m& ing system records including all
relevant paperwork, maintenance of all'R}§jers containing the DNA Profile
Evaluation Forms, CODIS user inforjqatioh, and all other CODIS documentation.
All binders will be maintained in ti}g CODIS area.

CODIS support staff is respﬁ@e for training system users and new CODIS staff
concerning practical CODIS iswles.

The LDIS databas&iéﬁgked up automatically, by the city’s network systems.

CODIS Administrator

3.6.1

3.6.2

*

A CODiI inistrator is a member of the CODIS staff with administrative

rights a; ined by the CODIS Supervisor. The CODIS Supervisor, CODIS
Mapa d designated members of the CODIS group as designated by the
Co%upervisor, have Administrator rights.

These rights include, but are not limited to: entering profiles into CODIS,
software updates, autosearches in LDIS, keyboard searches in LDIS,
deleting/modifying profiles in LDIS, user maintenance and processing uploads.
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3.7

CODI S Custodian/Supervisor (Criminalist V)

3.7.1

3.7.2

3.7.3

3.7.4

3.7.5

3.7.6

3.7.7

The CODIS Custodian/Supervisor is the system administrator of the laboratory’s
CODIS network. The CODIS Custodian is responsible for overseeing all
operations of the CODIS system. This responsibility includes, but is not limited
to: entering profiles into CODIS, software updates, user maintenance, processing
uploads, evaluating candidate matches, hit notifications, oversight of CODIS
computer training, quality assurance and security of DN profile data stored in
CODIS.

The CODIS Custodian/Supervisor has the authgxgy*to terminate the laboratory’s
participation in CODIS in the event of a prob}& ntil the reliability of the

computer data can be assured h&
The CODIS Custodian/Supervisor |& aison between the Forensic Biology
Department and the SDIS Custo the New York State Police Forensic
Investigation Center. Q

The CODIS Custodlan/S or is responsible for reviewing the biweekly
upload resolution, m m |t counting and ensuring that all candidate matches
have been evaluat d§Q ispositioned.

The CODIS Cu n/Supervisor is responsible for the oversight of maintenance
and filing of erwork required for NDIS participation such as proficiency
test and ocumentation.

Th Custodian/Supervisor is responsible for supervising the CODIS
sup%rstaff and ensuring that all functions associated with CODIS staff are
perfotmed in a timely manner.

The CODIS Custodian/Supervisor and the CODIS Program Manager, together,
have the authority to modify or remove profiles from the database which are
causing an excessive amount of spurious (false) candidate matches.
Modifications could be accomplished by the addition of the obligate allele
designation to one or more loci or by other methods as deemed appropriate to the
sample.
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3.8

39

CODI S Program Manager (Assistant Director)

3.8.1

3.8.2

3.8.3

Network Support Staff (19

3.9.1

3.9.2

The CODIS Program Manager is responsible for the supervision of the CODIS
staff.

The CODIS Program Manager is responsible for insuring the Forensic Biology
Department is in compliance with the FBI Quality Assurance standards relevant

to CODIS. %

The CODIS Program Manager is responsible for ining if there is an
acceptable need to request a keyboard searck& IS/INDIS at the request of the

NYPD or DAO. @

In the absence of the CODIS Program er, a keyboard search at SDIS/NDIS
may be approved by the CODIS Cur]‘Qdia or a member of the management team.

N

Information technolo ﬁsialists from DOITT, the city’s computer service, are
responsible for day-t maintenance (including regular backups) and physical
and electronic secy™y of the CODIS servers and other hardware.

Those IT smﬁ@g{]bers with access to the CODIS server must undergo the FBI
security ce process and be added to the user list as CODIS IT users. They
are not rized to enter profiles or manipulate them.

?S
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4.1 CODIS Identification Number (Specimen ID Number)

4.1.1 Each profile entered into CODIS will have a unique identifier. Only letters and
numbers will be used in the description. Do not use any other spaces or any other
characters, except a dash (-) when indicated below. The standardized format for
entering specimen information into CODIS is as follows:

number (last two digits of the year, followed by a da ceding a four or five
digit case number) followed by a dash. If the speq] is from a contract
laboratory the year will be preceded by a Iaborg bbreviation (Bode

The first eight to ten characters will encompass the Fogsic Biology laboratory

Technologies (BT or BTB), Cellmark Diagno CD) and Genescreen (GS)).

Vouchered items:add the last three dig he voucher followed by a dash.

Post mortem items add PM follom@the item number followed by a dash.

The final set of characters v\ﬂlbgeserved for sample type and identification:

Stained items (sheets ing, etc.add a few (usually 4 to 6) letters that
describe the ite& em number, and the stain designation followed by a
dash.

For stains wi %rential extractions the designations below will apply to the

fractions.Q\

Seﬁa@ ault kit itemsthe abbreviated descriptions below will be used:

Drted secretions swak described abS

Oral swabs or smear described a®S

Vaginal swabs or smear described a¥'S

Vulva swabs or smearsdescribed as'U

Cervical swabs or smeardescribed a€S
Sperm fraction described aSF

Epithelial fraction described aEF
Substrate/swab remains fractiol described aSR
Anal swabs or smear described aAS
Underwear described ablW
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4.1.2

4.1.3

Case type indicator the last notation is a pair of letters indicating the case type.

AS assault, attempted homicide, and related cases

BU burglary and related cases

DR drug possession and related cases

HO homicide cases

MP missing and unidentified persons cases

RO robbery, attempted robbery, and related case

SA sexual assault and related cases

WE weapons possession and related cases

AU auto theft (grand larcency auto), unau ied use of vehicle, and related cases
OT use for any case type not covered 7§e\

X

Examples r\

Example 1 case no: FBO?-OO@Oucher N123456, item #1: purple shirt, stain
1B; assault. Specimen ID naﬁt/ will be: 07-00022-456-PS1B-AS

Example 2 case no: @1257, post mortem kit item PM 2F, vaginal swab,
sperm cell fraction, h e. Specimen ID number will be: 00-1257-PM2F-

VSS--HO

Example 3 ¢ %: FB08-01034, voucher P124589, item #1B: glove, scrapings,
burglary. %{u’men ID number will be: 08-01034-589-GLSCR-BU

Ex ¥ Cellmark Diagnostics backlog case CD01-0001, voucher K321123,
sex ssault kit underwear stain 1A1, sperm cell fraction, sexual assault.
Spectmen ID number will be: CDO01-0001-123-UWI1A1SF-SA

There is a maximum limit of 24 characters for the specimen identification number
in CODIS. The above specimen identification system should not be deviated
from unless it is necessary to distinguish two samples.

Suspect profiles entered into LDIS will have specimen ID’s of the form XXX-
10-S0000. This radically different format is intended to prevent the CODIS team
and others from placing the suspect in the wrong index where it might be
accidentally uploaded.
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4.2 General Guidelines for Entering STR Profiles into CODIS (see also table at the end
of this section)

4.2.1 Procedures for determining STR typing results are detailed in the current Forensic
Biology STR manual.

4.2.2 All STR profiles that are CODIS eligible must undergo technical review prior to
entry into LDIS. The technical review includes evaluatign of associated positive
and negative controls, the eligibility of the DNA profi INKAGE and/or
CODIS, as well as ensuring that appropriate exe and/or elimination
samples have been requested at least twice.

4.2.3 All 13 core STR loci must be attempted opriate samples in order for that
sample’s data to be eligible for CODIS.

4.2.4 A minimum of 6 core loci are necb.ga for entry into CODIS in order to be
uploaded to SDIS. A minimun@l core loci are necessary in order to be

uploaded to NDIS. (1/

4.2.5 The DNA result from cus will be entered on the CODIS sheet in the form
p, g for heterozygotesiéascending order) and p, p for homozygotes (for

example, THO1 6, 6, 6).

4.2.6 In certain cir ances, a single obligate allele may be entered as p+. For
single-so@ A profiles, this is allowable only as described in section 4.3.6b.

loci ‘4 x 4 rule”). Any of the remaining core loci shall have no more than 2
alleles at each locus. NOTE: this means that a 2-allele mixture identified by peak
imbalance does notount against the rule and is not considered a mixture by the
CODIS software. Non-core loci (e.g. Powerplex Pentas or Identifiler D251338
and D19S433) daount for this rule.

4.2.7 Foi 'gﬂluixture DNA profiles shall have up to 4 alleles at a maximum of 4 core

4.2.8 Only DNA data derived from analysis of NDIS accepted PCR loci/systems shall
be entered into CODIS. NDIS accepted PCR loci/systems are referenced in the
FBI NDIS Sandards for Acceptance of DNA Data.
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4.3

4.2.9 Forensic Biology Laboratory reports that contain results eligible for entry into
CODIS contain a statement indicatitigat this information has been added to and
will be maintained in the CODIS system.

4.2.10 Currently, profiles developed using Low Copy Number amplification techniques
are not eligible for entry into NDIS. They can, however, be uploaded to NY-
SDIS for searching, via the Low Copy Number Index. Samples in this SDIS
Index are unmarked for any further upload (i.e. to NDI%

Guidelines for Entering STR Profiles Derived from Mixe @mles into CODIS (see
also table at the end of this section)

4.3.1 All mixtures refer to the situation where t@@A profile from the evidence is

composed of alleles from more than on idual.
4.3.2 A minimum of six fully-deduced | t be present in a mixture sample for the
mixture profile to be eligible fo |nto NDIS. As many loci and alleles as

possible should be mcluded(ﬁ[/ proflle submitted to the database.

4.3.3 When alocus can be rtially deduced, use of the obligate allele designator,
a “+” aids in stringenc rches by preventing some of the spurious moderate
matches possible ixed loci.

4.3.4 A locus may @signated inconclusive (“INC”) on the DNA Profile Evaluation
form or sheet at the discretion of the interpreting analyst and their
supervi an ambiguity exists at that locus (see section for Type Il mixtures
belQw Is locus, however, should still be used in the confirmation process
onc&%andidate match is made.

4.3.5 Type | mixture - the results are such that it is possible to determine/deduce a
complete profile of a contributor at 6 or more loci. The deduced profile of the
major contributor or the major component will be entered into LINKAGE and
LDIS.

Only if the allele intensities are such that the minor component can clearly be
deduced at six or more loci will the deduced DNA profile of the minor component
be entered into LINKAGE and LDIS.
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4.3.6 Type Il mixture - the results are such that it is not possible to determine/deduce a
complete profile of a contributor at all loci; the allele intensities are such that the
contributor can be deduced at some loci but not at other loci. Enter the alleles at
all deduced loci. Any loci that cannot be deduced can be entered as a mixture
with the obligate allele indicated on the CODIS sheet with a “+”. Because of
possible allele sharing, all alleles at these loci must be listed on the CODIS sheet
(even if you know they belong to the victim).

The mixture loci cannot be entered into LINKAGE b be entered into LDIS.
There are two options for entering partially known hen not all of the
possible alleles at that locus are confirmed.

Type Il mixture — option ondor entry of a i\ locus: Enter the locus as

“INC”. This may be the method of choi en your profile contains good data
at most of the loci, and the loss of ofg or two loci still leaves a profile expected to
be seen in 1 in more than a trillio g&le

Type Il mixture — option twdﬁygy of a mixture locus: If only one of the
potentially two alleles of the p#file at that locus can be determined (due to LCN
interpretation rules) o Il attempts to get results for a clearly visible but
below threshold peak failed, enter the one known allele with a “+”. This is a
CODIS method of ignating that “another allele may be present at this locus.”
The advantage ng one known allele over none or “INC” is that a match
might be fou oderate stringency, but will prevent at least most of the
spurious Wate matches which might occur if nothing at all is entered for that

locus. c)

For?&mple, a 10+ would match 9, 10; 10, 10; 10, 11... but would preclude
anytlting that contained no 10 allele, for example, 9, 9; 9, 11; 9, 12... would not
match, in contrast to an “INC”, or no entry at that locus, which would allow any
allele to appear at that locus and not be a mismatch.
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This option is only meant to enhance a limited number of loci in a profile, for
instance to enable a profile with 9 loci to meet the minimum amount (10 loci)
needed in order to be searched at NDIS instead of being stopped at SDIS. Certain
criteria must be met and documented for the CODIS group in order to justify

using this method:

= Maximum 2 loci enhanced by this method.

= A statistical significance of the profile (or deduced |
1 in greater than 500,000,000. A copy of the po
must be provided to the CODIS group with a

= This is the one and only instance on a COD,
entered in the box for that locus. The “+”

= The interpreting analyst and/or super
called upon to evaluate all candidat

searched. y\

NOTE: Since DNA profiles de@j d using Low Copy Number techniques are
not eligible for entry into NDGLf are searched only at LDIS and SDIS, as
indicated by the first criter ed above, can be waived.

1) being approximately
n statistics printout
rofile of this type.

et when a single allele is
st also be present.

bmitting such a profile may be
hes found when the profile is

4.4  Entering STR Profiles mt&AGE

4.4.1 DNA profil e entered into LINKAGE by Criminalist Ills, Criminalist Vs,
or mana tonly. DNA profiles may be entered into LINKAGE without
technic iew; however, at the time the case file receives technical review the

pre§io&i ntered DNA profiles must be checked for eligibility and accuracy.

4.4.2 LINRAGE will be maintained separately from the CODIS software in the
LINKAGE database on the Forensic Biology network.

4.4.3 LINKAGE contains STR loci from STR systems on- (or previously on-) line in
the Forensic Biology laboratory. LINKAGE does requires a minimum number of
6 loci to be entered, but requires non-mixture (oiyfdeduced) loci only be
entered.
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4.4.4 Profiles matching the victim or elimination samples (for example, a family

4.4.5

4.4.6

member or a consensual sex partner) unambiguously will not be entered into
LINKAGE. For a profile to be unambiguously attributed to the victim or
elimination sample, an exemplar must be tested and compared to the profile in
guestion. It isnot sufficient to make an assumption based on case information

that the profile in question matches the victim or consensual sex partner.

been committed. If a case has been deemed to be ded by the NYPD, no

NOTE: DNA profiles are eligible for LINKAGE and/or LBIS only if a crime has
DNA profile generated in that case is eligible for$

Local suspect profiles will be entered into LI
properly executed court order dictates ot concerning a specific sample.
When any court order or similar paper received, the OCME Legal
Department must be consulted and &vi ed a copy of the paperwork.

E and/or LDIS, unless a

Non-victim DNA profiles deriv '}n evidence that are not eligible for CODIS
entry will be entered into LINRB (for example, a profile obtained from the

clothing of a suspect). K

4,5  Entering STR Profiles int@pl

45.1

4.5.2

CODIS eligi files will be entered into LDIS by CODIS software-trained
staff only profiles entered into LDIS must fall into one of the following
CODIS ories: Forensic Unknown; Forensic Mixture; Required Alleles; Low

Per Index or the Unidentified Human (Remains) Index) or Other (see section
1.0 -CODIS Terms and Abbreviations for definitions; for procedural guidelines
on how to enter a profile into LDIS, see the FBI CODIS Training ManudFor a

list of NDIS-approved STR PCR kits, consult the current version of NDIS
Procedures.

Co% er; Suspect, Known; Missing Persons Index; the Relatives of Missing

Profiles matching the victim or elimination samples (for example. a family
member or a consensual sex partner) unambiguously will not be entered into
CODIS. For a profile to be unambiguously attributed to the victim or elimination
sample, an exemplar must be tested and compared to the profile in question. Itis
not sufficient to make an assumption based on case information that the profilein
guestion matches the victim or consensual sex partner.
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4.5.3 Profiles that are clearly unrelated to a case or crime will not be entered into

45.4

455

4.5.6

4.5.7

45.8

4.5.9

CODIS. For example, a semen profile from a condom from which a female
profile was determined and the victim is excluded as the female contributor of
DNA. This will be at the discretion of the appropriate Assistant Director and the
CODIS Program Manager. The determination can be aided using the CODIS
Guide to Determining What is Allowable for Entry into the Forensic Index at

NDIS.

Local suspect profiles reside in the LINKAGE syste %/or LDIS. Theyarenot
eligible for upload to higher levels of CODI S. 0

Entry of a profile into LDIS will be document the CODIS sheet. A copy of
the CODIS sheet will be put in the file an riginal will be filed in binders in

the CODIS area.

Upload of a profile to SDIS will be@mented by including a printout of the
CODIS Specimen Detail Repo tite case file. While secondary and later

profiles in a pattern are not % ed to SDIS, the Specimen Detail Report should
still be generated, as it ind'{at the specimen’s entry into the Pattern/Other index

at LDIS. s\o

Off ladder alleles ve or below the allelic ladder are entered as < (lowest allele
at that locus) or hest allele), respectively. The official standardized NDIS
allelic laddes c@ e found on the CODIS website.

Off lad Qleles should be entered as determined by the analysis software (e.qg.
an §Ile§ lled as 9.1 should be entered as 9.1, not 9.x).

If a discrepancy exists on a CODIS sheet (for example, writing is not legible,
reviewer’s initials are missing, the specimen ID appears incorrect or is too long)
the Interpreting Analyst (1A) or the reviewing Criminalist IV or Assistant Director
for that sheet must resolve the discrepancy betffoeedata from that sheet is
entered. Specimen ID problems may be corrected by a member of the CODIS
support staff. Interpretation issues should be discussed with the appropriate
Assistant Director.
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4.6

Modifying or Deleting an STR Profile from CODIS

4.6.1

4.6.2

4.6.3

Modification of data already entered into CODIS may be due to several reasons:

= Additional testing has been completed on the sample.
= An interpretation error was discovered regarding the profile.
= The profile could be improved by the addition of the obligate allele designator

i o

Once it has been determined that a profile must b ified in CODIS, a Profile
Modification form (see Appendix 9.2) should b out and submitted to the
CODIS staff for processing. The original Pr odification form will be
maintained in the Profile Modification for r and a copy will be placed in
the case file.

Any modification to a DNA profilep%}busly uploaded to SDIS will be
documented in the profile mod{idqtion log (see Appendix 9.3).

is later determined to limination sample, legal expungement, a
determination that th le should not have been entered into CODIS due to a
user problem (for ple, the IA has failed a proficiency test during the time the
data was gener r a systemic laboratory problem.

Reasons for administrativi fel(oval/expungement might include: a profile entered

>
Onceith \en determined that a profile must be deleted from CODIS, a CODIS
deletion (see Appendix 9.4) must be filled out and submitted to the CODIS
staff f cessing. Unless there are time restraints surrounding the deletion (for
exa&k, in response to a court order requiring it before the next local upload; if
so, ah Expungement Request letter will be sent to the SDIS custodian (see
Appendix 9.5)), the deletion will be processed with the next upload to SDIS.

The original form will be maintained in the Case Deletion/Expungement form
binder and a copy will be placed in the case file. The deletion will also be
recorded in the Upload Deletion/Expungement log (see Appendix 9.6) at the time
it is processed. The deletion portion of the reconciliation report from the upload
will also be printed and placed in the Case Deletion/Expungement form binder
confirming that the deletion was completed.
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4.7

4.8

Routine Searches of LINKAGE and LDIS

4.7.1

4.7.2

4.7.3

4.7.4

4.7.5

Interpreting analysts and their supervisors will routinely compare appropriate
preliminary DNA profiles to those in LINKAGE and LDIS.

LDIS autosearches will be conducted after the addition of new profiles into LDIS
and before an upload to SDIS. This search will serve to ensure that no intra-
laboratory DNA matches were overlooked and to track Jecal DNA hits using the
CODIS system. LDIS autosearches will be perform&he CODIS staff only.

All LDIS autosearches will be conducted at m e or high stringency using a
minimum of six loci. The default setting is rate.

Samples with 10 or more loci will also %rched, allowing one locus to have
either low-stringency or non-matchirNes Its (“one-mismatch search”).

any matches not already do ted and ensure that all proper notifications are

prepared, reviewed and made¥éxpeditiously. The CODIS group may return such

matching files to the I@supervisor who submitted the specimen, and delegate
e

All LDIS candidate matches(vg@texxamined. The CODIS staff will investigate

the match notification m.

Uploading Profiles to DISsand Search Policies

4.8.2

\ DIS profiles will be uploaded into SDIS by the CODIS staff.

w York State local DNA laboratories upload to SDIS biweekly, with
arch performed shortly thereafter. Forensic STR Index, Unidentified
emains) Index and Missing Person Index profiles containing 10 or more
loci are searched at both high and moderate stringency. Forensic STR Index,
Unidentified Human (Remains) Index and Missing Person Index profiles
containing 10 or more loci. Profiles with 6-9 loci are searched at high stringency
only unless placed in the “Required Alleles” index.

LDIS profiles for upload to SDIS will be from evidentiary samples odhyder

no circumstances will known human reference samples be uploaded to SDIS
forensic indexes. Such profiles may be entered into the Missing Persons
Index, the Relatives of Missing Persons Index or the Unidentified Human
(Remains) Index) if appropriate.
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4.8.3 Only one (1) putative perpetrator profile per Forensic Biology DNA pattern will be
uploaded to SDIS. Additional profiles from patterns will be placed in the Pattern/Other Index in
LDIS, and will be unmarked for upload.

4.8.4 Uploads to NDIS will take place as scheduled by the SDIS custodian.

49 Other Searches %

4.9.1 Only DNA profiles developed by the Department @rensw Biology may be
compared to and entered into LINKAGE. Req é‘to compare other DNA
profiles to LINKAGE will not be approved a not allowed.

4.9.2 Keyboard searches of LDIS, SDIS, an@ are only allowed of DNA profiles
derived from evidence. Keyboard s@qrches of DNA profiles from known
individuals is not allowed.

4.9.3 Keyboard search requests W%INDIS are addressed to the Databank
coordinator. This search g‘re ested through the DCJS Databank coordinator and
is executed at the disgr of the SDIS custodian.

Keyboard search r@ests of LDIS are addressed to the CODIS custodian, CODIS
Program Mana the laboratory director.

4.9.4 There ar \orted reasons a keyboard search would be requested by a laboratory.
All requ@ust be accompanied by a Justification for Keyboard Search Request

forrg ( ppendix 9.7)

ReaZn #1 The requesting laboratory wants to search a profile that does not
meet the minimum loci requirements for SDIS or NDIS entry or would not be
searched based upon SDIS or NDIS current search policy. Keyboard searches
for this reason must be, accompanied with a documented scientific reason
justifying the search (for example, apparent presence of mixtures, sample
degradation or limited sample availability). Scientific justification must
include but is not limited to a statistical significance of the profile (or deduced
loci) being approximately 1 in greater than 500,000,000. A copy of the
population statistics printout must be provided to the CODIS group with a
justification of this type.
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Reason #2 - The requesting agency wants to search a profile before the next

search in a situation where a known convicted offender is a suspect in a
particular case and there is an urgency for an expedited search. The initial
request from a Bureau Chief from one of the District Attorney’s Offices must
be submitted in written form, must be accompanied with a valid

justification for the urgency, and it must be confirmed that the suspect in
guestion is, in fact, in the databank._This confirmation is the

responsibility of the requesting agency.There must gso be a documented
conversation with an Assistant Director and appr e case information.
Case information from the DAO must include:t spect’s full name,
NYSID number, social security #, and any N}t aliases.

The following reasons are considered rgency justifications by the
Department of Forensic Biology to t a keyboard search to expedite a

CODIS search at SDIS or NDIS:

* A suspect has been arr%ﬁ\or a particular case and will be released
without the search. /ﬁh ally, there is no other evidence (eyewitness,
fingerprints, etc. ) toghol®the suspect and attempts to obtain a DNA sample
from the susp been exhausted.

» Astrong mv%:lgatlve lead has developed a suspect in a particular case
and the will lead to an arrest. Additionally, there is no other
evid eW|tness prints, etc.) to arrest the suspect and attempts to

b@. DNA sample from the suspect have been exhausted.

Even if the DAO or NYPD can confirm a potential suspect has
qualified for entry in the convicted offender databank this does
not insure the sample has been collected, processed, or entered
into the offender databank. Expedition of a convicted offender
sample by DCJS does not have to be in response to a keyboard
request. If the suspect is based on a strong investigative lead
and the investigator wants to insure the corresponding
convicted offender sample is in the offender databank before
the next routine search they should be referred to DCJS.
Investigators should always be advised to attempt to obtain a
DNA sample from the suspect and submit it directlyto

Forensic Biology.
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4.9.5

4.9.6

Reason #3- The requesting agency and/or the Department of Forensic Biology
wants to search a profile before the next search in a situation where there is an
urgency for an expedited search to attempt to identify an offender in a serious
or serial crime.

Reason #4 The requesting laboratory is not CODIS ready. This type of search
method is performed for criminal justice agencies that do not have access to
CODIS. All requests for keyboard searches from agencies that do not
have CODIS should be referred to the NYS DCJ bank coordinator.
This will enable the requesting agency to ben 'fﬁz statewide search and
avoid duplicate local searches. 3

approve keyboard search requests. Di ments between the CODIS Program
Manager and the analyst, superviso'\o; anager requesting a keyboard search
will be resolved by the laboratory Mirector.

Both the CODIS Custodian/Supervisor a$®‘CODIS Program Manager must

Once a keyboard search redﬁl%as been approved, the interpreting analyst will
fill out a Forensic Biology Key®bard Search Request form (see Appendix 9.8) and
forward it to the COD for processing. All keyboard search requests will

be processed by the S staff. If the keyboard search request is for SDIS, the
CODIS supervisor gMl discuss the request and case information with the DCJS
Databank coordi via telephone and fax the request form accordingly. The
original requ and search results will be kept in the case folder. Keyboard
searchr \ts from outside laboratories are kept in the Keyboard Search
request@er. The interpreting analyst requesting the keyboard search will

be es ible for evaluating all candidate match results from the search

wit days of receiving the results from the CODIS staff.

NOTE: Prior to faxing a Keyboard Search Request form to SDIS, the
CODIS staff will first perform an autosearch to identify any local
candidate matches.

A forensic profile may be searched at a non-CODIS databank (for example, via
Interpol). See the NDIS Procedures for further information.
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4.9.7 A non-US forensic profile may be searched at NDIS upon request to the FBI and
at their discretion. Such a profile may NOT be searched at LDIS.

Table — CODIS sheet entries for STR profiles derived from mixed samples
STR result Interpretation CODIS sheet Will match
7,8,9 deduced contributor is

9,9 9,9 ,
%%stringency)
7,8,9 deduced contributor is \>

8,9 8,9 \®0\~ 8,9

(high stringency)
7,8,9 deduced contributor is '\S ”

9,2 N

(where Z is eithera 7 or 8 5@8, 9+ 7,90r8,90r9,9

L (moderate stringency)
7,8, 9% deduced contributorg'(O‘ INC n/a
9,7 @6 or
(other non* d allele, o+ 9 plus any other allele
possibleN{roptout, or LCN (moderate stringency)

possibl€ fatse homozygote)

?)

Revision History:
March 24, 2010 — Initial version of section
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4.1  CODIS Identification Number (Specimen ID Number)

4.1.1 Each profile entered into CODIS will have a unique identifier. Only letters and

numbers will be used in the description. Do not use any other spaces or any other
characters, except a dash (-) when indicated below. The standardized format for
entering specimen information into CODIS is as follows:

The first eight to ten characters will encompass the Forensic%logy laboratory
number (last two digits of the year, followed by a dash, p g a four or five
digit case number) followed by a dash. If the specimeg m a contract

laboratory the year will be preceded by a laboratory, viation (Bode
Technologies (BT or BTB), Cellmark Diagnosti;ﬁ) and Genescreen (GS)).

Vouchered items: add the last three digits voucher followed by a dash.

Post mortem items: add PM follow$®he item number followed by a dash.

The final set of characters will Gir/grved for sample type and identification:

describe the item, t number, and the stain designation followed by a

dash. 6

For stains wit ential extractions the designations below will apply to the

fractions. \
o

ult Kit items: the abbreviated descriptions below will be used:

Se’%
Dried secretions swabs described as DS

Oral swabs or smears described as OS

Vaginal swabs or smears described as VS

Vulva swabs or smears described as VU

Cervical swabs or smears described as CS
Sperm fraction described as SF

Epithelial fraction described as EF
Substrate/swab remains fraction described as SR
Anal swabs or smears described as AS
Underwear described as UW

Stained items (sheets, h@ etc.): add a few (usually 4 to 6) letters that
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Case type indicator: the last notation is a pair of letters indicating the case type.

AS assault, attempted homicide, and related cases

BU burglary and related cases

DR drug possession and related cases

HO homicide cases

MP  missing and unidentified persons cases

RO robbery, attempted robbery, and related cases

SA sexual assault and related cases %

WE weapons possession and related cases

AU auto theft (grand larceny auto), unauthori of vehicle, and related cases
OT use for any case type not covered abov;b

4.1.2 Examples r\ §

Example 1: case no: FB07-0002 uther N123456, item #1: purple shirt, stain
1B; assault. Specimen ID nunﬁi/ | be: 07-00022-456-PS1B-AS

Example 2: case no: F 7, post mortem kit item PM 2F, vaginal swab,
sperm cell fraction, r:o . Specimen ID number will be: 00-1257-PM2F-

VSSF-HO

Example 3: ¢ ? FB08-01034, voucher P124589, item #1B: glove, scrapings,
burglary. Wen ID number will be: 08-01034-589-GLSCR-BU

Ex g)Cellmark Diagnostics backlog case CD01-0001, voucher K321123,
sex:%

sault kit underwear stain 1Al, sperm cell fraction, sexual assault.
Specitmen ID number will be: CD01-0001-123-UW1A1SF-SA

There is a maximum limit of 24 characters for the specimen identification number
in CODIS. The above specimen identification system should not be deviated
from unless it is necessary to distinguish two samples.

4.1.3 Suspect profiles entered into LDIS will have specimen ID’s of the form XXX-
10-S0000. This radically different format is intended to prevent the CODIS team
and others from placing the suspect in the wrong index where it might be
accidentally uploaded.
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4.2

General Guidelines for Entering STR Profiles into CODIS (see also table at the end
of this section)

421

4.2.2

4.2.3

4.2.4

4.2.5

4.2.6

4.2.7

4.2.8

Procedures for determining STR typing results are detailed in the current Forensic
Biology STR manual.

All STR profiles that are CODIS eligible must undergo technical review prior to
entry into LDIS. The technical review includes evaluation gf=associated positive
and negative controls, the eligibility of the DNA profile f. KAGE and/or
CODIS, as well as ensuring that appropriate exemplar r elimination
samples have been requested at least once.

All 13 core STR loci must be attempted on a @ate samples in order for that
sample’s data to be eligible for CODIS.

A minimum of 6 core loci are necess@ entry into CODIS in order to be
uploaded to SDIS. A minimum OQC e loci are necessary in order to be

uploaded to NDIS. (1/

The DNA result from e s will be entered on the DNA Profile Evaluation
Form in the form p, q f rozygotes (in ascending order) and p, p for
homozygotes (for e%le, THO1 6, 7 or 6, 6).

In certain circuﬁg{ces, a single obligate allele may be entered as p+. For
single-so profiles, this is allowable only as described in section 4.3.6b.

loci 4 x 4 rule”). Any of the remaining core loci shall have no more than 2
allelel at each locus. NOTE: this means that a 2-allele mixture identified by peak
imbalance does not count against the rule and is not considered a mixture by the
CODIS software. Non-core loci (e.g. Powerplex Pentas or Identifiler D2S1338
and D19S433) do count for this rule.

For%ﬁ&ture DNA profiles shall have up to 4 alleles at a maximum of 4 core

Only DNA data derived from analysis of NDIS accepted PCR loci/systems shall
be entered into CODIS. NDIS accepted PCR loci/systems are referenced in the
FBI NDIS Standards for Acceptance of DNA Data.
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4.3

4.2.9 Forensic Biology Laboratory reports that contain results eligible for entry into
CODIS contain a statement indicating that this information has been added to and
will be maintained in the CODIS system.

4291 When a profile is removed from CODIS for any reason, a
statement in the report must indicate that the profile was previously
searched but has been removed. Depending on the timing of the
removal, the statement may be in the initial r%rt orinan
additional report.

4.2.10 Currently, profiles developed using Low Copy Nu &émplification techniques
are not eligible for entry into NDIS. They can, r, be uploaded to NY-
SDIS for searching, via the Low Copy Numb . Samples in this SDIS
Index are unmarked for any further upload NDIS).

Guidelines for Entering STR Profiles Derh@?om Mixed Samples into CODIS (see

also table at the end of this section) Q

4.3.1 All mixtures refer to the situgtion¥fvhere the DNA profile from the evidence is
composed of alleles fro than one individual.

4.3.2 A minimum of six fymy-deduced loci must be present in a mixture sample for the

mixture profile to gible for entry into NDIS. As many loci and alleles as
possible should.@ cluded in the profile submitted to the database.

4.3.3 Whena I@an be only partially deduced, use of the obligate allele designator,
a“+”’ ¥ stringency searches by preventing some of the spurious moderate

mat%éﬂpossible at mixed loci.

4.3.4 A locus may be designated inconclusive (“INC”) on the DNA Profile Evaluation
form at the discretion of the interpreting analyst and their supervisor if an
ambiguity exists at that locus (see section for Type Il mixtures below). This
locus, however, should still be used in the confirmation process once a candidate
match is made.
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4.3.5 Type | mixture - the results are such that it is possible to determine/deduce a

4.3.6

complete profile of a contributor at 6 or more loci. The deduced profile of the
major contributor or the major component will be entered into LINKAGE and
LDIS.

Only if the allele intensities are such that the minor component can clearly be
deduced at six or more loci will the deduced DNA profile of the minor component
be entered into LINKAGE and LDIS. %

Type Il mixture - the results are such that it is not pos '@to determine/deduce a
complete profile of a contributor at all loci; the alle ?&nsities are such that the
contributor can be deduced at some loci but not loci. Enter the alleles at
all deduced loci. Any loci that cannot be ded n be entered as a mixture
with the obligate allele indicated on the D file Evaluation Form with a “+”.
Because of possible allele sharing, all aligles at these loci must be listed on the
DNA Profile Evaluation Form (even &Xo know they belong to the victim).

The mixture loci cannot be entér 0 LINKAGE but will be entered into LDIS.
There are two options for engzn artially known loci when not all of the
possible alleles at that | 0@ confirmed.

Type 1l mixture — omu one for entry of a mixture locus: Enter the locus as
“INC”. This ma gﬂ method of choice when your profile contains good data
at most of the lQQ{,"&d the loss of one or two loci still leaves a profile expected to

be seen inQ@nore than a trillion people.

Type | ure — option two for entry of a mixture locus: If only one of the

pote y two alleles of the profile at that locus can be determined (due to LCN
interpretation rules) or after all attempts to get results for a clearly visible but
below threshold peak have failed, enter the one known allele with a “+”. Thisisa
CODIS method of designating that “another allele may be present at this locus.”
The advantage of listing one known allele over none or “INC” is that a match
might be found at moderate stringency, but will prevent at least most of the
spurious candidate matches which might occur if nothing at all is entered for that
locus.

For example, a 10+ would match 9, 10; 10, 10; 10, 11... but would preclude
anything that contained no 10 allele, for example, 9, 9; 9, 11; 9, 12... would not
match, in contrast to an “INC”, or no entry at that locus, which would allow any
allele to appear at that locus and not be a mismatch.
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4.4

This option is only meant to enhance a limited number of loci in a profile, for
instance to enable a profile with 9 loci to meet the minimum amount (10 loci)
needed in order to be searched at NDIS instead of being stopped at SDIS. Certain
criteria must be met and documented for the CODIS group in order to justify
using this method:

=  Maximum 2 loci enhanced by this method.

= A statistical significance of the profile (or deduced loci) peing approximately
1 in greater than 500,000,000. A copy of the populat'@istics printout
must be provided to the CODIS group with a DNA e of this type.

= This is the one and only instance on a DNA Profi aluation Form when a
single allele is entered in the box for that loc e “+” must also be present.

= The interpreting analyst and/or superviso tting such a profile may be
called upon to evaluate all candidate m s'found when the profile is
searched.

NOTE: Since DNA profiles deve '\Jsmg Low Copy Number techniques are
not eligible for entry into NDI re searched only at LDIS and SDIS, as
indicated by the first criterio above, can be waived.

s\O

Entering STR Profiles int NKAGE

441

4.4.2

443

DNA profiles @entered into LINKAGE by Criminalist 11ls, Criminalist Vs,

or manag \)nly. DNA profiles may be entered into LINKAGE without

technicaleMNew; however, at the time the case file receives technical review the

preyio ntered DNA profiles must be checked for eligibility and accuracy.
JSA

LINKAGE will be maintained separately from the CODIS software in the
LINKAGE database on the Forensic Biology network.

LINKAGE contains STR loci from STR systems on- (or previously on-) line in
the Forensic Biology laboratory. LINKAGE does requires a minimum number of
6 loci to be entered, but requires non-mixture (or fully-deduced) loci only be
entered.
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4.5

4.4.4 Profiles matching the victim or elimination samples (for example, a family

445

4.4.6

member or a consensual sex partner) unambiguously will not be entered into
LINKAGE. For a profile to be unambiguously attributed to the victim or
elimination sample, an exemplar must be tested and compared to the profile in
question. It is not sufficient to make an assumption based on case information
that the profile in question matches the victim or consensual sex partner.

been committed. If a case has been deemed to be unfoun the NYPD, no

NOTE: DNA profiles are eligible for LINKAGE and/or LD}$ only if a crime has
DNA profile generated in that case is eligible for entry

Local suspect profiles will be entered into LINK nd/or LDIS (Suspect,
Known Index), unless:
4451 A properly executed court order s otherwise concerning a

specific sample. When any c t ofder or similar paperwork is
received, the OCME LegaR tment must be consulted and provided
a copy of the paperwor

4452 The exemplar was s d subsequent to a partial match notification
and does not matc{ ase for which it was submitted.

Non-victim DNA pr f|| |ved from evidence that are not eligible for CODIS
entry will be entere 0 LINKAGE (for example, a profile obtained from the
clothing of a s

Entering STR P@s into LDIS

45.1

CO?\ igible profiles will be entered into LDIS by CODIS software-trained
staff 8nly. The profiles entered into LDIS must fall into one of the following
CODIS categories: Forensic Unknown; Forensic Mixture; Required Alleles; Low
Copy Number; Suspect, Known; Missing Persons Index; the Relatives of Missing
Persons Index or the Unidentified Human (Remains) Index) or Other (see section
1.0 - CODIS Terms and Abbreviations for definitions; for procedural guidelines
on how to enter a profile into LDIS, see the FBI CODIS Training Manual). For a
list of NDIS-approved STR PCR Kits, consult the current version of NDIS
Procedures.
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4.5.2 Profiles matching the victim or elimination samples (for example. a family

45.3

454

45.5

4.5.6

45.7

45.8

member or a consensual sex partner) unambiguously will not be entered into
CODIS. For a profile to be unambiguously attributed to the victim or elimination
sample, an exemplar must be tested and compared to the profile in question. Itis
not sufficient to make an assumption based on case information that the profile in
question matches the victim or consensual sex partner.

ntered into
hich a female

Profiles that are clearly unrelated to a case or crime will
CODIS. For example, a semen profile from a condom
profile was determined and the victim is excluded male contributor of

DNA. This will be at the discretion of the appro e*Assistant Director and the

CODIS Program Manager. The determinatio e aided using the CODIS
Guide to Determining What is Allowable f into the Forensic Index at
NDIS. y\

Local suspect profiles reside in th€ NNKAGE system and/or LDIS. They are not
eligible for upload to higher lgvglstef CODIS.

Entry of a profile into @ill be documented on the DNA Profile Evaluation
Form. A copy of the ofile Evaluation Form will be put in the file and the
original will be filed inders in the CODIS area.

Upload of a pr SDIS will be documented by including a printout of the
CODIS Speeig¥en Detail Report in the case file. While secondary and later
profiles iQ tern are not uploaded to SDIS, the Specimen Detail Report should
stillg ated, as it indicates the specimen’s entry into the Pattern/Other index
at LRAS

Off ladder alleles above or below the allelic ladder are entered as < (lowest allele
at that locus) or > (highest allele), respectively. The official standardized NDIS
allelic ladder can be found on the CODIS website.

Off ladder alleles should be entered as determined by the analysis software (e.g.
an allele called as 9.1 should be entered as 9.1, not 9.x).
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4.5.9 If adiscrepancy exists on a DNA Profile Evaluation Form (for example, writing is

4.6 Modifying or Deleting an STR Profile from CODIS 0

46.1

4.6.2

4.6.3

not legible, reviewer’s initials are missing, the specimen 1D appears incorrect or is
too long) the Interpreting Analyst (IA) or the reviewing Criminalist IV or
Assistant Director for that sheet must resolve the discrepancy before the data
from that sheet is entered. Specimen ID problems may be corrected by a member
of the CODIS support staff. Interpretation issues should be discussed with the

appropriate Assistant Director. \%

Modification of data already entered into CODIW& due to several reasons:

= Additional testing has been completed @sample.
= An interpretation error was discoverpd regarding the profile.
= The profile could be improved b)ﬁ{e addition of the obligate allele designator

S

Once it has been determined gtl/profile must be modified in CODIS, a Profile
Modification form (see ix 9.2) should be filled out and submitted to the
CODIS staff for processiO=The original Profile Modification form will be
maintained in the Pr Modification form binder and a copy will be placed in

the case file. @

*

Any modifj to a DNA profile previously uploaded to SDIS will be
docume A the profile modification log (see Appendix 9.3).

Rea?&or administrative removal/expungement might include: a profile entered
is later determined to be an elimination sample, legal expungement, a
determination that the profile should not have been entered into CODIS due to a
user problem (for example, the IA has failed a proficiency test during the time the
data was generated) or a systemic laboratory problem.

Once it has been determined that a profile must be deleted from CODIS, a CODIS
deletion form (see Appendix 9.4) must be filled out and submitted to the CODIS
staff for processing. Unless there are time restraints surrounding the deletion (for
example, in response to a court order requiring it before the next local upload; if
so, an Expungement Request letter will be sent to the SDIS custodian (see
Appendix 9.5)), the deletion will be processed with the next upload to SDIS.
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4.7

4.8

The original form will be maintained in the Case Deletion/Expungement form
binder and a copy will be placed in the case file. The deletion will also be
recorded in the Upload Deletion/Expungement log (see Appendix 9.6) at the time
it is processed. The deletion portion of the reconciliation report from the upload
will also be printed and placed in the Case Deletion/Expungement form binder
confirming that the deletion was completed.

Routine Searches of LINKAGE and LDIS \%

4.7.1

4.7.2

4.7.3

4.7.4

4.7.5

Interpreting analysts and their supervisors will routi ompare appropriate
preliminary DNA profiles to those in LINKAGE DIS.

LDIS autosearches will be conducted aﬂer@’dition of new profiles into LDIS
and before an upload to SDIS. This semw | serve to ensure that no intra-
laboratory DNA matches were overl@sked®and to track local DNA hits using the
CODIS system. LDIS autosearc ilPbe performed by the CODIS staff only.

All LDIS autosearches will golﬁucted at moderate or high stringency using a
minimum of six loci. The It setting is moderate.

Samples with 10 or e loci will also be searched, allowing one locus to have
either low-stringe non-matching results (“one-mismatch search™).

>
All LDIS %e matches will be examined. The CODIS staff will investigate
any mat ot already documented and ensure that all proper notifications are

pre;§r iewed and made expeditiously. The CODIS group may return such

mat files to the IA and supervisor who submitted the specimen, and delegate
the match notifications to them.

Uploading Profiles to SDIS/NDIS and Search Policies

48.1

All appropriate LDIS profiles will be uploaded into SDIS by the CODIS staff.
Currently New York State local DNA laboratories upload to SDIS biweekly, with
the SDIS search performed shortly thereafter. Forensic STR Index, Unidentified
Human (Remains) Index and Missing Person Index profiles containing 10 or more
loci are searched at both high and moderate stringency. Forensic STR Index,
Unidentified Human (Remains) Index and Missing Person Index profiles
containing 10 or more loci. Profiles with 6-9 loci are searched at high stringency
only unless placed in the “Required Alleles” index.
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4.8.2 LDIS profiles for upload to SDIS will be from evidentiary samples only. Under

4.8.3

48.4

no circumstances will known human reference samples be uploaded to SDIS
forensic indexes. Such profiles may be entered into the Missing Persons
Index, the Relatives of Missing Persons Index or the Unidentified Human
(Remains) Index) if appropriate.

Only one (1) putative perpetrator profile per Forensic Bio%NA pattern will

be uploaded to SDIS. Additional profiles from patterns placed in the
Pattern/Other Index in LDIS, and will be unmarked f(@ed.

Uploads to NDIS will take place as scheduled byfpjls custodian.

Other Searches §

49.1

4.9.2

4.9.3

N

Only DNA profiles developed bym artment of Forensic Biology may be
compared to and entered into E. Requests to compare other DNA
profiles to LINKAGE will n&be proved and are not allowed.

Keyboard searches o L& #SDIS, and NDIS are only allowed of DNA profiles
derived from evidenga\ Keyboard searches of DNA profiles from known
individuals is not d.

>
Keyboard@\h requests of SDIS/NDIS are addressed to the Databank
coordinagr%T is search is requested through the DCJS Databank coordinator and
ise ci@ t the discretion of the SDIS custodian.
bE

Keybbard search requests of LDIS are addressed to the CODIS custodian, CODIS
Program Manager, or the laboratory director.
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4.9.4 There are assorted reasons a keyboard search would be requested by a laboratory.
All requests must be accompanied by a Justification for Keyboard Search Request
form (see Appendix 9.7).

Reason #1: The requesting laboratory wants to search a profile that does not
meet the minimum loci requirements for SDIS or NDIS entry or would not be

searched based upon SDIS or NDIS current search policys
for this reason must be, accompanied with a docume
justifying the search (for example, apparent presen
degradation or limited sample availability). Sciggh
include but is not limited to a statistical signifa
loci) being approximately 1 in greater tha

population statistics printout must be preys
justification of this type. '\

Keyboard searches
entific reason
ixtures, sample
justification must

of the profile (or deduced
00,000. A copy of the

to the CODIS group with a

Reason #2: - The requesting age ahts to search a profile before the next
search in a situation Where% n convicted offender is a suspect in a
a

particular case and there §

rgency for an expedited search. The initial

request from a Buregu f from one of the District Attorney’s Offices must

be submitted in
justification for
question is, i
responsibil

rit rm, must be accompanied with a valid

urgency, and it must be confirmed that the suspect in
7in the databank. This confirmation is the

the requesting agency. There must also be a documented

Caseg

mation from the DAO must include: the suspect’s full name,

conv? with an Assistant Director and appropriate case information.
I

\rﬂ umber, social security #, and any known aliases.
T#

e following reasons are considered valid urgency justifications by the

Department of Forensic Biology to request a keyboard search to expedite a
CODIS search at SDIS or NDIS:

A suspect has been arrested for a particular case and will be released
without the search. Additionally, there is no other evidence (eyewitness,
fingerprints, etc.) to hold the suspect and attempts to obtain a DNA sample
from the suspect have been exhausted.
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e A strong investigative lead has developed a suspect in a particular case
and the search will lead to an arrest. Additionally, there is no other
evidence (eyewitness, prints, etc.) to arrest the suspect and attempts to
obtain a DNA sample from the suspect have been exhausted.

NOTE: Evenif the DAO or NYPD can confirm a potential suspect has
qualified for entry in the convicted offendﬁaatabank this does
not insure the sample has been collecte essed, or entered
into the offender databank. Expediti convicted offender
sample by DCJS does not have to bgWaesponse to a keyboard
request. If the suspect is based &[rong investigative lead
and the investigator wants to %e the corresponding
convicted offender sample ¥ the offender databank before
the next routine searchk%y ould be referred to DCJS.
Investigators should b%a s be advised to attempt to obtain a

DNA sample fro stispect and submit it directly to
Forensic Biolody!

Reason #3: - The requesti ency and/or the Department of Forensic Biology
wants to search aprofeefore the next search in a situation where there is an
urgency for an e@ited search to attempt to identify an offender in a serious

or serial crim
KN\~
: requesting laboratory is not CODIS ready. This type of search
performed for criminal justice agencies that do not have access to
7 All requests for keyboard searches from agencies that do not
%QCODIS should be referred to the NYS DCJS Databank coordinator.
Thi

s will enable the requesting agency to benefit from a statewide search and
avoid duplicate local searches.

4.9.5 Both the CODIS Custodian/Supervisor and the CODIS Program Manager must
approve keyboard search requests. Disagreements between the CODIS Program
Manager and the analyst, supervisor, or manager requesting a keyboard search
will be resolved by the laboratory director.
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4.9.6

4.9.7

Once a keyboard search request has been approved, the interpreting analyst will
fill out a Forensic Biology Keyboard Search Request form (see Appendix 9.8) and
forward it to the CODIS staff for processing. All keyboard search requests will
be processed by the CODIS staff. If the keyboard search request is for SDIS, the
CODIS supervisor will discuss the request and case information with the DCJS
Databank coordinator via telephone and fax the request form accordingly. The
original request form and search results will be kept in the cgee folder. Keyboard
search requests from outside laboratories are kept in the rd Search
requests binder. The interpreting analyst requesting eyboard search will
be responsible for evaluating all candidate matc ts from the search
within 15 days of receiving the results from th IS staff.

NOTE: Prior to faxing a Keyboard Sea@quest form to SDIS, the
CODIS staff will first perfor&n utosearch to identify any local

candidate matches. r\
A forensic profile may be searﬁ@a non-CODIS databank (for example, via
Interpol). See the NDIS Progedu¥€s for further information.

A non-US forensic p of*\ y be searched at NDIS upon request to the FBI and
at their discretion. %a profile may NOT be searched at LDIS.

S
D
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Table — DNA Profile Evaluation Form entries for STR profiles derived from mixed samples

STR result Interpretation DNA Profile Will match
Evaluation Form

7,8,9 deduced contributor is
99 99 9,9
@,stringency)
7.8,9 deduced contributor is % o~
\
8,9 8,9 ‘Q\ 9
Fo \ (high stringency)

7,8,9 deduced contributor is &U

9,2 '\'\

(where Z is eithera 7 or 8 or 9 , 9+ 7,90r8,90r9,9
(moderate stringency)
INC n/a

7,8, 9%* deduced contributor is K

9,7 Q or
(other non- ca@e 9+ 9 plus any other allele
or

possible dr LCN (moderate stringency)
possible omozygote)

?S
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4.1  CODIS Identification Number (Specimen ID Number)

4.1.1 Each profile entered into CODIS will have a unique identifier. Only letters and
numbers will be used in the description. Do not use any other spaces or any other
characters, except a dash (-) or grant-tracking special characters (# or $) when
indicated below. The standardized format for entering specimen information into
CODIS is as follows:

%Iogy laboratory
ding a four or five
from a contract

The first eight to ten characters will encompass the Foren
number (last two digits of the year, followed by a dash
digit case number) followed by a dash. If the speci
laboratory the year will be preceded by a laborat reviation (Bode

D) or Genescreen (GS)).

Technologies (BT or BTB), Cellmark Diag@
Vouchered items: add the last three digits of the voucher followed by a dash.

Post mortem items: add PM foll@y the item number followed by a dash.

The final set of characters wi f)l/eserved for sample type and identification:

Stained items (sheets, éfq@nq, etc.): add a few (2 to 6) letters that describe the
item, the item @r, and the stain designation followed by a dash. If there

is only one ite at type in the case (e.g. one pair of jeans, one beer bottle,
or one baseba p) the specimen ID need not contain the item or stain

numb is segment may need to be shortened to help the specimen ID
com ith the 24-character upper limit.

For%ﬁﬁ with differential extractions the designations below will apply to the
fractions.
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Sexual assault kit items: the abbreviated descriptions for source and differential

extraction fraction (if appropriate) below will be used. Stain designations or
the dried secretion swab numbers should NOT be used unless there are
multiple DNA contributors from the same case on the same sample type, and
samples need to be distinguished from one another:

Dried secretions swabs described as DS
Oral swabs or smears described as OS
Vaginal swabs or smears described as VS

Cervical swabs or smears described as CS

&,
Vulvar swabs or smears described as VU 0®\

Anal swabs or smears described as AS

Penile swabs or smears described as P

Perianal swabs or smears described as@@

Underwear described as UW '\

Sperm fraction described as SF r\

Epithelial fraction described

Substrate/swab remains flﬁT/ described as SR

Grant-Funded cases: pecial character followed by a dash. This

The first instanc

grant assistance determines which symbol is used, it

segment should ge d from the specimen ID if neither condition applies.

cannot be bot
N\~

worked on weekend overtime grant money

o5 worked with grant-funded supplies

e indicator: the last notation is a pair of letters indicating the case type.

assault, attempted homicide, and related cases

burglary and related cases

drug possession and related cases

homicide cases

missing and unidentified persons cases

robbery, attempted robbery, and related cases

sexual assault and related cases

weapons possession and related cases

auto theft (grand larceny auto), unauthorized use of vehicle, and related cases
use for any case type not covered above
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4.1.2 Examples

413

Example 1: case no: FB07-00022, voucher N123456, item #1: purple shirt, stain
1B; assault. Specimen ID number will be: 07-00022-456-PS1B-AS

Example 2: case no: FB00-1257, post mortem kit item PM 2F, vaginal swab,
sperm cell fraction, homicide. Specimen ID number will be: 00-1257-PM2F-
VSSF-HO %

Example 3: case no: FB08-01034, voucher P124589, i @#lB: glove, scrapings,
burglary, examined on a weekend. Specimen ID nu ill be: 08-01034-589-
GLSCR-#-BU @

Example 4: case no: FB11-05500, vouche 099832, item #1, auto theft case,
cigar butt, sample amped using primersu{ch sed on grant. Specimen ID number
will be 11-05500-832-CB1-$-AU.

Example 5: Cellmark Diagnos(i leog case CD01-0001, voucher K321123,
sexual assault kit underwear gtair®LAl, sperm cell fraction, sexual assault.
Specimen 1D number w'II@ D01-0001-123-UW1A1SF-SA

in CODIS. The a pecimen identification system should not be deviated
from unless it Q ssary to distinguish two samples, or under unusual case

situations.\Q\

Suspe files entered into LDIS will have specimen ID’s of the form XXX-
10- . This radically different format is intended to prevent the CODIS team
and others from placing the suspect in the wrong index where it might be
accidentally uploaded.

Thereis a maxim@it of 24 characters for the specimen identification number

General Guidelines for Entering STR Profiles into CODIS (see also table at the end
of this section)

421

Procedures for determining STR typing results are detailed in the current Forensic
Biology STR manual.
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4.2.2 All STR profiles that are CODIS eligible must undergo technical review prior to

4.2.3

4.2.4

4.2.5

4.2.6

4.2.7

4.2.8

4.2.9

entry into LDIS. The technical review includes evaluation of associated positive
and negative controls, the eligibility of the DNA profile for LINKAGE and/or
CODIS, as well as ensuring that appropriate exemplars and/or elimination
samples have been requested at least once.

All 13 core STR loci must be attempted on appropriate samples in order for that
sample’s data to be eligible for CODIS. %

A minimum of 6 core loci are necessary for entry into @t\ in order to be
uploaded to SDIS. A minimum of 10 core loci are ry in order to be
uploaded to NDIS. &

The DNA result from each locus will be en@n the DNA Profile Evaluation
Form in the form p, q for heterozygotesﬁgas ending order) and p, p for
homozygotes (for example, THO1 6, Is{r *6).

In certain circumstances, a sin@'a}%gate allele may be entered as p+. For
single-source DNA profiles,{is allowable only as described in section 4.3.6b.

Forensic mixture DNié &@es shall have up to 4 alleles at a maximum of 4 core

loci (the “4 x 4 rule” ny of the remaining core loci shall have no more than 2
alleles at each Ioc@ TE: this means that a 2-allele mixture identified by peak
imbalance dae ount against the rule and is not considered a mixture by the

CODIS s \ Non-core loci (e.g. Powerplex Pentas or Identifiler D2S1338
and D19 ) do count for this rule.

OnI%!!A data derived from analysis of NDIS accepted PCR loci/systems shall
be entered into CODIS. NDIS accepted PCR loci/systems are referenced in the
FBI NDIS Standards for Acceptance of DNA Data.

Forensic Biology Laboratory reports that contain results eligible for entry into
CODIS contain a statement indicating that this information has been added to and
will be maintained in the CODIS system.

4291 When a profile is removed from CODIS for any reason, a
statement in the report must indicate that the profile was previously
searched but has been removed. Depending on the timing of the
removal, the statement may be in the initial report or in an
additional report.
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4.3

4.2.10 Currently, profiles developed using Low Copy Number amplification techniques

are not eligible for entry into NDIS. They can, however, be uploaded to NY-
SDIS for searching, via the Low Copy Number Index. Samples in this SDIS
Index are unmarked for any further upload (i.e. to NDIS).

Guidelines for Entering STR Profiles Derived from Mixed Samples into CODIS (see
also table at the end of this section)

43.1

43.2

43.3

4.3.4

435

All mixtures refer to the situation where the DNA profile he evidence is
composed of alleles from more than one individual. 0

A minimum of six fully-deduced loci must be pr a mixture sample for the
mixture profile to be eligible for entry into N s many loci and alleles as
possible should be included in the profile stsdtted to the database.

When a locus can be only partially d 'c}ﬂ, use of the obligate allele designator,
a “+” aids in stringency searches I@e enting some of the spurious moderate
matches possible at mixed Ioci(l/

A locus may be designage 'gonclusive (*INC”) on the DNA Profile Evaluation

form at the discretion o terpreting analyst and their supervisor if an
ambiguity exists at tglocus (see section for Type Il mixtures below). This
locus, however, s still be used in the confirmation process once a candidate

match is madeA

Type | mxture - the results are such that it is possible to determine/deduce a
compl file of a contributor at 6 or more loci. The deduced profile of the
marjr%wtributor or the major component will be entered into LINKAGE and
LDIS"

Only if the allele intensities are such that the minor component can clearly be
deduced at six or more loci will the deduced DNA profile of the minor component
be entered into LINKAGE and LDIS.
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4.3.6 Type Il mixture - the results are such that it is not possible to determine/deduce a
complete profile of a contributor at all loci; the allele intensities are such that the
contributor can be deduced at some loci but not at other loci. Enter the alleles at
all deduced loci. Any loci that cannot be deduced can be entered as a mixture
with the obligate allele indicated on the DNA Profile Evaluation Form with a “+”.
Because of possible allele sharing, all alleles at these loci must be listed on the
DNA Profile Evaluation Form (even if you know they belong to the victim).

The mixture loci cannot be entered into LINKAGE but wj ntered into LDIS.
There are two options for entering partially known loci not all of the
possible alleles at that locus are confirmed.

Type Il mixture — option one for entry of a ocus: Enter the locus as
“INC”. This may be the method of choice our profile contains good data
at most of the loci, and the loss of one ojNtwo Toci still leaves a profile expected to
be seen in 1 in more than a trillion pNe.

Type Il mixture — option two of a mixture locus: If only one of the
potentially two alleles of the grofWt at that locus can be determined (due to LCN
interpretation rules) or gtiq attempts to get results for a clearly visible but
below threshold peak h 1led, enter the one known allele with a “+”. Thisis a
CODIS method of dgs¥gnating that “another allele may be present at this locus.”
The advantage of one known allele over none or “INC” is that a match
might be foun derate stringency, but will prevent at least most of the
spurious @ete matches which might occur if nothing at all is entered for that

locus. c)

For%ple, a 10+ would match 9, 10; 10, 10; 10, 11... but would preclude
anything that contained no 10 allele, for example, 9, 9; 9, 11; 9, 12... would not
match, in contrast to an “INC”, or no entry at that locus, which would allow any
allele to appear at that locus and not be a mismatch.
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4.4

This option is only meant to enhance a limited number of loci in a profile, for
instance to enable a profile with 9 loci to meet the minimum amount (10 loci)
needed in order to be searched at NDIS instead of being stopped at SDIS. Certain
criteria must be met and documented for the CODIS group in order to justify
using this method:

=  Maximum 2 loci enhanced by this method.

= A statistical significance of the profile (or deduced loci) peing approximately
1 in greater than 500,000,000. A copy of the populat'@istics printout
must be provided to the CODIS group with a DNA e of this type.

= This is the one and only instance on a DNA Profi aluation Form when a
single allele is entered in the box for that loc e “+” must also be present.

= The interpreting analyst and/or superviso tting such a profile may be
called upon to evaluate all candidate m s'found when the profile is
searched.

NOTE: Since DNA profiles deve '\Jsmg Low Copy Number techniques are
not eligible for entry into NDI re searched only at LDIS and SDIS, as
indicated by the first criterio above, can be waived.

s\O

Entering STR Profiles int NKAGE

441

4.4.2

443

DNA profiles @entered into LINKAGE by Criminalist 11ls, Criminalist Vs,

or manag \)nly. DNA profiles may be entered into LINKAGE without

technicaleMNew; however, at the time the case file receives technical review the

preyio ntered DNA profiles must be checked for eligibility and accuracy.
JSA

LINKAGE will be maintained separately from the CODIS software in the
LINKAGE database on the Forensic Biology network.

LINKAGE contains STR loci from STR systems on- (or previously on-) line in
the Forensic Biology laboratory. LINKAGE does requires a minimum number of
6 loci to be entered, but requires non-mixture (or fully-deduced) loci only be
entered.
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4.4.4 Profiles matching the victim or elimination samples (for example, a family

445

4.4.6

4.5

451

member or a consensual sex partner) unambiguously will not be entered into
LINKAGE. For a profile to be unambiguously attributed to the victim or
elimination sample, an exemplar must be tested and compared to the profile in
question. It is not sufficient to make an assumption based on case information
that the profile in question matches the victim or consensual sex partner.

NOTE: DNA profiles are eligible for LINKAGE and/or LD}$ only if a crime has
been committed. If a case has been deemed to be unfoun the NYPD, no
DNA profile generated in that case is eligible for entry

Local suspect profiles will be entered into LINK nd/or LDIS (Suspect,
Known Index), unless:

4451 A properly executed court orgey dictates otherwise concerning a
specific sample. When any\¢ourt order or similar paperwork is
received, the OCME L Department must be consulted and provided
a copy of the paperwﬁx.(

4.45.2 The exemplar was gubmifitted subsequent to a partial match notification
and does not é«he case for which it was submitted.

Non-victim DNA prgtes derived from evidence that are not eligible for CODIS

entry will be ente 0 LINKAGE (for example, a profile obtained from the
clothing of a.sus@

Che
Entering Sﬁg iles into LDIS

CODIS eligible profiles will be entered into LDIS by CODIS software-trained
staff only. The profiles entered into LDIS must fall into one of the following
CODIS categories: Forensic Unknown; Forensic Mixture; Required Alleles; Low
Copy Number; Suspect, Known; Missing Persons Index; the Relatives of Missing
Persons Index or the Unidentified Human (Remains) Index) or Other (see section
1.0 - CODIS Terms and Abbreviations for definitions; for procedural guidelines
on how to enter a profile into LDIS, see the FBI CODIS Training Manual). For a
list of NDIS-approved STR PCR Kkits, consult the current version of NDIS
Procedures.
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4.5.2 Profiles matching the victim or elimination samples (for example. a family

453

454

45.5

4.5.6

45.7

45.8

member or a consensual sex partner) unambiguously will not be entered into
CODIS. For a profile to be unambiguously attributed to the victim or elimination
sample, an exemplar must be tested and compared to the profile in question. Itis
not sufficient to make an assumption based on case information that the profile in
question matches the victim or consensual sex partner.

Profiles that are clearly unrelated to a case or crime will not pe entered into
CODIS. For example, a semen profile from a condom fr ich a female
profile was determined and the victim is excluded as t ale contributor of
DNA. This will be at the discretion of the appropri istant Director and the
CODIS Program Manager. The determination ¢ ided using the CODIS
Guide to Determining What is Allowable for to the Forensic Index at

NDIS.

Local suspect profiles reside in the L mE system and/or LDIS. They are not
eligible for upload to higher Ieve% DIS.

Form. A copy of the D ile Evaluation Form will be put in the file and the

Entry of a profile into LDIS will 8 documented on the DNA Profile Evaluation
original will be filed in’@'in the CODIS area.

Upload of a profi IS will be documented by including a printout of the
CODIS Speci tail Report in the case file. While secondary and later
profiles i rn are not uploaded to SDIS, the Specimen Detail Report should

still be i ted, as it indicates the specimen’s entry into the Pattern/Other index
at

ZI

Off ladder alleles above or below the allelic ladder are entered as < (lowest allele
at that locus) or > (highest allele), respectively. The official standardized NDIS
allelic ladder can be found on the CODIS website.

Off ladder alleles should be entered as determined by the analysis software (e.g.
an allele called as 9.1 should be entered as 9.1, not 9.x).
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45.9

If a discrepancy exists on a DNA Profile Evaluation Form (for example, writing is
not legible, reviewer’s initials are missing, the specimen ID appears incorrect or is
too long) the Interpreting Analyst (IA) or the reviewing Criminalist IV or
Assistant Director for that sheet must resolve the discrepancy before the data
from that sheet is entered. Specimen ID problems may be corrected by a member
of the CODIS support staff. Interpretation issues should be discussed with the
appropriate Assistant Director.

4.6  Modifying or Deleting an STR Profile from CODIS \%

4.6.1

4.6.2

4.6.3

Modification of data already entered into CODIS ue to several reasons:

= Additional testing has been completed on ple.
= An interpretation error was discovered ing the profile.
= The profile could be improved by '[Wdl ion of the obligate allele designator

u+n. \
Once it has been determined ﬂﬁ@file must be modified in CODIS, a Profile
Modification form (see App%j]i .2) should be filled out and submitted to the
CODIS staff for processi e original Profile Modification form will be
maintained in the Pr filg@iification form binder and a copy will be placed in
the case file. 6

Any modificati @31 DNA profile previously uploaded to SDIS will be
document@bhe profile modification log (see Appendix 9.3).

is la termined to be an elimination sample, legal expungement, a
deterthination that the profile should not have been entered into CODIS due to a
user problem (for example, the 1A has failed a proficiency test during the time the
data was generated) or a systemic laboratory problem.

Reaio g?administrative removal/expungement might include: a profile entered

Once it has been determined that a profile must be deleted from CODIS, a CODIS
deletion form (see Appendix 9.4) must be filled out and submitted to the CODIS
staff for processing. Unless there are time restraints surrounding the deletion (for
example, in response to a court order requiring it before the next local upload; if
so, an Expungement Request letter will be sent to the SDIS custodian (see
Appendix 9.5)), the deletion will be processed with the next upload to SDIS.

Controlled versions of Department of Forensic Biology Documents only exist electronically on the

Forensic Biology network. All printed versions are non-controlled copies.




FORENSIC BIOLOGY CODIS MANUAL

4.0 PROFILE MANAGEMENT

DATE EFFECTIVE LAST REVISED APPROVED BY PAGE
03-24-2010 07-01-2011 MARIE SAMPLES 11 OF 16

4.7

4.8

The original form will be maintained in the Case Deletion/Expungement form
binder and a copy will be placed in the case file. The deletion will also be
recorded in the Upload Deletion/Expungement log (see Appendix 9.6) at the time
it is processed. The deletion portion of the reconciliation report from the upload
will also be printed and placed in the Case Deletion/Expungement form binder
confirming that the deletion was completed.

Routine Searches of LINKAGE and LDIS

4.7.1

4.7.2

4.7.3

4.7.4

4.7.5

Interpreting analysts and their supervisors will routinel @hpare appropriate
preliminary DNA profiles to those in LINKAGE a sérs.

and before an upload to SDIS. This search S} serve to ensure that no intra-
laboratory DNA matches were overlookp% nd to track local DNA hits using the
CODIS system. LDIS autosearches \Wl b& performed by the CODIS staff only.

LDIS autosearches will be conducted after th;&@lon of new profiles into LDIS
a

All LDIS autosearches will be C(T?Qted at moderate or high stringency using a
minimum of six loci. The d(ful etting is moderate.

Samples with 10 or orgQ will also be searched, allowing one locus to have
either Iow-stringenc&non-matching results (*one-mismatch search”).

All LDIS ca%%atches will be examined. The CODIS staff will investigate
any matc already documented and ensure that all proper notifications are
prepared iewed and made expeditiously. The CODIS group may return such
matghing ¥ies to the 1A and supervisor who submitted the specimen, and delegate
thet%'eh notifications to them.

Uploading Profiles to SDIS/NDIS and Search Policies

48.1

All appropriate LDIS profiles will be uploaded into SDIS by the CODIS staff.
Currently New York State local DNA laboratories upload to SDIS biweekly, with
the SDIS search performed shortly thereafter. Forensic STR Index, Unidentified
Human (Remains) Index and Missing Person Index profiles containing 10 or more
loci are searched at both high and moderate stringency. Forensic STR Index,
Unidentified Human (Remains) Index and Missing Person Index profiles
containing 10 or more loci. Profiles with 6-9 loci are searched at high stringency
only unless placed in the “Required Alleles” index.
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4.9

4.8.2 LDIS profiles for upload to SDIS will be from evidentiary samples only. Under
no circumstances will known human reference samples be uploaded to SDIS
forensic indexes. Such profiles may be entered into the Missing Persons
Index, the Relatives of Missing Persons Index or the Unidentified Human
(Remains) Index) if appropriate.

4.8.3 Only one (1) putative perpetrator profile per Forensic Biology DNA pattern will
be uploaded to SDIS. Additional profiles from patterns will se placed in the
Pattern/Other Index in LDIS, and will be unmarked for u

4.8.4 Uploads to NDIS will take place as scheduled by t custodian.

Other Searches @

4.9.1 Only DNA profiles developed by the)% tment of Forensic Biology may be
compared to and entered into LI Requests to compare other DNA
profiles to LINKAGE will not fe}approved and are not allowed.

4.9.2 Keyboard searches of IS, and NDIS are only allowed of DNA profiles
derived from evidence. oard searches of DNA profiles from known
individuals is not all@d

4.9.3 Keyboard searc&g{lests of SDIS/NDIS are addressed to the Databank
coordinat js search is requested through the DCJS Databank coordinator and
IS execut the discretion of the SDIS custodian.

Key search requests of LDIS are addressed to the CODIS custodian, CODIS
Program Manager, or the laboratory director.
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4.9.4 There are assorted reasons a keyboard search would be requested by a laboratory.
All requests must be accompanied by a Justification for Keyboard Search Request
form (see Appendix 9.7).

Reason #1: The requesting laboratory wants to search a profile that does not
meet the minimum loci requirements for SDIS or NDIS entry or would not be
searched based upon SDIS or NDIS current search policy. Keyboard searches
for this reason must be, accompanied with a documentedscientific reason
justifying the search (for example, apparent presenc @S tures, sample

degradation or limited sample availability). Scient

include but is not limited to a statistical signific b&f
loci) being approximately 1 in greater than 5
population statistics printout must be pro

tification must

the profile (or deduced
,000. A copy of the

the CODIS group with a

justification of this type.

Reason #2: - The requesting agency \0 search a profile before the next
search in a situation where a m onvicted offender is a suspect in a

particular case and there is

ncy for an expedited search. The initial

request from a Bureau C m one of the District Attorney’s Offices must
be submitted in wrls@ must be accompanied with a valid

Justlflcatlon for th

ncy, and it must be confirmed that the suspect in
in the databank. This confirmation is the
e requesting agency. There must also be a documented

conversati an Assistant Director and appropriate case information.
Case i ation from the DAO must include: the suspect’s full name,
NYS mber, social security #, and any known aliases.

%ollowing reasons are considered valid urgency justifications by the
Department of Forensic Biology to request a keyboard search to expedite a
CODIS search at SDIS or NDIS:

A suspect has been arrested for a particular case and will be released
without the search. Additionally, there is no other evidence (eyewitness,
fingerprints, etc.) to hold the suspect and attempts to obtain a DNA sample
from the suspect have been exhausted.
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495

e A strong investigative lead has developed a suspect in a particular case
and the search will lead to an arrest. Additionally, there is no other
evidence (eyewitness, prints, etc.) to arrest the suspect and attempts to
obtain a DNA sample from the suspect have been exhausted.

NOTE: Even if the DAO or NYPD can confirm a potential suspect
has qualified for entry in the convicted offender databank
this does not insure the sample has beeggcollected,
processed, or entered into the offen abank.
Expedition of a convicted offender le by DCJS does
not have to be in response to a ard request. If the

suspect is based on a strong'@ igative lead and the

investigator wants to ins corresponding convicted
offender sampleisint nder databank before the next
routine search they %JI be referred to DCJS.
Investigators shona ays be advised to attempt to obtain

a DNA sampl m'the suspect and submit it directly to
Forensic Bibl§gy-

Reason #3: - The requesti ency and/or the Department of Forensic Biology
wants to search :Esr ieDefore the next search in a situation where there is an

urgency forane ited search to attempt to identify an offender in a serious
or serial crim@
R

: requesting laboratory is not CODIS ready. This type of search
performed for criminal justice agencies that do not have access to

7 All requests for keyboard searches from agencies that do not
%QCODIS should be referred to the NYS DCJS Databank coordinator.
Thi

s will enable the requesting agency to benefit from a statewide search and
avoid duplicate local searches.

Both the CODIS Custodian/Supervisor and the CODIS Program Manager must
approve keyboard search requests. Disagreements between the CODIS Program
Manager and the analyst, supervisor, or manager requesting a keyboard search
will be resolved by the laboratory director.
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4.9.6

4.9.7

Once a keyboard search request has been approved, the interpreting analyst will
fill out a Forensic Biology Keyboard Search Request form (see Appendix 9.8) and
forward it to the CODIS staff for processing. All keyboard search requests will
be processed by the CODIS staff. If the keyboard search request is for SDIS, the
CODIS supervisor will discuss the request and case information with the DCJS
Databank coordinator via telephone and fax the request form accordingly. The
original request form and search results will be kept in the case folder. Keyboard
search requests from outside laboratories are kept in the Keypoard Search
requests binder. The interpreting analyst requesting t oard search will
be responsible for evaluating all candidate match r rom the search
within 15 days of receiving the results from the (@ staff.

NOTE: Prior to faxing a Keyboard Searc est form to SDIS, the
CODIS staff will first perform search to identify any local
candidate matches. r\

A forensic profile may be searche@on-CODlS databank (for example, via
Interpol). See the NDIS Proce% r further information.

A non-US forensic profjle be searched at NDIS upon request to the FBI and
at their discretion. Sg file may NOT be searched at LDIS.
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Table — DNA Profile Evaluation Form entries for STR profiles derived from mixed samples

possible drop- LCN

STR result Interpretation DNA Profile Will match
Evaluation Form
7,8,9 deduced contributor is
9,9 9,9 9,9
(high stringency)
7,8,9 deduced contributor is \%
8,9 8,9 \@9
1\\~>(high stringency)
7,8,9 deduced contributor is "\
9,2 \@
(where Z is either a 7 or 8 or 9) N+ 7,90r8,90r9,9
(moderate stringency)
7,8, 9** deduced contributor is ¢ C n/a
9,7 g\oK or
(other non-called aReld, 9+ 9 plus any other allele

(moderate stringency)

possible falsg ozygote)
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4.1  CODIS Identification Number (Specimen ID Number)

4.1.1 Each profile entered into CODIS will have a unique identifier. Only letters and
numbers will be used in the description. Do not use any other spaces,er, any other
characters, except a dash (-) when indicated below. The standardizéed farmat for
entering specimen information into CODIS is as follows:

The first eight to ten characters will encompass the Forensic%logy laboratory
number (last two digits of the year, followed by a dash, p g a four or five
digit case number) followed by a dash. If the specime% m a contract

laboratory the year will be preceded by a Iaboratory:é viation (Bode

Technologies (BT or BTB), Cellmark Diagnosti ).and Genescreen (GS)).

Vouchered items: add the last three, digits veucher followed by a dash.

Post mortem items: add PM follow$®he item number followed by a dash.

The final set of characters(will grved for sample type and identification:

Stained items (sheets; *q etcl): add a few (usually 4 to 6) letters that
describe the |tem t number, and the stain designation followed by a

dash.

For stains wit entlal gxtractions the designations below will apply to the

fractions. \
o)

ult Kit items: the abbreviated descriptions below will be used:

DrYed seeretions swabs described as DS

Oral swabs’or smears described as OS

Vaginal swabs or smears described as VS
Vulva,swabs or smears described as VU

Cervical swabs or smears described as CS
Sperm fraction described as SF

Epithelial fraction described as EF
Substrate/swab remains fraction described as SR
Anal swabs or smears described as AS
Underwear described as UW
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Case type indicator: the last notation is a pair of letters indicating the case type.

AS assault, attempted homicide, and related cases

BU burglary and related cases

DR drug possession and related cases

HO homicide cases

MP  missing and unidentified persons cases

RO robbery, attempted robbery, and related cases

SA sexual assault and related cases 6

WE weapons possession and related cases

AU auto theft (grand larceny auto), unauthori of vehicle, and related cases
OT use for any case type not covered abov;b

4.1.2 Examples r\ §

Example 1: case no: FB07-0002 uther N123456, item #1: purple shirt, stain
1B; assault. Specimen ID nurrﬁi/ I'be; 07-00022-456-PS1B-AS

Example 2: case no: 'k 7, post mortem kit item PM 2F, vaginal swab,
sperm cell fraction, r:o . Specimen ID number will be: 00-1257-PM2F-

VSSF-HO

Example 3: ¢ 7 EB08=01034, voucher P124589, item #1B: glove, scrapings,
burglary. Wen ID.number will be: 08-01034-589-GLSCR-BU

Ex g)Cellmark Diagnostics backlog case CD01-0001, voucher K321123,
sex:%

sault kitunderwear stain 1Al, sperm cell fraction, sexual assault.
Speciten B humber will be: CD01-0001-123-UW1A1SF-SA

There.iss@maximum limit of 24 characters for the specimen identification number
in GODIS. The above specimen identification system should not be deviated
fromrunless it is necessary to distinguish two samples.

4.1 3= Suspect profiles entered into LDIS will have specimen ID’s of the form XXX-
10-S0000. This radically different format is intended to prevent the CODIS team
and others from placing the suspect in the wrong index where it might be
accidentally uploaded.
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4.2

General Guidelines for Entering STR Profiles into CODIS (see also table at the end
of this section)

421

4.2.2

4.2.3

4.2.4

4.2.5

4.2.6

4.2.7

4.2.8

Procedures for determining STR typing results are detailed in the curpent\Eorensic
Biology STR manual.

All STR profiles that are CODIS eligible must undergo technicalreview prior to
entry into LDIS. The technical review includes evaluation of=associated positive
and negative controls, the eligibility of the DNA profile f. KAGE and/or
CODIS, as well as ensuring that appropriate exemplar r elimination
samples have been requested at least once.

All 13 core STR loci must be attempted on a %te samples in order for that
sample’s data to be eligible for CODIS:

A minimum of 6 core loci are necess@ entry into CODIS in order to be
uploaded to SDIS. A minimum OQC eJoci are necessary in order to be

uploaded to NDIS. (1/

The DNA result from'e s will be entered on the DNA Profile Evaluation
Form in the form p,'qf rozygotes (in ascending order) and p, p for
homozygotes (for e%le, THOL1 6, 7 or 6, 6).

In certain circuﬁg{ces, a.single obligate allele may be entered as p+. For
single-so prafiles, this is allowable only as described in section 4.3.6b.

loci 4 x.4 rute”). Any of the remaining core loci shall have no more than 2
allele$ at eachocus. NOTE: this means that a 2-allele mixture identified by peak
imbalance does not count against the rule and is not considered a mixture by the
CODIS'software. Non-core loci (e.g. Powerplex Pentas or Identifiler D2S1338
andD195433) do count for this rule.

For%ﬁ&ture DNA profiles shall have up to 4 alleles at a maximum of 4 core

Only DNA data derived from analysis of NDIS accepted PCR loci/systems shall
be entered into CODIS. NDIS accepted PCR loci/systems are referenced in the
FBI NDIS Standards for Acceptance of DNA Data.
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4.3

4.2.9 Forensic Biology Laboratory reports that contain results eligible for entry into
CODIS contain a statement indicating that this information has been added|to and
will be maintained in the CODIS system.

4291 When a profile is removed from CODIS for any reason, a
statement in the report must indicate that the profile was previously
searched but has been removed. Depending on the timing of the
removal, the statement may be in the initial r@rt orinan
additional report.

4.2.10 Currently, profiles developed using Low Copy Nu &émplification techniques
are not eligible for entry into NDIS. They can, r,/be uploaded to NY-
SDIS for searching, via the Low Copy'Numb ~*Samples in this SDIS
Index are unmarked for any further upload NDIS).

Guidelines for Entering STR Profiles Derh@}om Mixed Samples into CODIS (see

also table at the end of this sectior) Q

4.3.1 All mixtures refer to the-situgtion¥vhere the DNA profile from the evidence is
composed of alleles fro thanione individual.

4.3.2 A minimum of six fymy-dedueed loci must be present in a mixture sample for the

mixture profile to gible<for entry into NDIS. As many loci and alleles as
possible should.@ cluded'in the profile submitted to the database.

4.3.3 Whena I@an be only partially deduced, use of the obligate allele designator,
a“+”’ ¥ stringeéncy searches by preventing some of the spurious moderate

mat%éﬂpossible at mixed loci.

4.3.4 A locus may,be designated inconclusive (“INC”) on the DNA Profile Evaluation
form at the discretion of the interpreting analyst and their supervisor if an
ambiguity exists at that locus (see section for Type Il mixtures below). This
locusyhowever, should still be used in the confirmation process once a candidate
match is made.
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4.3.5 Type | mixture - the results are such that it is possible to determine/deduce a

4.3.6

complete profile of a contributor at 6 or more loci. The deduced profile of the
major contributor or the major component will be entered into LINKAGE-and
LDIS.

Only if the allele intensities are such that the minor component canclearly be
deduced at six or more loci will the deduced DNA profile of the minor component
be entered into LINKAGE and LDIS. %

Type Il mixture - the results are such that it is not pos '@to determine/deduce a
complete profile of a contributor at all loci; the alle h}nsities are such that the
contributor can be deduced at some loci but not loci. Enter the alleles at
all deduced loci. Any loci that cannotbe ded n*be entered as a mixture
with the obligate allele indicated onithe D file Evaluation Form with a “+”.
Because of possible allele sharingyalhaligles at these loci must be listed on the
DNA Profile Evaluation Form (even &XO knew they belong to the victim).

The mixture loci cannot bg entér 0.LINKAGE but will be entered into LDIS.
There are two options fox engzn artially known loci when not all of the
possible alleles at that' 0@ confirmed.

Type 1l mixture — o;mp one-for entry of a mixture locus: Enter the locus as
“INC”. This ma gﬂ method of choice when your profile contains good data
at most of the lQQy,“&d.the loss of one or two loci still leaves a profile expected to

be seen inQ@nore than'a trillion people.

Type | ure — option two for entry of a mixture locus: If only one of the

pote y two alfeles of the profile at that locus can be determined (due to LCN
interpretation rules) or after all attempts to get results for a clearly visible but
below threshold peak have failed, enter the one known allele with a “+”. Thisis a
CODIS'method of designating that “another allele may be present at this locus.”
Thesadvantage of listing one known allele over none or “INC” is that a match
might.be found at moderate stringency, but will prevent at least most of the
spurious candidate matches which might occur if nothing at all is entered for that
lacus.

For example, a 10+ would match 9, 10; 10, 10; 10, 11... but would preclude
anything that contained no 10 allele, for example, 9, 9; 9, 11; 9, 12... would not
match, in contrast to an “INC”, or no entry at that locus, which would allow any
allele to appear at that locus and not be a mismatch.
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4.4

This option is only meant to enhance a limited number of loci in a profile, for
instance to enable a profile with 9 loci to meet the minimum amount (10 loei)
needed in order to be searched at NDIS instead of being stopped at SDIS=Certain
criteria must be met and documented for the CODIS group in order toustify
using this method:

=  Maximum 2 loci enhanced by this method.

= A statistical significance of the profile (or deduced loci) peing approximately
1 in greater than 500,000,000. A copy of the populat'@istics printout
must be provided to the CODIS group with a DNA e of this type.

= This is the one and only instance on a DNA Profi aluation Form when a
single allele is entered in the box for that loc e“+” must also be present.

= The interpreting analyst and/or superviso tting such a profile may be
called upon to evaluate all candidate m stfound when the profile is
searched.

NOTE: Since DNA profiles‘deve '\Jsmg Low Copy Number techniques are
not eligible for entry into NDI re searched only at LDIS and SDIS, as
indicated by the first criterio above, can be waived.

\O

Entering STR Profiles int NKAGE

441

4.4.2

443

DNA profiles @entered into LINKAGE by Criminalist 11ls, Criminalist Vs,

or manag \)nly. DNA profiles may be entered into LINKAGE without
techni@; however, at the time the case file receives technical review the

preyio ntered DNA profiles must be checked for eligibility and accuracy.
JSA

LINKRAGEwitkbe maintained separately from the CODIS software in the
LINKAGEdatabase on the Forensic Biology network.

LINKAGE contains STR loci from STR systems on- (or previously on-) line in
thesFerensic Biology laboratory. LINKAGE does requires a minimum number of
6 loci to be entered, but requires non-mixture (or fully-deduced) loci only be
entered.

Controlled versions of Department of Forensic Biology Documents only exist electronically on the

Forensic Biology network. All printed versions are non-controlled copies.




FORENSIC BIOLOGY CODIS MANUAL

4.0 PROFILE MANAGEMENT

4.5

DATE EFFECTIVE LAST REVISED APPROVED BY PAGE
03-24-2010 07-28-2010 MARIE SAMPLES 70F 14
4.4.4 Profiles matching the victim or elimination samples (for example, a family

445

4.4.6

member or a consensual sex partner) unambiguously will not be entered inte
LINKAGE. For a profile to be unambiguously attributed to the victim or
elimination sample, an exemplar must be tested and compared to the profile/in
question. It is not sufficient to make an assumption based on case information
that the profile in question matches the victim or consensual sex partner.

been committed. If a case has been deemed to be unfoun the NYPD, no

NOTE: DNA profiles are eligible for LINKAGE and/or LD}&,only if a crime has
DNA profile generated in that case is eligible for entryé

Local suspect profiles will be entered into LINK nd/or LDIS, unless a
properly executed court order dictates/otherw cerning a specific sample.
When any court order or similar paperwor@eived, the OCME Legal
Department must be consulted and prow acopy of the paperwork.

Non-victim DNA profiles derive \vidence that are not eligible for CODIS
entry will be entered into LIN for example, a profile obtained from the
clothing of a suspect).

o

Entering STR Profiles int@l

45.1

45.2

CODIS eligibl les will be entered into LDIS by CODIS software-trained
staff only. rofiles entered into LDIS must fall into one of the following
CODIS ries: Farensic Unknown; Forensic Mixture; Required Alleles; Low

Pers ndex or'the Unidentified Human (Remains) Index) or Other (see section
1.0 - €ODJS, Terms and Abbreviations for definitions; for procedural guidelines
on how to.enter a profile into LDIS, see the FBI CODIS Training Manual). For a
list of NBIS-approved STR PCR Kits, consult the current version of NDIS
Procedures.

Co er; Suspect, Known; Missing Persons Index; the Relatives of Missing
EO

Profiles matching the victim or elimination samples (for example. a family
member or a consensual sex partner) unambiguously will not be entered into
CODIS. For a profile to be unambiguously attributed to the victim or elimination
sample, an exemplar must be tested and compared to the profile in question. It is
not sufficient to make an assumption based on case information that the profile in
question matches the victim or consensual sex partner.
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45.3

454

455

4.5.6

45.7

45.8

45.9

Profiles that are clearly unrelated to a case or crime will not be entered into
CODIS. For example, a semen profile from a condom from which a female
profile was determined and the victim is excluded as the female contributor of
DNA. This will be at the discretion of the appropriate Assistant Diregterand the
CODIS Program Manager. The determination can be aided using the CODIS
Guide to Determining What is Allowable for Entry into the Forengic Index at
NDIS.

Local suspect profiles reside in the LINKAGE system an %IS. They are not
eligible for upload to higher levels of CODIS. 0

DNA Profile Evaluation
ill be put in the file and the

Entry of a profile into LDIS will be documented
Form. A copy of the DNA Profile Evaluation
original will be filed in binders in the €O

Upload of a profile to SDIS will,be db&uo\m nted by including a printout of the
CODIS Specimen Detail Repert i case file. While secondary and later

profiles in a pattern are not uplﬂaxé 0.SDIS, the Specimen Detail Report should
still be generated, as it indic%s specimen’s entry into the Pattern/Other index

at LDIS. \O

Off ladder alleles abg®g or below the allelic ladder are entered as < (lowest allele
at that locus) or > est’allele), respectively. The official standardized NDIS
allelic ladders ound_on the CODIS website.

N\
Off Iadd@es should be entered as determined by the analysis software (e.g.
an a{iel& ed as 91 should be entered as 9.1, not 9.x).

If a discrepancy exists on a DNA Profile Evaluation Form (for example, writing is
not legiblexeviewer’s initials are missing, the specimen ID appears incorrect or is
too long).the Interpreting Analyst (IA) or the reviewing Criminalist IV or
Assistant Director for that sheet must resolve the discrepancy before the data
from1'that sheet is entered. Specimen ID problems may be corrected by a member
ofthe CODIS support staff. Interpretation issues should be discussed with the
appropriate Assistant Director.
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4.6  Modifying or Deleting an STR Profile from CODIS

4.6.1

4.6.2

4.6.3

Modification of data already entered into CODIS may be due to several seasons:

= Additional testing has been completed on the sample.
= An interpretation error was discovered regarding the profile.
= The profile could be improved by the addition of the obligaté\allele designator

Once it has been determined that a profile must be mo '@\n CODIS, a Profile
Modification form (see Appendix 9.2) should be fil and submitted to the
CODIS staff for processing. The original Profil ication form will be
maintained in the Profile Modification form
the case file.

Any modification to a DNA profile pt\v'iomsly uploaded to SDIS will be
documented in the profile modifi n 10g.(see Appendix 9.3).

is later determined to be/a Ination sample, legal expungement, a
determination that thep should not have been entered into CODIS due to a
user problem (for e le, the TA has failed a proficiency test during the time the
data was generate systemic laboratory problem.

>
Once it h@etermined that a profile must be deleted from CODIS, a CODIS

Reasons for administrative r$€lﬂlexpungement might include: a profile entered

deletion see Appendix 9.4) must be filled out and submitted to the CODIS
staf fo{g essing) Unless there are time restraints surrounding the deletion (for
exa?@, inyesponse to a court order requiring it before the next local upload; if
so, ar? Expungement Request letter will be sent to the SDIS custodian (see
Appendix.9.5)), the deletion will be processed with the next upload to SDIS.

Thesoriginal form will be maintained in the Case Deletion/Expungement form
binder and a copy will be placed in the case file. The deletion will also be
reearded in the Upload Deletion/Expungement log (see Appendix 9.6) at the time
itis processed. The deletion portion of the reconciliation report from the upload
will also be printed and placed in the Case Deletion/Expungement form binder
confirming that the deletion was completed.

Controlled versions of Department of Forensic Biology Documents only exist electronically on the

Forensic Biology network. All printed versions are non-controlled copies.




FORENSIC BIOLOGY CODIS MANUAL

4.0 PROFILE MANAGEMENT

DATE EFFECTIVE LAST REVISED APPROVED BY PAGE
03-24-2010 07-28-2010 MARIE SAMPLES 100F 14

4.7

4.8

Routine Searches of LINKAGE and LDIS

4.7.1

4.7.2

4.7.3

4.7.4

4.7.5

Interpreting analysts and their supervisors will routinely compare appropriate
preliminary DNA profiles to those in LINKAGE and LDIS.

LDIS autosearches will be conducted after the addition of new profiles, into LDIS
and before an upload to SDIS. This search will serve to ensure that no intra-
laboratory DNA matches were overlooked and to track local BNA hits using the
CODIS system. LDIS autosearches will be performed by, DIS staff only.

All LDIS autosearches will be conducted at moder ~bigh stringency using a
minimum of six loci. The default setting is mod .

Samples with 10 or more loci will alsotbe dwallowing one locus to have
either low-stringency or non-matehing Nlts “@ne-mismatch search”™).

All LDIS candidate matches ‘will ined. The CODIS staff will investigate
any matches not already docunfefjtee¥and ensure that all proper notifications are
prepared, reviewed and:mad ’:):lﬁitiously. The CODIS group may return such
matching files to the | %\oervisor who submitted the specimen, and delegate
the match notificatio mw

Uploading Profiles to S DIS'and Search Policies

48.1

4.8.2

*

All appropyj IS*profiles will be uploaded into SDIS by the CODIS staff.
Currentl York State local DNA laboratories upload to SDIS biweekly, with

the SD rch performed shortly thereafter. Forensic STR Index, Unidentified
Hu emains)’Index and Missing Person Index profiles containing 10 or more
loci ate searched at both high and moderate stringency. Forensic STR Index,
Unidentified Human (Remains) Index and Missing Person Index profiles
containing/10 or more loci. Profiles with 6-9 loci are searched at high stringency
onlyunless placed in the “Required Alleles” index.

LDIS profiles for upload to SDIS will be from evidentiary samples only. Under
RO circumstances will known human reference samples be uploaded to SDIS
forensic indexes. Such profiles may be entered into the Missing Persons
Index, the Relatives of Missing Persons Index or the Unidentified Human
(Remains) Index) if appropriate.
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4.8.3 Only one (1) putative perpetrator profile per Forensic Biology DNA pattern will be
uploaded to SDIS. Additional profiles from patterns will be placed in the Pattern/Other Index in
LDIS, and will be unmarked for upload.

4.9

4.8.4

Uploads to NDIS will take place as scheduled by the SDIS custodian.,

Other Searches 6

49.1

4.9.2

4.9.3

49.4

Only DNA profiles developed by the Department of F @c Biology may be
compared to and entered into LINKAGE. Request pare other DNA
profiles to LINKAGE will not be approved and %o allowed.

Keyboard searches of LDIS, SDIS, and NI@ only allowed of DNA profiles
derived from evidence. Keyboard sear(ﬁQo DNA profiles from known
individuals is not allowed. r\

Keyboard search requests/of S %IS are addressed to the Databank
coordinator. This searchyiswgquebfed through the DCJS Databank coordinator and
is executed at the discregi(\@ the SDIS custodian.

Keyboard search reqatsts of-DIS are addressed to the CODIS custodian, CODIS
Program Managern e Jaberatory director.

There are @ﬁ reasons a keyboard search would be requested by a laboratory.
All requ ust be accompanied by a Justification for Keyboard Search Request

forrﬁ é& pendix 9.7).

Reasdn #1: The requesting laboratory wants to search a profile that does not
meet.the,minimum loci requirements for SDIS or NDIS entry or would not be
searched based upon SDIS or NDIS current search policy. Keyboard searches
for, this reason must be, accompanied with a documented scientific reason
Justifying the search (for example, apparent presence of mixtures, sample
degradation or limited sample availability). Scientific justification must
include but is not limited to a statistical significance of the profile (or deduced
loci) being approximately 1 in greater than 500,000,000. A copy of the
population statistics printout must be provided to the CODIS group with a
justification of this type.
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Reason #2: - The requesting agency wants to search a profile before the next
search in a situation where a known convicted offender is a suspect in a
particular case and there is an urgency for an expedited search. Thegnitial
request from a Bureau Chief from one of the District Attorney’s Offices'must
be submitted in written form, must be accompanied with a valid
justification for the urgency, and it must be confirmed thatthe\suspect in
question is, in fact, in the databank. This confirmation is\the
responsibility of the requesting agency. There must alge.be a documented
conversation with an Assistant Director and approprl % information.
Case information from the DAO must include: t pect’s full name,
NYSID number, social security #, and any kno@ses

The following reasons are considered vali Cy justifications by the
Department of Forensic Biology,todreg eyboard search to expedite a
CODIS search at SDIS or NDIS; r\

e A suspect has been arrest %particular case and will be released
without the search Adq( Iy, there is no other evidence (eyewitness,
fingerprints, etconto ’ﬁ e'suspect and attempts to obtain a DNA sample
from the suspec een exhausted.

e Astrong mv%aﬂve lead has developed a suspect in a particular case
and the S H.lead to an arrest. Additionally, there is no other

evid ewitness, prints, etc.) to arrest the suspect and attempts to
%@NA sample from the suspect have been exhausted.

g.) Even if the DAO or NYPD can confirm a potential suspect has
gualified for entry in the convicted offender databank this does
not insure the sample has been collected, processed, or entered
into the offender databank. Expedition of a convicted offender
sample by DCJS does not have to be in response to a keyboard
request. If the suspect is based on a strong investigative lead
and the investigator wants to insure the corresponding
convicted offender sample is in the offender databank before
the next routine search they should be referred to DCJS.
Investigators should always be advised to attempt to obtain a
DNA sample from the suspect and submit it directly to
Forensic Biology.
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495

4.9.6

Reason #3: - The requesting agency and/or the Department of Forensic Biology.
wants to search a profile before the next search in a situation where there.is an
urgency for an expedited search to attempt to identify an offender insaserious
or serial crime.

Reason #4: The requesting laboratory is not CODIS ready. This[type,of search
method is performed for criminal justice agencies that do not\have access to
CODIS. All requests for keyboard searches from agepeies that do not
have CODIS should be referred to the NYS DCJS ank coordinator.
This will enable the requesting agency to benefit fr tatewide search and
avoid duplicate local searches.

Both the CODIS Custodian/Supervisof and t IS’ Program Manager must
approve keyboard search requests. Disagr s‘between the CODIS Program
Manager and the analyst, superviser, or&na errequesting a keyboard search
will be resolved by the laboratory dir&@r.

Once a keyboard search reque Qen approved, the interpreting analyst will
fill out a Forensic Biology Keybaefrd Search Request form (see Appendix 9.8) and
forward it to the CODI sé{or pracessing. All keyboard search requests will
be processed by the\CO aff.™If the keyboard search request is for SDIS, the

CODIS supervisor iscuss the request and case information with the DCJS
Databank coordin la.felephone and fax the request form accordingly. The
original reque andsgarch results will be kept in the case folder. Keyboard

requests r..The interpreting analyst requesting the keyboard search will
be rgs le for evaluating all candidate match results from the search
with days ofreceiving the results from the CODIS staff.

search re@rom outside laboratories are kept in the Keyboard Search

NOTE:_Prior to faxing a Keyboard Search Request form to SDIS, the
CODIS staff will first perform an autosearch to identify any local
candidate matches.

A'farensic profile may be searched at a non-CODIS databank (for example, via
Interpol). See the NDIS Procedures for further information.
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4.9.7 A non-US forensic profile may be searched at NDIS upon request to the FBI and
at their discretion. Such a profile may NOT be searched at LDIS.

Table — DNA Profile Evaluation Form entries for STR profiles derived from mixedssamples

STR result Interpretation DNA Profile Will\mateh
Evaluation Form

7,8,9 deduced contributor is
0.0 0.0 %?%
~ AeAgh stringency)
7.8,9 deduced contributor is @
8,9 8,9 ® 8,9
(high stringency)
7.8,9 deduced contributor is '\'\ \
9,7

(where Z is either a 7/0r:8 OQ)()]/7 8/9+ 7,90r8,90r9,9
(moderate stringency)

7,8, 9%* deduced contributogé INC n/a

>
(other no\@d allele, 9+ 9 plus any other allele
possibldrpp-out, o L.CN (moderate stringency)

po%.: false homozygote)
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4.1

CODIS Identification Number (Specimen ID Number)

4.1.1 Each profile entered into CODIS will have a unique identifier. Only letters and

numbers will be used in the body of the description. Do not use any other spaces
or any other characters, except a dash (-) or grant-tracking special characters (# or
$) when indicated below. The standardized format for entering specimen
information into CODIS is as follows:

%sic Biology laboratory
preceding a four or five
en is from a contract

y abbreviation (Bode

s (CD) or Genescreen (GS)).

The first eight to ten characters will encompass the
number (last two digits of the year, followed by a
digit case number) followed by a dash. Ifthe s
laboratory the year will be preceded by a lab
Technologies (BT or BTB), Cellmark Dia

Vouchered items:add the last three wts f the voucher followed by a dash.

Post mortem items add PM fol%'}‘by the item number followed by a dash.

The final set of characters«ﬂnﬂe reserved for sample type and identification:

Stained items (sheetss,‘g’ ing, etc.add a few (2 to 6) letters that describe the
item, the item r@ber, and the stain designation followed by a dash. If there
is only one it that type in the case (e.g. one pair of jeans, one beer bottle,
or one ba cap) the specimen ID need not contain the item or stain
numbgra IS segment may need to be shortened to help the Specimen ID
com% ith the 24-character upper limit.

For%hs with differential extractions the designations below will apply to the
fractibns.
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Sexual assault kit items the abbreviated descriptions for source and differential
extraction fraction (if appropriate) below will be used. Stain designations or
the dried secretion swab numbers should NOT be used unless there are
multiple DNA contributors from the same case on the same sample type, and
samples need to be distinguished from one another:

Dried secretions swak described aBS

Oral swabs or smear described a®S

Vaginal swabs or smear described a¥S \%
Vulvar swabs or smear«described a¥U %
Cervical swabs or smeardescribed a€S 0

Anal swabs or smear described a8S

Perianal swabs or smearslescribed as

Penile swabs or smeardescribed as

Underwear described abW '\

Sperm fraction described as SF)\£

Epithelial fraction describe(@E
Substrate/swab remains % described as SR

Missing and Unidentifj.ecl-étrsons Caseshe specimen ID will follow the same

general format as casework:

» Case numb llowed by a dash

* Forvou items, add last three digits of the voucher followed by a
dashe

. To@entiate between sample types, Rder Relatives of Missing
P%j ns, Mor Missing Persons (or Deduced Missing Persons) samples,
&1 Ufor Unidentified Human Remains.

o - for cases worked with grant-funded supplies

Relatives of Missing Personsthe abbreviated descriptions below will be

used for samples from relatives. If more than one sibling, other maternal
relative or other paternal relative is submitted, designate each with a number
after the abbreviated description:

Mother described ad

Father described &s

Biological Sibling (brother or sister) describedsas
Other Maternal Relative described@s!

Other Paternal Relative described2d3
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Missing Persons:add 4-5 letters describing the item, item number, and/or
cutting followed by a dash. This segment may need to be shortened to help the

specimen ID comply with the 24-character upper limit.

Unidentified Human Remains: utilize “PM” and item number followed by a

dash or item number depending on where the item is submitted from

Grant-Funded cases add the special character followe a dash. This

segment should be omitted from the specimen I?z\ ther condition applies.

The first instance of grant assistance determin
cannot be both.

# -for cases worked on weekend ove rant money
$ - for cases worked with grant-fun lies

ich symbol is used, it

N
Case type indicator the last notatib@a pair of letters indicating the case type.

AS assault, attempted @de, and related cases
BU burglary and relatgd defses

DR drug posses '00 related cases

HO homicide cas

MP missing a nidentified persons cases

RO robber pted robbery, and related cases

SA se ault and related cases

WE ns possession and related cases

AU heft (grand larceny auto), unauthorized use of vehicle, and related cases

%TK e for any case type not covered above
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4.1.2 Examples

4.1.3

Example 1 case no: FB07-00022, voucher N123456, item #1: purple shirt, stain
1B; assault. Specimen ID number will be: 07-00022-456-PS1B-AS

Example 2 case no: FB00-1257, post mortem kit item PM 2F, vaginal swab,
sperm cell fraction, homicide. Specimen ID number will be: 00-1257-PM2F-
VSSF-HO

Example 3 case no: FB08-01034, voucher P124 em #1B glove, scrapings,
burglary, examined on a weekend. Spemmen ber will be: 08-01034-589-
GLSCR-#-BU

Example 4 case no: FB11-05500, vou 000099832 item #1, auto theft case,
cigar butt, sample amped using prinﬂe pturchased on grant. Specimen ID number
will be 11-05500-832-CB1-$-AU. r\

Example 5 Cellmark Diagn gacklog case CD01-0001, voucher K321123,
sexual assault kit underw in 1A1, sperm cell fraction, sexual assault.
Specimen ID number @wm 0001-123-UWI1A1S--SA

Example 6case n 1 01234, bone, PM1, unidentified human remains.
Specimen ID nu will be: 11-01234-PM1-U-MP

Example \e no: FB04-1234, voucher number K123456 , brother and sister of
Missing on. Specimen ID number will B4:1234-456-0110-S1-R-MP and
04-

%\ -2-R-MP

There is a maximum limit of 24 characters for the specimen identification number
in CODIS. The above specimen identification system should not be deviated
from unless it is necessary to distinguish two samples, or under unusual case
situations.

Suspect profiles entered into LDIS will have specimen ID’s of the form XXX-
10-S0000.This radically different format is intended to prevent the CODIS team
and others from placing the suspect in the wrong index where it might be
accidentally uploaded.
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4.2

General Guidelines for Entering STR Profiles into CODIS (see also table at the end
of this section)

42.1

4.2.2

4.2.3

4.2.4

4.2.5

4.2.6

Procedures for determining STR typing results are detailed in the current Forensic
Biology STR manual.

All STR profiles and mtDNA sequences that are CODIS eligible must undergo
technical review prior to entry into LDIS. The technicalseview includes
evaluation of associated positive and negative contr \‘%e eligibility of the DNA
profile for LINKAGE and/or CODIS, as well as ensgig®y that appropriate
exemplars and/or elimination samples have be uested at least once.

All 13 core STR loci and appropriate addfs technologies as needed must be
attempted on appropriate samples in o r that sample’s data to be eligible for

CODIS. \

a. A minimum of 6 core I@t:\enecessary for entry into CODIS in order to
be uploaded to SDIS imum of 10 core loci are necessary in order to
be uploaded to NDI&.

b. For Missing P and Unidentified Human Ramaeases, the
following mini ore loci plus Amelogenin are necessary for upload
into CODIS@ Next Generation CODIS:

Uniden{] 'QHuman Remains: 6 for SDIS, 8 for NDIS
Migs ersons and Deduced Missing Persons: 8 for SDIS and NDIS
ives of Missing Persons: 13 for SDIS and NDIS

Th%ﬂ result from each locus will be entered on the DNA Profile Evaluation
Forn?in the form p, q for heterozygotes (in ascending order) and p, p for
homozygotes (for example, THO1 6, 7 or 6, 6).

In certain circumstances, a single obligate allele may be entered as p+. For
single-source DNA profiles, this is allowable only as described in section 4.3.6b.
This convention may not be used for Missing Persons, Relatives of Missing
Persons, and Unidentified Human Remains cases. This convention may not be
used for suspect samples.
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4.3

4.2.7 Forensic mixture DNA profiles shall have up to 4 alleles at a maximum of 4 core
loci (the “4 x 4 rule”). Any of the remaining core loci shall have no more than 2
alleles at each locus. NOTE: this means that a 2-allele mixture identified by peak
imbalancedoes not count against the rule and is not considered a mixture by the
CODIS software. Non-core loci (e.g. Powerplex Pentas or Identifiler D251338
and D19S433jlo count for this rule.

This convention may not be used for Missing Persons, Relatives of Missing
Persons, and Unidentified Human Remains cases. %

4.2.8 Only DNA data derived from analysis of NDIS ac PCR loci/systems shall
be entered into CODIS. NDIS accepted PCR I tems are referenced in the
FBI NDIS Sandards for Acceptance of DNA Da}b

4.2.9 Forensic Biology Laboratory reports th%tain results eligible for entry into
CODIS contain a statement indicatitlgat this information has been added to and
will be maintained in the CODIS slygterh.

4.2.9.1 When a profilﬁt?noved from CODIS for any reason, a
statement in ghe ¥€port must indicate that the profile was previously
searchee@has been removed. Depending on the timing of the

remoyal? statement may be in the initial report or in an
additésgl report.

4.2.10 Currently, prg@developed using Low Copy Number amplification techniques
are not eligt or entry into NDIS. They can, however, be uploaded to NY-
SDIS fo rching, via the Low Copy Number Index. Samples in this SDIS

Ind§§ & nmarked for any further upload (i.e. to NDIS).

Guidelines tor Entering STR Profiles Derived from Mixed Samples into CODIS (see
also table at the end of this section)

4.3.1 All mixtures refer to the situation where the DNA profile from the evidence is
composed of alleles from more than one individual.

4.3.2 A minimum of six fully-deduced loci must be present in a mixture sample for the
mixture profile to be eligible for entry into NDIS. As many loci and alleles as
possible should be included in the profile submitted to the database.
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4.3.3 When a locus can be only partially deduced, use of the obligate allele designator,

4.3.4

4.3.5

4.3.6

a “+” aids in stringency searches by preventing some of the spurious moderate
matches possible at mixed loci.

A locus may be designated inconclusive (“INC”) on the DNA Profile Evaluation
form at the discretion of the interpreting analyst and their supervisor if an
ambiguity exists at that locus (see section for Type Il mixtures below). This
locus, however, should still be used in the confirmationgrocess once a candidate
match is made.

e to determine/deduce a
i.¥ The deduced profile of the
entered into LINKAGE and

Type | mixture - the results are such thatitis p
complete profile of a contributor at 6 or mor
major contributor or the major componen
LDIS.

Only if the allele intensities are s %t the minor component can clearly be
deduced at six or more loci wil% duced DNA profile of the minor component
be entered into LINKAGE arﬁlL/ .

Type Il mixture - the are such that it is not possible to determine/deduce a
complete profile of a utor at all loci; the allele intensities are such that the
contributor can be uced at some loci but not at other loci. Enter the alleles at
all deduced loci. loci that cannot be deduced can be entered as a mixture
with the obli ele indicated on the DNA Profile Evaluation Form with a “+”.
l%&ible allele sharing, all alleles at these loci must be listed on the

Because
DNA Prgfti&zEvaluation Form (even if you know they belong to the victim).

The ure loci cannot be entered into LINKAGE but will be entered into LDIS.
There are two options for entering partially known loci when not all of the
possible alleles at that locus are confirmed.

Type Il mixture —option onefor entry of a mixture locus: Enter the locus as

“INC”. This may be the method of choice when your profile contains good data
at most of the loci, and the loss of one or two loci still leaves a profile expected to
be seenin 1 in more than a trillion people.

Controlled versions of Department of Forensic Bigl@pcuments only exist electronically on the

Forensic Biology network. All printed versions are non-controlled copies.



FORENSIC BIOLOGY CODIS MANUAL

4.0 PROFILE MANAGEMENT

DATE EFFECTIVE LAST REVISED APPROVED BY PAGE
03-24-2010 07-23-2011 MARIE SAMPLES 8 OF 17

Type Il mixture —option two for entry of a mixture locus: If only one of the
potentially two alleles of the profile at that locus can be determined (due to LCN
interpretation rules) or after all attempts to get results for a clearly visible but
below threshold peak have failed, enter the one known allele with a “+”. This is a
CODIS method of designating that “another allele may be present at this locus.”
The advantage of listing one known allele over none or “INC” is that a match
might be found at moderate stringency, but will prevent at least most of the
spurious candidate matches which might occur if nothi%at all is entered for that
locus.

anything that contained no 10 allele, for exa 29,9;9,11;9,12... would not
match, in contrast to an “INC”, or no entr t locus, which would allow any
allele to appear at that locus and not b@match.

This option is only meant to enhak{}ﬁmited number of loci in a profile, for
instance to enable a profile witi $Joti to meet the minimum amount (10 loci)
needed in order to be searc@NDlS instead of being stopped at SDIS. Certain
criteria must be met and dpcumented for the CODIS group in order to justify

using this method: O{

For example, a 10+ would match 9, 10; 10, 10;;@1... but would preclude

= Maximum 2 logg/®ahanced by this method.

= A statistical i cance of the profile (or deduced loci) being approximately
1in great 500,000,000. A copy of the population statistics printout

must \owded to the CODIS group with a DNA profile of this type.

= This &one and only instance on a DNA Profile Evaluation Form when a

ingk lele is entered in the box for that locus. The “+” must also be present.

" %ﬂnterpreting analyst and/or supervisor submitting such a profile may be
cadlled upon to evaluate all candidate matches found when the profile is
searched.

NOTE: Since DNA profiles developed using Low Copy Number techniques are
not eligible for entry into NDIS, and are searched only at LDIS and SDIS, as
indicated by the first criterion listed above, can be waived.
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4.4

Entering STR Profiles into LINKAGE

44.1

4.4.2

4.4.3

4.4.4

4.4.5

4.4.6

DNA profiles will be entered into LINKAGE by Criminalist Ills, Criminalist Vs,
or management only. DNA profiles may be entered into LINKAGE without
technical review; however, at the time the case file receives technical review the
previously entered DNA profiles must be checked for eligibility and accuracy.

LINKAGE will be maintained separately from the CODJ& software in the
LINKAGE database on the Forensic Biology networ

LINKAGE contains STR loci from STR system @(or previously on-) line in
the Forensic Biology laboratory. LINKAGE equires a minimum number of
6 loci to be entered, but requires non-mix lyfdeduced) loci only be
entered. @

Profiles matching the victim or eIWx n samples (for example, a family
member or a consensual sex F%In ) unambiguously will not be entered into
LINKAGE. For a profile to béb biguously attributed to the victim or
elimination sample, an ex must be tested and compared to the profile in
guestion. It isnot suffi Q make an assumption based on case information

that the profilein qu §Q tches the victim or consensual sex partner.

NOTE: DNA pr are eligible for LINKAGE and/or LDIS only if a crime has
been commit a case has been deemed to be unfounded by the NYPD, no
DNA profi erated in that case is eligible for entry.

Local gs,ect profiles will be entered into LINKAGE and/or LDIS (Suspect,
Kno%ﬂndex), unless:

4.45.1 A properly executed court order dictates otherwise concerning a
specific sample. When any court order or similar paperwork is
received, the OCME Legal Department must be consulted and provided
a copy of the paperwork.

4.45.2 The exemplar was submitted subsequent to a partial match notification
and does not match the case for which it was submitted.

Non-victim DNA profiles derived from evidence that are not eligible for CODIS
entry will be entered into LINKAGE (for example, a profile obtained from the
clothing of a suspect).
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4.5

Entering STR Profiles into LDIS

45.1

45.2

45.3

45.4

4.5.5

4.5.6

CODIS eligible profiles will be entered into LDIS by CODIS software-trained
staff only. The profiles entered into LDIS must fall into one of the following
CODIS categories: Forensic Unknown; Forensic Mixture; Required Alleles; Low
Copy Number; Suspect, Known; Missing Persons Index; the Relatives of Missing
Persons Index or the Unidentified Human (Remains) Index) or Other (see section
1.0 - CODIS Terms and Abbreviations for definitions; fge procedural guidelines

on how to enter a profile into LDIS, see the FBI COD, ining Manudror a
list of NDIS-approved STR PCR kits, consult the versinDo B
Procedures.

O

les (for example. a family

Profiles matching the victim or eliminatio
member or a consensual sex partner) iguously will not be entered into
CODIS. For a profile to be unambigpously attributed to the victim or elimination
sample, an exemplar must be tesﬁ&:d d compared to the profile in qudsson.
not sufficient to make an assumpti on case information that the profile in
guestion matches the victim or% sual sex partner.

Profiles that are clear)y ‘elated to a case or crime will not be entered into
CODIS. For example] men profile from a condom from which a female
profile was determj and the victim is excluded as the female contributor of
DNA. This will he discretion of the appropriate Assistant Director and the
CODIS Progr. anager. The determination can be aided using the CODIS
Guideto Ining What is Allowable for Entry into the Forensic Index at

NDIS 0

Lo?&uspect profiles reside in the LINKAGE system and/or LDH&y are not
eligibte for upload to higher levels of CODIS.

Entry of a profile into LDIS will be documented on the DNA Profile Evaluation
Form. A copy of the DNA Profile Evaluation Form will be put in the file and the
original will be filed in binders in the CODIS area.

Upload of a profile to SDIS will be documented by including a printout of the
CODIS Specimen Detail Report in the case file. While secondary and later
profiles in a pattern are not uploaded to SDIS, the Specimen Detail Report should
still be generated, as it indicates the specimen’s entry into the Pattern/Other index
at LDIS.
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4.5.7 Off ladder alleles above or below the allelic ladder are entered as < (lowest allele

4.5.8

4.5.9

4.6 Modifying or Deleting an STR Profile froﬁ@DlS

4.6.1

4.6.2

at that locus) or > (highest allele), respectively. The official standardized NDIS
allelic ladder can be found on the CODIS website.

Off ladder alleles should be entered as determined by the analysis software (e.qg.
an allele called as 9.1 should be entered as 9.1, not 9.x).

not legible, reviewer’s initials are missing, the speci appears incorrect or is
too long) the Interpreting Analyst (I1A) or the reviewj riminalist IV or

Assistant Director for that sheet must resolve t crefzafoye the data

from that sheet is entered. Specimen ID prq, may be corrected by a member
of the CODIS support staff. Interpretatiorfy s should be discussed with the
appropriate Assistant Director.

If a discrepancy exists on a DNA Profile Evaluation Fog (for example, writing is

Modification of data alreadyélt/ d into CODIS may be due to several reasons:

= Additional testing n completed on the sample.
= Aninterpretatio as discovered regarding the profile.
= The profile coué}e Improved by the addition of the obligate allele designator

Onceith \en determined that a profile must be modified in CODIS, a Profile
Modifica&rm (see Appendix 9.2) should be filled out and submitted to the
COpI f for processing. The original Profile Modification form will be
ma%ﬁed in the Profile Modification form binder and a copy will be placed in
the case file.

Any modification to a DNA profile previously uploaded to SDIS will be
documented in the profile modification log (see Appendix 9.3).
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4.6.3 Reasons for administrative removal/expungement might include:

4.7.1

4.7.2

4.7.3

. A profile entered is later determined to be an elimination sample.
" Documentation is provided for legal expungement.
" A determination was made that the profile should not have been entered

into CODIS due to a user problem (for example, the 1A has failed a
proficiency test during the time the data was generated) or a systemic

laboratory problem.

" Profiles from missing persons and/or relative B@ssing persons are
removed once a person is identified. Profil m unidentified human
remains will be removed only if the body, ered is intact.

Once it has been determined that a profil be deleted from CODIS, a CODIS

deletion form (see Appendix 9.4) must d out and submitted to the CODIS

staff for processing. Unless there aNiem restraints surrounding the deletion [(for
example, in response to a court o'q%a quiring it before the next local upload; if
so, an Expungement Request r Will be sent to the SDIS custodian (see
Appendix 9.5)], the deletionﬂl/ processed with the next upload to SDIS.

The original form will eg?ntained in the Case Deletion/Expungement form
binder and a copy wil laced in the case file. The deletion will also be
d

recorded in the Up eletion/Expungement log (see Appendix 9.6) at the time

it Is processed. eletion portion of the reconciliation report from the upload
will also be pu and placed in the Case Deletion/Expungement form binder
confirmin the deletion was completed.

Routine sﬁla@ of LINKAGE and LDIS

Interpreting analysts and their supervisors will routinely compare appropriate
preliminary DNA profiles to those in LINKAGE and LDIS.

LDIS autosearches will be conducted after the addition of new profiles into LDIS
and before an upload to SDIS. This search will serve to ensure that no intra-
laboratory DNA matches were overlooked and to track local DNA hits using the
CODIS system. LDIS autosearches will be performed by the CODIS staff only.

All LDIS autosearches will be conducted at moderate or high stringency using a
minimum of six loci. The default setting is moderate.
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4.8

4.9

4.7.4 Samples with 10 or more loci will also be searched, allowing one locus to have

4.7.5

either low-stringency or non-matching results (“one-mismatch search”).

All LDIS candidate matches will be examined. The CODIS staff will investigate
any matches not already documented and ensure that all proper notifications are
prepared, reviewed and made expeditiously. The CODIS group may return such
matching files to the 1A and supervisor who submitted the specimen, and delegate
the match notifications to them. %

Uploading Profiles to SDIS/NDISand Search Policies %

4.8.1 All appropriate LDIS profiles will be uploade

@SDIS by the CODIS staff.
upload to SDIS biweekly, with

Currently New York State local DNA labor
the SDIS search performed shortly ther > Forensic STR Index, Unidentified
Human (Remains) Index and Missingrgéers n Index profiles containing 10 or more
loci are searched at both high and)& rate stringency. Profiles with 6-9 loci are
searched at high stringency onl less placed in the “Required Alleles” index.

4.8.2 LDIS profiles for upload to $D)I3=Vill be from evidentiary samples ddhder

no circumstances will known man reference samples be uploaded to SDIS
forensic indexes. Su iles may be entered into the Missing Persons
Index, the Relative sing Persons Index or the Unidentified Human
(Remains) Index) i%propriate.

4.8.3 Onlyone (l&fve perpetrator profile per Forensic Biology DNA pattern will

be uploa DIS. Additional profiles from patterns will be placed in the
Pattern/ r Index in LDIS, and will be unmarked for upload.

4.8.4 Upwé to NDIS will take place as scheduled by the SDIS custodian.

Other Searches

4.9.1 Only DNA profiles developed by the Department of Forensic Biology may be

compared to and entered into LINKAGE. Requests to compare other DNA
profiles to LINKAGE will not be approved and are not allowed.

4.9.2 Keyboard searches of LDIS, SDIS, and NDIS are only allowed of DNA profiles

derived from evidence. Keyboard searches of DNA profiles from known
individuals is not allowed.
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4.9.3 Keyboard search requests of SDIS/NDIS are addressed to the Databank

49.4

coordinator. This search is requested through the DCJS Databank coordinator and
is executed at the discretion of the SDIS custodian.

Keyboard search requests of LDIS are addressed to the CODIS custodian, CODIS
Program Manager, or the laboratory director.

All requests must be accompanied by a Justification yboard Search Request

There are assorted reasons a keyboard search would Jae requested by a laboratory.
form (see Appendix 9.7). 0

Reason #1 The requesting laboratory wants rch a profile that does not
meet the minimum loci requirements f S or NDIS entry or would not be
searched based upon SDIS or NDI@QN search policy. Keyboard searches
for this reason must be, accomp dWwith a documented scientific reason
justifying the search (for exampg parent presence of mixtures, sample
degradation or limited sam vailability). Scientific justification must
include but is not Iimited(% atistical significance of the profile (or deduced
loci) being approximatgly 1¥h greater than 500,000,000. A copy of the
population statisti out must be provided to the CODIS group with a
justification of this

Reason #2- Th esting agency wants to search a profile before the next
search iR Q tion where a known convicted offender is a suspect in a
particw \ase and there is an urgency for an expedited search. The initial
requ om a Bureau Chief from one of the District Attorney’s Offices must

e itted in written formmust be accompanied with a valid
f?ﬁcation for the urgency, andit must be confirmed that the suspect in
glestion is, in fact, in the databank.This confirmation is the
responsibility of the requesting agency.There must also be a documented
conversation with an Assistant Director and appropriate case information.
Case information from the DAO must include:the suspect’s full name,
NYSID number, social security #, and any known aliases.
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The following reasons are considered valid urgency justifications by the
Department of Forensic Biology to request a keyboard search to expedite a
CODIS search at SDIS or NDIS:

* A suspect has been arrested for a particular case and will be released
without the search. Additionally, there is no other evidence (eyewitness,
fingerprints, etc.) to hold the suspect and attempts to obtain a DNA sample

from the suspect have been exhausted. %

» A strong investigative lead has developed @‘pect in a particular case
and the search will lead to an arrest. AdelNghally, there is no other
evidence (eyewitness, prints, etc.) to the suspect and attempts to

obtain a DNA sample from the s$ ave been exhausted.

NOTE: Even if the DAO orfNYPD can confirm a potential suspect
has qualified for k‘try in the convicted offender databank
this does not re’the sample has been collected,
processed, (o ered into the offender databank.

Expeditigp of¥a convicted offender sample by DCJS does
not é be in response to a keyboard request. If the
S sp’g based on a strong investigative lead and the

i tigator wants to insure the corresponding convicted
der sample is in the offender databank before the next

0\4 utine search they should be referred to DCJS.

\Q Investigators should always be advised to attempt to obtain
c) a DNA sample from the suspect and submit it directlyo

‘ K Forensic Biology.

Reason #3- The requesting agency and/or the Department of Forensic Biology
wants to search a profile before the next search in a situation where there is an
urgency for an expedited search to attempt to identify an offender in a serious
or serial crime.

Reason #4 The requesting laboratory is not CODIS ready. This type of search
method is performed for criminal justice agencies that do not have access to
CODIS. All requests for keyboard searches from agencies that do not
have CODIS should be referred to the NYS DCJS Databank coordinator.
This will enable the requesting agency to benefit from a statewide search and
avoid duplicate local searches.
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4.9.5 Both the CODIS Custodian/Supervisor and the CODIS Program Manager must

4.9.6

4.9.7

approve keyboard search requests. Disagreements between the CODIS Program
Manager and the analyst, supervisor, or manager requesting a keyboard search
will be resolved by the laboratory director.

Once a keyboard search request has been approved, the interpreting analyst will
fill out a Forensic Biology Keyboard Search Request form (see Appendix 9.8) and
forward it to the CODIS staff for processing. All keybo%search requests will

be processed by the CODIS staff. If the keyboard s \ request is for SDIS, the
CODIS supervisor will discuss the request and ca %formation with the DCJS
Databank coordinator via telephone and fax th est form accordingly. The
original request form and search results will tin the case folder. Keyboard
search requests from outside laboratorie ept in the Keyboard Search
requests binderThe interpreting analys@sting the keyboard search will

be responsible for evaluating all can%jst match results from the search

within 15 days of receiving the reswf m the CODIS staff.

NOTE: Prior to faxing a Ke)@;% Search Request form to SDIS, the
CODIS staff will figst p€rform an autosearch to identify any local
candidate m?c\&

A forensic profile be searched at a non-CODIS databank (for example, via
Interpol). Seet IS Procedures for further information.

>
A non-U Msic profile may be searched at NDIS upon request to the FBI and
at their dgf ion. Such a profile may NOT be searched at LDIS.

?S
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Table — DNA Profile Evaluation Form entries for STR profiles derived from mixed samples
STR result Interpretation DNA Profile Will match
Evaluation Form

7,8,9 deduced contributor is

9,9 9,9 9,9
(high stringency)

7,8,9 deduced contributor is @\?

8,9 8,9

N
1\\~>(high stringency)

7,8,9 deduced contributor is "\
9,2 \@
(where Zis eithera7or8or 9 ,'&\9+ 7,90r8,90r9,9
(moderate stringency)
7,8, 9** deduced contributor is ¢ C n/a
9,7 s\oK or
(other non-called e, o+ 9 plus any other allele
possible drop or LCN (moderate stringency)

possible fat omozygote)
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5.1

5.2

General principles

Discovering and confirming “exact matches” and “partial matches”, and making timely
notifications, are among the highest priority tasks done in the Department of Forensic
Biology. Any delays can result in additional crimes being committed that may have been
preventable. For local matches, it is not necessary to have all analyses completed or
reports written, just that the required data is available for review of the match.

Partial matches are inadvertent “indirect matches” that suggest t?g@source of an

evidentiary profile is potentially: 0
A relative of a suspect (suspect file) Q
%se or between two cases)

A relative of some other comparison samp
A relative of an offender (state or natiomQ

A relative of another evidentiary profile (wit
im or elimination sample)

This is determined by comparing the nu 'o\shared alleles and/or loci, then
calculating the full sibling likelihood r% d/or the parent-offspring likelihood ratios
using the CODIS Popstats applicatign (sé€ specific procedures below). The use of partial
matches at the state level has b r&roved by the New York State Commission on
Forensic Science. The use of p matches at the national level has been approved by
the NDIS Board; however, @cipation is left up to each individual state.

Matches at the Iocal.les@%y occur at any time. Matches at the state level follow a two-
week cycle set by: te. Matches at the national level follow a one-week cycle.

DNA HIT ap&ﬁ%tion

The majority*of DNA exact match and partial match notifications are made using the
web-based DNA HITS application. This application allows for quick e-mail
dissemination of matches to the NYPD and the District Attorney’s offices. If DNA HITS
is unavailable for > 24 hours, or a particular functionality is unavailable, make
notifications using a Notification Letter; follow up with DNA HITS notification when it
becomes available.

Only the NYPD designee(s) and the appropriate DAQO’s designee(s) are notified via DNA
HITS. If using DNA HITS, do not also notify Detectives or ADA’s directly - they will be
notified by their superiors.
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Members of lab management have privileges in DNA HITS to add or delete authorized
users. Case analysts have varying levels of privileges within the program. All
interpreting analysts plus certain clerical and CODIS staff members have login privileges
and can enter match information. Supervisors, management and certain CODIS staff
members have approval privileges for matches. The program will not make a notification
until it has been approved.

5.3 Method of notification %

The existence of an exact match or partial match is disseminat
Forensic Biology report, via DNA HITS, or both. The met pends on the type of the
match (“cold” vs. “warm?”), the level (local, state, natio the type of comparison
(exact vs. partial). “Cold hit” means no one thoug@ es (or suspect) were linked

the Department of

previously. “Warm hits” are the opposite: the cas e previously thought to have
been linked, and DNA is simply confirming thi'\

In general, match notifications made via \IITS are applicable only to cases that
have a clean, informative forensic aut DNA profile (single-source or deduced)
attributable to a putative perpetrator,e In &dition, partial match notifications are limited
to such profiles with >10 COD{é\Ioci with no Z’s, INC’s, or other indications of a
mixture.

Associations solely to no nvoluted mixtures or solely to Y STR results are
described in the repch via DNA HITS.

Notification via @-{ITS is necessary for the following types of matches:

Loc?ﬂatches:

Cold hits between cases

Partial matches between cases

Cold hits between a case and a suspect (exemplar or pseudo-exemplar)
Warm hits between a case and a suspect (exemplar or pseudo-exemplar)
Partial matches between a case and a named suspect or arrestee (exemplar or

pseudo-exemplar)

State or national matches:

Matches between a case and an offender

Partial matches between a case and an offender

Matches between a case and a case in another laboratory
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5.4

54.1

Notification via DNA HITS is not necessary for the following types of matches:

Warm hits between cases
Partial matches within a case

The report (evidence report or suspect report) will contain information on all local exact
matches and/or partial matches.

Verifying and reporting exact matches \%
Local exact matches discovered via LINKAGE or LDIS 0

In the event an analyst suspects there is a cold hit bet &No cases or between a case
and a suspect file, the supervisor should be notifie ediately. Expedite additional
testing (including exemplars if needed) to deter]%e you have a true match or a
fortuitous match. Additional testing includehg uplication needed to satisfy the

h

in

- - y - -

concordance and duplication rules. Once@ ve confirmed the exact match, continue
the process.

Pull the previous case(s). For gc &o-case match, compare the information available in
the files: precinct, location of o nce, description of assailant, details of the assault,
etc. Ifany 61 forms are mix&, have a supervisor arrange to get a copy. (This step is
not required for NYPD @ cases.)

*
If any of the infor@ In the 61 forms seems inconsistent, discuss with your

supervisor. C)

For case-to%e matches, determine whether the matching samples were processed
together:

e Evidence exam on the same date and/or by the same analyst?
e DNA extraction and/or amplification worksheet with the same date and time?

If so, see your supervisor and Assistant Director immediately.
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For case-to-case matches between similar case types (ex. Property Crime to Property
Crime) or disparate case types (Homicide to Property crime), it is a possibility that a
member of law enforcement is the source of the DNA. Therefore, the following should
also be determined based on paperwork in the file:

e Was the evidence in both cases collected by the same Crime Scene Unit or Evidence
Collection Team member?
e Was the evidence in both cases processed by the same NYPD Ia@atory Criminalist?

If so, see your supervisor and Assistant Director immediately&

Transfer the newly linked case to the interpreting analy the previous case. Have
your supervisor update records to reflect the new cas nment. (This step can be
done after notifications, if desired.)

Fill out a DNA Profile Evaluation Form Iistihg\the case(s) your case is linked to.
Enter the match(es) into DNA HITSu§if)tf the procedure in section 5.6.
5.4.2 Verifying and reporting SDI e@s*matches

With DNA matches identifi@ SDIS, both laboratories involved in the match have
confirmation responsibili All matches will be resolved by the CODIS staff, with the
exception of Low Ce ber samples.

Responses to al @me matches must be immediate. The final disposition of the
candidate the SDIS custodian must be reported no later than 30 days after
receiving th tch report.

5.4.2.1 General Process

The CODIS staff will print out the Candidate Match Detail Reports from the CODIS
system along with a Match Inventory list (a summary list of all the cases involved in the
candidate matches) and retrieve the corresponding files.

Each candidate match report and corresponding file must be reviewed to confirm whether
or not the two profiles indeed match. The analyst reviewing the file must fill out a
Candidate Match Confirmation Checklist if the match is found to be real.
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If any modifications to the DNA profile are needed, a Profile Modification Form must be
filled out by the Interpreting Analyst or the analyst reviewing the data (see section 4.6),
and submitted to the CODIS group. It is not necessary to wait for the profile to be
modified to continue in the confirmation process.

5.4.2.2Verifying and reporting SDIS offender exact matches

If the profiles are an exact match, complete a NYS DNA Databank didate Match
Confirmation Form. This form communicates to DCJS and the k coordinator the
case information, and that the candidate match is, in fact, a tru . Therefore, one
NYS DNA Databank Candidate Match Confirmation For
candidate match listed on the Match Inventory must be .
Databank Candidate Match Confirmation Form is th mitted to DCJS by fax or
other electronic means.

Upon receipt of the NYS DNA Databank Cahg Match Confirmation Forms from our
laboratory, and upon receipt of conflrmat’: he offender sample from the NYS DNA
Databank coordinator, DCJS will reIe% ffender’s name, via fax followed by USPS,
in the form of a DCJS Match Letter gsee ®he current version of the New York State
COmbined DNA Index System Rr res). This letter will contain the name of the
offender, any aliases, the NYSI ber and offender’s current location.

Enter the match(es) int HITS using the procedure in section 5.6.

>
If the confirmed r@dwas linked an offender to an unsolved case, the investigating
agency must obtgd exemplar from the offender and submit to the laboratory for
retesting priQr %ceeding to trial. This requirement is located on the DCJS Match
Letter that &Vﬂllable to the District Attorneys’ offices upon request.

The DCJS Match Letter should be used by the DAQO to obtain the court order authorizing
the collection of the exemplar. The Department of Forensic Biology will perform testing
on the exemplar to replicate the DNA match of the offender to the forensic sample(s) and
to testify in court to the match. Questions from the DAO regarding offender information,
offender blood draws, etc. should be directed to DCJS. Analysis of the exemplar by
Forensic Biology is generally not necessary for grand jury proceedings. This analysis,
however, is necessary before trial.
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5.4.2.3 Verifying and reporting SDIS forensic exact matches

After the data is reviewed, the other laboratory involved in the match must then be
notified via telephone, fax or email and the match verified. Both laboratory’s case
numbers and ORI numbers are on the Match Detail Report and on the Match Inventory
list. The contact information for all CODIS laboratories can be found on the CJIS-WAN.
Standard case contact protocol should be followed to document any correspondence or
conversations. %

If it is determined the candidate match is a non-match, the pro ops here. All case
contacts should be documented on the checklist accordingl

If it is verified to be a true match, information regard cases must be exchanged.
The CODIS DNA Match Data Request and Respo m is transmitted to the other
laboratory by fax or other electronic means. Tfta%or facilitates the exchange of
information. Information on this form, if av should include:

e Contact information for the su police agency.
e Contact information for the bor ory
e Laboratory and police |§<® tion numbers (Forensic Biology and complaint

numbers).

e Whether the case is @ed (i.e. by DNA).

e Suspect informa @ or example, name, NYSID number, has he/she been tested
at our lab, et6$

e Genera {e nformation (for example, date of occurrence, type of crime, etc.)

o |Ift with the match at SDIS is one of a local pattern, information regarding
both/Rll should be provided to the other laboratory.

Upon receipt of the response from the other laboratory, the match is confirmed. This
form documents that the candidate match between the two laboratories was
acknowledged, each laboratory has finished their review process, both laboratories are
confirming the match and that case information has been exchanged.

Enter the match(es) into DNA HITS using the procedure in section 5.6
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5.4.3 Verifying and reporting NDIS exact matches

With DNA matches identified at NDIS, both laboratories involved in the match have
confirmation responsibilities. All NDIS matches will be resolved by the CODIS staff.

Responses to all candidate matches must be immediate. The final disposition of the
candidate match to the NDIS custodian must be reported no later than 30 days after
receiving the match report.

®\%
5.4.3.1 General Process
O

The CODIS staff will print out the Candidate Match De orts from the CODIS
system along with a Match Inventory list (a summary(\ all the cases involved in the
candidate matches) and retrieve the corresponding

Each candidate match report and correspondRg fife must be reviewed to confirm whether
or not the two profiles indeed match. Th lyst reviewing the file must fill out a
Candidate Match Confirmation Checkfsl./

If any modifications to the DN e are needed, a Profile Modification Form must be
filled out by the Interpreting A or the analyst reviewing the data (see section 4.6),
and submitted to the CODIS@up. It is not necessary to wait for the profile to be
modified to continue in tl@ firmation process.

*

5.4.3.2 Verifying and re@g NDIS offender exact matches

notified via one, fax or email and the match verified. Both laboratory’s case
numbers and*ORI numbers are on the Match Inventory list. The contact information for
all CODIS laboratories can be found on the CJIS-WAN. Standard case contact protocol
should be followed to document any correspondence or conversations.

After the dﬁa gaiewed, the other laboratory involved in the match must then be

If it is determined the candidate match is a non-match, the process stops here. All case
contacts should be documented on the checklist accordingly.
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If it is verified to be a true match, information regarding the cases must be exchanged.
The CODIS DNA Match Data Request and Response Form is transmitted to the offender
laboratory by fax or other electronic means. This form facilitates the exchange of
information. Information on this form, if available, should include:

e Contact information for the submitting police agency.

e Contact information for the laboratory.

e Laboratory and police identification numbers (for exampl number,
complaint number, etc.). &

e Whether the case is solved (i.e. by DNA).
e Suspect information (for example, name, NYSID r@ has he/she been tested

at our lab, etc.).
e General case information (for example, da 0 rrence, type of crime, etc.).

e |f the case with the match at NDIS is o cal pattern, information regarding
both/all should be provided to the other1aQoratory.

e When available, include any kno }mwes of the offender/suspect if the case is
solved, because the offender/s %‘nay be in the other database under a
different name. uﬂl/

Upon receipt of the CODIS D @tch Data Request and Response Form from our
laboratory, and upon the offégdeNaboratory’s confirmation of the offender sample, the
match is confirmed. The er laboratory will release the convicted offender’s name,
via fax, in the form of a h letter. This letter will contain the name of the offender,
any aliases, the Staté’ , current location, and usually their SS#.

Enter the mat{légnto DNA HITS using the procedure in section 5.6

If the conf|r¥~ d match has linked an offender to an unsolved case, the investigating agency
must obtain an exemplar from the offender and submit to the laboratory for retesting prior to
proceeding to trial. This requirement is located on the match letter that is forwarded to the
District Attorney’s office upon request. The match letter should be used by the DAO to
obtain the court order authorizing the collection of the exemplar.

The Department of Forensic Biology will perform testing on the exemplar to replicate the
DNA match of the offender to the forensic sample(s) and to testify in court to the match.
Questions from the DAO regarding offender information, offender blood draws, etc. should
be directed to the agency contact information given on the CODIS DNA Match Data Request
and Response form. Analysis of the exemplar by the Department of Forensic Biology is
generally not necessary for grand jury proceedings. This analysis, however, is necessary
before trial.
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5.4.3.3 Verifying and reporting NDIS forensic exact matches

The CODIS staff will print out the Candidate Match Reports from the CODIS system
along with a Match Inventory list (a summary list of all the cases involved in the
candidate matches) and retrieve the corresponding files.

Each candidate match report and corresponding file must be reviewed to confirm the
profile data sent to NDIS is accurate. The analyst reviewing the filegst fill out a
Candidate Match Confirmation checklist.

If any modifications to the DNA profile are needed, a Profi \bdification Form must be
filled out by the analyst reviewing the data (see section ahd submitted to the CODIS
group. It is not necessary to wait for the profile to@ ied to continue in the

confirmation process.

After the data is reviewed, the other laboratofy inVolved in the match must then be
notified via telephone, fax or email and t atth verified. Both laboratory’s case
numbers and ORI numbers are on the % nventory list. The contact information for
all CODIS laboratories can be foun({g CJIS-WAN. Standard case contact protocol
should be followed to docume a@ rrespondence or conversations.

If it is determined the candi match is a non-match, the process stops here. All case
contacts should be docu on the checklist accordingly.

>

If it is verified to \ue match, information regarding the cases must be exchanged.

The CODIS DN tch Data Request and Response Form is transmitted to the other

laboratory other electronic means. This form facilitates the exchange of
n%

informatio ormation on this form, if available, should include:

e Contact information for the submitting police agency.

e Contact information for the laboratory.

e Laboratory and police identification numbers (for example, FB number,
complaint number, etc.).

e Whether the case is solved (i.e. by DNA).

e Suspect information (for example, name, NYSID number, has he/she been tested
at our laboratory, etc.).

e General case information (for example, date of occurrence, type of crime, etc.).

e If the case with the match at SDIS is one of a local pattern, information regarding
both/all should be provided to the other laboratory.
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Upon receipt of the response from the other laboratory, the match is confirmed. This
form documents that the candidate match between the two laboratories was
acknowledged, each laboratory has finished their review process, both laboratories are
confirming the match and that case information has been exchanged.

Enter the match(es) into DNA HITS using the procedure in section 5.6

5.5  Evaluating, verifying, and reporting partial matches

ol
5.5.1 General guidelines 0

V& a clean, informative
attributable to a putative
ci, with no Z’s, INC’s, or other

Partial match procedures are applicable only to cases th
forensic autosomal DNA profile (single-source or de
perpetrator. Such profiles must have >10 CODIS
indications of a mixture. r\

Partial matches will be evaluated by a co@lon of observing whether there is sharing
at each locus (indicating a potential pafeft™ffspring relationship) and/or counting of
shared alleles across all loci (indicag'{% otential full-sibling relationship), followed by
a statistical calculation (likelih @ ). Thresholds for allele sharing and the likelihood
ratio have been established gnd escribed on the Partial Match Evaluation Form.

At the local level, only p atches between evidence samples (within a case or
between cases) or parti tches between evidence samples and a named suspect or
arrestee for that c Wl be evaluated. Any partial matches revealed by comparing a
suspect to LINK or partial matches revealed by searching a suspect in LDIS will
NOT be eviu .

At the state ahd national level, only partial matches to offenders will be evaluated.
Pull the previous case(s), if applicable.

5.5.2 Local partial matches

Partial matches may exist within a case, between two cases, or between a case and a
suspect file.
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5.5.2.1 Partial matches within a case

All eligible DNA profiles within a case should be reviewed for potential partial matches.
For example, compare a victim or elimination sample to Male Donor A or compare Male
Donor A, B, and C to each other.

In the event an analyst believes there is an eligible partial match, the first step is to
evaluate the profiles. Using the Partial Match Evaluation Form and #ellowing the local

flow chart below, determine if the two profiles meet laboratory r ents. If so,
expedite any additional testing needed to satisfy the concorda duplication
policies. $

If possible and appropriate, further testing using Y S @ould be done. If a partial
match is still a possibility, continue the process.

The existence of a partial match within a casb'é?kseminated via the report, using
wording that describes that a similarity otéd, states the likelihood ratios for full
siblings and/or parent-offspring, and rﬁle/ additional exemplars.

5.5.2.2 Partial matches between two aé

In the event an analyst belieﬁthere is an eligible partial match between two cases
(found in LINKAGE or S search), the first step is to evaluate the profiles. Using

the Partial Match Evalqation Form and following the local flow chart below, determine if
the two profiles oratory requirements. If so, expedite any additional testing
needed to satis oncordance and duplication policies.

If possible %ﬁppropriate, further testing using Y STRs should be done. If a partial
match is still*a possibility, continue the process.

The analyst and supervisor must then meet with the local CODIS administrator and/or
CODIS manager to discuss the potential partial match. If appropriate, efforts will be
made to determine the status of each case (solved vs. unsolved, arrests, etc.) or gain
additional case information.

The existence of a partial match between cases is disseminated via DNA HITS. Enter
the match(es) into DNA HITS using the procedure in section 5.6
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5.5.2.3 Partial matches between a case and a suspect (exemplar or pseudo-exemplar)

5.5.3

Partial matches involving the DNA profile of a suspect is limited to the case for which
the person is a named suspect or arrestee.

In the event an analyst believes there is an eligible partial match, the first step is to
evaluate the profiles. Using the Partial Match Evaluation Form and following the local
flow chart below, determine if the two profiles meet laboratory requiements. If so,
expedite any additional testing needed to satisfy the concordanc%plication

policies. 0
If possible and appropriate, further testing using Y STR}@d be done. If a partial
match is still a possibility, continue the process.

The existence of a partial match between a casgqnd a’suspect is disseminated via DNA
HITS. Enter the match(es) into DNA HITNsi g the procedure in section 5.6

Evaluating, verifying, and reporting&bgwffender partial matches

If a candidate match to an offe WOT an exact match, the next step is to evaluate it
as a potential “partial match”. matches are inadvertent “indirect matches” that
suggest that the source of angidentiary profile is potentially a relative of an offender.

This is determined by ring the number of shared alleles and/or loci, then
calculating the fu '\ng likelihood ratios and/or the parent-offspring likelihood ratios
using the CODI%&S application. Using the Partial Match Evaluation Form and
following tg flow chart, determine if the two profiles meet laboratory
requiremen

If not, attach the Partial Match Evaluation Form to the Candidate Match Detail Report
and note “no match”. The information is added to the case record. The CODIS groups
will disposition the candidate match in the CODIS system as “No Match” and send NY'S
DCJS that information.
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If the profiles meet the laboratory requirements for a partial match, then do the following:

Confirm that the profile has been searched in LDIS (see the CODIS group)
Using the Partial Match Inquiry Worksheet, contact the NYPD and the
appropriate District Attorney’s office(s)

In order for the partial match process to continue, certain requirements have been set by
the state. The NYPD and District Attorney’s office(s) are asked: %

e Are they committed to pursuing further investi%@
e Will they provide follow-up information? Q

Once the completed worksheet is returned from both %PD and District Attorney’s
office(s), and both agree to pursue the case, contin process. Complete the DCJS
Partial Match Evaluation Request and the CODt\group will transmit it to DCJS by fax
or other electronic means.

Upon receipt of the DCJS Partial Mat@uation Request from our laboratory, DCJS
will notify the NYS DNA Databankghat ¥ confirmation of an offender DNA profile is
being requested based on an nﬁ CODIS match.

After the offender DNA pro@has been confirmed, a NYS CODIS Administrator or
Supervisor will perform artial match evaluation using specialized software. This
software will calcul xpected Kinship Ratio (EKR) and Expected Match Ratio
(EMR) for the fu g and parent-offspring relationships. If the EKR and EMR meet
the thresholds by the state policy, DCJS will release the offender information and
EKR/EMRg1a S to us.

t

Enter the match(es) into DNA HITS using the procedure in section 5.6. It is
imperative to enter a partial match using “Forensic to Potential Relative (SDIS)” as
the match type.

Controlled versions of Department of Forensic Biology Documents only exist electronically on the
Forensic Biology network. All printed versions are non-controlled copies.



FORENSIC BIOLOGY CODIS MANUAL

5.0 VERIFYING AND REPORTING DNA MATCHES

DATE EFFECTIVE LAST REVISED APPROVED BY PAGE
03-24-2010 04-01-2011 MARIE SAMPLES 14 OF 20

5.5.4 Evaluating, verifying, and reporting national offender partial matches
NDIS has instituted a policy covering partial matches at the national level.

If a candidate match to an offender is NOT an exact match, the next step is to evaluate it
as a potential “partial match”. Partial matches are inadvertent “indirect matches” that
suggest that the source of an evidentiary profile is potentially a relative of an offender

This is determined by comparing the number of shared alleles a ci, then
calculating the full sibling likelihood ratios and/or the parent- ¥ng likelihood ratios
using the CODIS Popstats application. Using the Partial valuation Form and
following the NDIS flow chart, determine if the two profi eet laboratory

requirements. §

If not, attach the Partial Match Evaluation ForrNtth Candidate Match Detail Report
and note “no match”. The information is adwgto he case record. The CODIS group
will disposition the candidate match in th@ IS system as “No Match”.

If the profiles meet the laboratory re ufr]ﬁents for a partial match, then do the following:

CODIS administrator and/o DI1S manager will review the form and forward to the

FBI. @

>
If the request is a N by the FBI, the FBI will notify the state with the offender
information aon request. The decision to release the name of the convicted
offender isﬁo{g cording to applicable state law and policies. The NDIS Custodian
then either:

Notifies us that the state determines that the information cannot be released, or
provides us with the identifying offender information.

Complete the Request for Réleégq Offender’s Identifying Information letter. The local

If the information is released, enter the match(es) into DNA HITS using the procedure
in section 5.6. It is imperative to enter a partial match using “Forensic to Potential
Relative (NDIS)” as the match type.
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5.6

Making notifications using DNA HITS

NOTE:

Step 1:

Step 2:

Step 3:

Step 4:

Step 5:

If a new match (case-to-case, case-to-suspect, case-to-known suspect or
arrestee, or case-to-offender) is identified to a pattern that pre-dated DNA HITS,
the previous matches must be entered into DNA HITS prior to the new match.
In the Notes section, make reference to the previous match letters, including
match letter number as well as the date of the original notification.

Using the internet, go to the DNA HITS program. Cha % drop-down menu
to “OCME”, then login using your OCME user nam assword.

Click on “Create New Local Hit” tab in the up@ht hand corner.

Using the drop-down menu, select the ap@te match type. Itis very
important to select the correct match % sfhce DNA HITS is being used for
pe

“cold hits”, “warm hits” to known s/arrestees, and for most partial

matches. Q

Enter the case numbers folthe Wew match and click on “Search”.

entered hgMyshould be the new case and the first case of the pattern.
The fig e is generally the one whose DNA profile is represented in
CORIS See a supervisor or a member of the CODIS group if unsure

@1 case is the first case.

Us:'n drop-down menu, select the appropriate search type (LINKAGE or

NOTE: For notifg n anew case in an existing pattern, the two cases

L or local matches). If this is not done, all the information will be lost and
willhave to be reentered.

“Warm hits” between a case and a suspect are reported using the “Case to
Known Suspect or Arrestee” function within DNA HITS.
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Step 6:

Step 7:

Step 8:

Step 9:

Step 10:
Step 11:

Step 12:

If one of the cases was involved in a previous DNA HITS notification,
information for that case will be populated automatically. If both cases are new
to DNA HITS, all fields marked in yellow are required to be entered. In
addition, when available, the date of occurrence, 61 number and the voucher
number must be entered. The exceptions are PM samples (no voucher number);
backlog project cases (no 61 number and sometimes no date of occurrence); and
the occasional Biotracks or IAB case (no or partial 61 number).

NOTE: Be careful in using the drop-down menus; ma % what you select
stays selected by moving the cursor off of t p-down menu and
clicking elsewhere to deactivate the dro

For the *Criminalist’ section, if the analyst d (the 1A for the cases) is not
on the drop-down list, deselect ‘Select’ a ually type in the analyst’s last
and first names; use normal capitaliza'&%lr. the analyst assigned to a case is no
longer at the lab, list the CriminaligNV or Assistant Director who reviewed it,
in that order of preference. Sho%\e her of them be available, consult CODIS
staff or a supervisor regardin st assignment.

Click on “Get Approy, I@any red error messages appear, fix the problem and
click on “Get ApprovaR egain. Once there are no errors, the screen will return
to the “Create Nev&try” mode and inform you that you have successfully
entered a match

>

Have th@ reviewed by a Criminalist IV and/or Assistant Director.

@) proved, the Criminalist IV or Assistant Director will receive a DNA
HITS confirmatory email from DNAHITS@cityhall.org.

Hav gf’lminalist IV or Assistant Director approve the match in DNA HITS.
¥

Forward the email to the assigned Criminalist to notify them of the match.

Print out the DNA HITS email confirmation and place in each file.

Forward the DNA Profile Evaluation Form(s) to the CODIS group in-box.
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5.7  Organization of CODIS Paperwork in Files

Left side of file: if all paperwork was properly completed and photocopied, the left side

of the file should contain:

® © o o o o o

Forensic Biology, Cellmark, Bode or Genescreen report
DNA Profile Evaluation Form - copy

Specimen Detail Report - printout from computer 6
Candidate Match Detail Report - printout from comp \
Candidate Match Confirmation Checklist - origin%

Candidate Match Confirmation Form - copy
DCJS Match Letter — copy faxed by DCJ (@parable form from another
state) 5 #

DNA HITS confirmation email — printouNTom email (CODIS staff does not
need a copy) '\,K

. AQ;}
S
)

?S
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Local partial
match flowchart
clean profile?
(>10 loci, single-source NO STEP A
or deduced)
YES
already a match to \%
rtrue):)ffender’? YES ‘ STEPB
NO %Q
1 or more hari
shared alleles NO—p( threzhzT&ngwetV ——N| STEPC
per locus? g
YES— \
YES YES Q
v
calculate kinship
(PO)

?\ YES

test samplesin Y's
—1 if possible and
applicable?

YES

same Y profile?

NO DONE

YES

v

disseminate partial
match info via
DNA HITS
and/or report
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SDIS partial match
flowchart

complete Partial Match
inquiry Worksheet
send to NYPD/DAO

Evaluate offender
candidate match

If “yes” through
step D of local
flowchart

both agree to
pursue case?

YES

complete Partial Match
Evaluation Request
send to DCJS

notify NYPD and
NO DAO via email DONE

LR'’s meet
tate requirements?

YES

offender name is
released to OCME

—

disseminate partial
match info via
DNA HITS
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complete Request for

Release of Offender’s

Identifying Information
worksheet

NDIS partial match
flowchart

Evaluate offender
candidate match

If “yes” through
step D of local
flowchart

CODIS group
review and submit

to the FBI 0@\
N\
o

approved by the
FBI?

Iding the
offender
information

state will
release name?

NO DONE

YES

v

offender name is
released to OCME

disseminate partial
match info via
DNA HITS
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5.1

General principles

Discovering and confirming “exact matches” and “partial matches”, and making timely
notifications, are among the highest priority tasks done in the Department of Forensic
Biology. Any delays can result in additional crimes being committed that may have been
preventable. For local matches, it is not necessary to have all analyses completed or
reports written, just that the required data is available for review of the match.

Partial matches are inadvertent “indirect matches” that suggest t?g@source of an

evidentiary profile is potentially: 0

e A relative of a suspect (suspect file) Q

e A relative of another evidentiary profile (within a %r between two cases)
e A relative of some other comparison sample (v or elimination sample)

e A relative of an offender (state or national) '\

This is determined by comparing the nyptbeNof shared alleles and/or loci, then
calculating the full sibling likelihood ratips and/or the parent-offspring likelihood ratios
using the CODIS Popstats applicatigh (s€€ specific procedures below). The use of partial
matches at the state level has b @ oved by the New York State Commission on
Forensic Science. The use p& matches at the national level has been approved by
the NDIS Board; however, icipation is left up to each individual state.

Matches at the Iocal‘l@ may occur at any time. Matches at the state level follow a two-
week cycle set b te. Matches at the national level follow a one-week cycle.

and “associaffons” are also among the highest priority tasks done in the Department of
Forensic Biology.

Associations are “indirect matches” that suggest that the reference profiles (i.e. profiles
from relatives of Missing Persons in a pedigree tree) are potentially related to profiles
from a Missing Person or Unidentified Human Remains. These associations are ranked in
NG CODIS according to a joint pedigree likelihood ratio.

For Missin?ggﬁidentified Persons cases, discovering and confirming “exact matches

Matches in NGCODIS may occur at any time at the local level. At the state and national
level, matches follow a one month cycle set by NY State and/or the FBI. Additional
searches such as those with mitochondrial DNA only are done as scheduled by NY State
and the FBI.
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5.2

5.3

DNA HITS application

The majority of DNA exact match and partial match notifications are made using the
web-based DNA HITS application. This application allows for quick e-mail
dissemination of matches to the NYPD and the District Attorney’s offices. If DNA HITS
is unavailable for > 24 hours, or a particular functionality is unavailable, make
notifications using a Notification Letter; follow up with DNA HITS notification when it
becomes available. %

> A notification letter
atches with unidentified
entification Unit, and

ing outside jurisdictions will

DNA HITS is not used for Missing and Unidentified Persons
is sent via email to notify all involved parties of the match.
remains from NYC OCME, the assigned Medical Examj
NYPD Missing Persons are always notified. Matche

be sent to that jurisdiction’s designee(s).

Only the NYPD designee(s) and the approprisie D'AQO’s designee(s) are notified via DNA
HITS. If using DNA HITS, do not also r@ etectives or ADA’s directly - they will be
notified by their superiors.

Members of lab management h v@ﬂleges in DNA HITS to add or delete authorized
users. Case analysts have vary els of privileges within the program. All
interpreting analysts plus cegtéin clerical and CODIS staff members have login privileges
and can enter match infor, n. Supervisors, management and certain CODIS staff
members have approv. ileges for matches. The program will not make a notification
until it has been a

Method of§)t$ggtion

The existence of an exact match or partial match is disseminated via the Department of
Forensic Biology report, via DNA HITS, or both. The method depends on the type of the
match (“cold” vs. “warm”), the level (local, state, national), or the type of comparison
(exact vs. partial). “Cold hit” means no one thought the cases (or suspect) were linked
previously. “Warm hits” are the opposite: the cases were previously thought to have
been linked, and DNA is simply confirming this.
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In general, match notifications made via DNA HITS are applicable only to cases that
have a clean, informative forensic autosomal DNA profile (single-source or deduced)
attributable to a putative perpetrator. In addition, partial match notifications are limited
to such profiles with >10 CODIS core loci with no Z’s, INC’s, or other indications of a
mixture.

Associations solely to non-deconvoluted mixtures or solely to Y STR results are
described in the reports, not via DNA HITS. %

Notification via DNA HITS is necessary for the following tygbmatches:

Local matches: @Q

Cold hits between cases

Partial matches between cases

Cold hits between a case and a suspect (dxemplar or pseudo-exemplar)

Warm hits between a case and a suspp\tr(]e emplar or pseudo-exemplar)

Partial matches between a case ar@a ed suspect or arrestee (exemplar or
pseudo-exemplar)

State or national matches: K

Matches between a cas n offender
Partial matches bet a case and an offender
Matches between and a case in another laboratory

>
Notification via D%\dl S is not necessary for the following types of matches:

Wa rt\ etween cases

Part%hatches within a case
The report (evidence report or suspect report) will contain information on all local exact
matches and/or partial matches.

DNA HITS is not used for Missing and Unidentified Persons cases. Match notifications
are made via a Forensic Biology Report and Notification Letter.
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5.4  Verifying and reporting exact matches
5.4.1 Local exact matches discovered via LINKAGE or LDIS

In the event an analyst suspects there is a cold hit between two cases or between a case
and a suspect file, the supervisor should be notified immediately. Expedite additional
testing (including exemplars if needed) to determine if you have a true match or a
fortuitous match. Additional testing includes any duplication needegeto satisfy the
concordance and duplication rules. Once you have confirmed th‘%x match, continue

the process. 0

Pull the previous case(s). For a case-to-case match, co e information available in
the files: precinct, location of occurrence, descriptio ailant, details of the assault,
etc. Ifany 61 forms are missing, have a superviso ge to get a copy. (This step is
not required for NYPD project cases.)

If any of the information in the 61 forms nconsistent, discuss with your
supervisor.

For case-to-case matches, deter, @vhether the matching samples were processed
together: gn\

e Evidence exam on th date and/or by the same analyst?
e DNA extraction e@r amplification worksheet with the same date and time?

If so, see your s@or and Assistant Director immediately.

For case-to%s’é matches between similar case types (ex. Property Crime to Property
Crime) or disparate case types (Homicide to Property crime), it is a possibility that a
member of law enforcement is the source of the DNA. Therefore, the following should
also be determined based on paperwork in the file:

e Was the evidence in both cases collected by the same Crime Scene Unit or Evidence
Collection Team member?
e Was the evidence in both cases processed by the same NYPD laboratory Criminalist?

If so, see your supervisor and Assistant Director immediately.
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Transfer the newly linked case to the interpreting analyst from the previous case. Have
your supervisor update records to reflect the new case assignment. (This step can be
done after notifications, if desired.)

Fill out a DNA Profile Evaluation Form listing the case(s) your case is linked to.

Enter the match(es) into DNA HITS using the procedure in section 5.6.

5.4.2 Verifying and reporting SDIS exact matches \%

With DNA matches identified at SDIS, both laboratories i
confirmation responsibilities. All matches will be resol
exception of Low Copy Number sample and certain i
scheduled by NYS.

in the match have
the CODIS staff, with the
searches performed and

Responses to all candidate matches must be gw\ediate. The final disposition of the
candidate match to the SDIS custodian m@)e eported no later than 30 days after
receiving the match report.

5.4.2.1 General Process é

The CODIS staff will print he Candidate Match Detail Reports from the CODIS
system along with a Mat ntory list (a summary list of all the cases involved in the
candidate matches) M eve the corresponding files.

Each candidate rﬁreport and corresponding file must be reviewed to confirm whether
or not the tyo fles indeed match. The analyst reviewing the file must fill out a
Candidate &Cﬁ Confirmation Checklist if the match is found to be real.

If any modifications to the DNA profile are needed, a Profile Modification Form must be
filled out by the Interpreting Analyst or the analyst reviewing the data (see section 4.6),
and submitted to the CODIS group. It is not necessary to wait for the profile to be
modified to continue in the confirmation process.
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5.4.2.2Verifying and reporting SDIS offender exact matches

If the profiles are an exact match, complete a NYS DNA Databank Candidate Match
Confirmation Form. This form communicates to DCJS and the Databank coordinator the
case information, and that the candidate match is, in fact, a true match. Therefore, one
NYS DNA Databank Candidate Match Confirmation Form for every confirmed
candidate match listed on the Match Inventory must be completed. The NYS DNA
Databank Candidate Match Confirmation Form is then transmitted CJS by fax or
other electronic means.

Upon receipt of the NYS DNA Databank Candidate Match rmation Forms from our
laboratory, and upon receipt of confirmation of the offe sample from the NYS DNA
Databank coordinator, DCJS will release the offende e, via fax followed by USPS,
in the form of a DCJS Match Letter (see the curre on of the New York State
COmbined DNA Index System Procedures). Tijig letteér will contain the name of the
offender, any aliases, the NYSID number an ffe der’s current location.

Enter the match(es) into DNA HITS([J"/@ he procedure in section 5.6.

If the confirmed match has lin fender to an unsolved case, the investigating
agency must obtain an exempla the offender and submit to the laboratory for
retesting prior to proceedin@trial. This requirement is located on the DCJS Match
Letter that is available to@ strict Attorneys’ offices upon request.

>
The DCJIS Matchduesx should be used by the DAO to obtain the court order authorizing
the collection of&&emplah The Department of Forensic Biology will perform testing
on the exergpl eplicate the DNA match of the offender to the forensic sample(s) and
to testify in to the match. Questions from the DAO regarding offender information,
offender blodd draws, etc. should be directed to DCJS. Analysis of the exemplar by
Forensic Biology is generally not necessary for grand jury proceedings. This analysis,

however, is necessary before trial.
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5.4.2.3 Verifying and reporting SDIS forensic exact matches

After the data is reviewed, the other laboratory involved in the match must then be
notified via telephone, fax or email and the match verified. Both laboratory’s case
numbers and ORI numbers are on the Match Detail Report and on the Match Inventory
list. The contact information for all CODIS laboratories can be found on the CJIS-WAN.
Standard case contact protocol should be followed to document any correspondence or
conversations. %

If it is determined the candidate match is a non-match, the pro ops here. All case
contacts should be documented on the checklist accordingl

If it is verified to be a true match, information regard cases must be exchanged.
The CODIS DNA Match Data Request and Respo m is transmitted to the other
laboratory by fax or other electronic means. Tffg‘or facilitates the exchange of
information. Information on this form, if av@able, should include:

e Contact information for the submiti lice agency.

e Contact information for the Iabogtr(])

e Laboratory and police ideng{@ numbers (Forensic Biology and complaint
numbers).

e Whether the case is solv@i.e. by DNA).

e Suspect information (@example, name, NYSID number, has he/she been tested at
our lab, etc.). ’\A

e General ca
e Ifthec
both/all

rmation (for example, date of occurrence, type of crime, etc.)
ith the match at SDIS is one of a local pattern, information regarding
ould be provided to the other laboratory.

Upon receipt of the response from the other laboratory, the match is confirmed. This
form documents that the candidate match between the two laboratories was
acknowledged, each laboratory has finished their review process, both laboratories are
confirming the match and that case information has been exchanged.

Enter the match(es) into DNA HITS using the procedure in section 5.6
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5.4.3 Verifying and reporting NDIS exact matches

With DNA matches identified at NDIS, both laboratories involved in the match have
confirmation responsibilities. All NDIS matches will be resolved by the CODIS staff.

Responses to all candidate matches must be immediate. The final disposition of the
candidate match to the NDIS custodian must be reported no later than 30 days after
receiving the match report.

®\%
5.4.3.1 General Process
O

The CODIS staff will print out the Candidate Match De orts from the CODIS
system along with a Match Inventory list (a summary(\ all the cases involved in the
candidate matches) and retrieve the corresponding

Each candidate match report and correspondRg fife must be reviewed to confirm whether
or not the two profiles indeed match. Th lyst reviewing the file must fill out a
Candidate Match Confirmation Checkfsl./

If any modifications to the DN e are needed, a Profile Modification Form must be
filled out by the Interpreting A or the analyst reviewing the data (see section 4.6),
and submitted to the CODIS@up. It is not necessary to wait for the profile to be
modified to continue in tl@ firmation process.

*

5.4.3.2 Verifying and re@g NDIS offender exact matches

notified via one, fax or email and the match verified. Both laboratory’s case
numbers and*ORI numbers are on the Match Inventory list. The contact information for
all CODIS laboratories can be found on the CJIS-WAN. Standard case contact protocol
should be followed to document any correspondence or conversations.

After the dﬁa gaiewed, the other laboratory involved in the match must then be

If it is determined the candidate match is a non-match, the process stops here. All case
contacts should be documented on the checklist accordingly.
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If it is verified to be a true match, information regarding the cases must be exchanged.
The CODIS DNA Match Data Request and Response Form is transmitted to the offender
laboratory by fax or other electronic means. This form facilitates the exchange of
information. Information on this form, if available, should include:

e Contact information for the submitting police agency.

e Contact information for the laboratory.

e Laboratory and police identification numbers (for exampl number,
complaint number, etc.). &

e Whether the case is solved (i.e. by DNA).
e Suspect information (for example, name, NYSID r@ has he/she been tested

at our lab, etc.).
e General case information (for example, da 0 rrence, type of crime, etc.).

e |f the case with the match at NDIS is o cal pattern, information regarding
both/all should be provided to the other1aQoratory.

e When available, include any kno }mwes of the offender/suspect if the case is
solved, because the offender/s %‘nay be in the other database under a
different name. uﬂl/

Upon receipt of the CODIS D @tch Data Request and Response Form from our
laboratory, and upon the offégdeNaboratory’s confirmation of the offender sample, the
match is confirmed. The er laboratory will release the convicted offender’s name,
via fax, in the form of a h letter. This letter will contain the name of the offender,
any aliases, the Staté’ , current location, and usually their SS#.

Enter the mat{légnto DNA HITS using the procedure in section 5.6

If the conf|r¥~ d match has linked an offender to an unsolved case, the investigating agency
must obtain an exemplar from the offender and submit to the laboratory for retesting prior to
proceeding to trial. This requirement is located on the match letter that is forwarded to the
District Attorney’s office upon request. The match letter should be used by the DAO to
obtain the court order authorizing the collection of the exemplar.

The Department of Forensic Biology will perform testing on the exemplar to replicate the
DNA match of the offender to the forensic sample(s) and to testify in court to the match.
Questions from the DAO regarding offender information, offender blood draws, etc. should
be directed to the agency contact information given on the CODIS DNA Match Data Request
and Response form. Analysis of the exemplar by the Department of Forensic Biology is
generally not necessary for grand jury proceedings. This analysis, however, is necessary
before trial.
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5.4.3.3 Verifying and reporting NDIS forensic exact matches

The CODIS staff will print out the Candidate Match Reports from the CODIS system
along with a Match Inventory list (a summary list of all the cases involved in the
candidate matches) and retrieve the corresponding files.

Each candidate match report and corresponding file must be reviewed to confirm the
profile data sent to NDIS is accurate. The analyst reviewing the filegst fill out a
Candidate Match Confirmation checklist.

If any modifications to the DNA profile are needed, a Profi \bdification Form must be
filled out by the analyst reviewing the data (see section ahd submitted to the CODIS
group. It is not necessary to wait for the profile to@ ied to continue in the

confirmation process.

After the data is reviewed, the other laboratofy inVolved in the match must then be
notified via telephone, fax or email and t atth verified. Both laboratory’s case
numbers and ORI numbers are on the % nventory list. The contact information for
all CODIS laboratories can be foun({g CJIS-WAN. Standard case contact protocol
should be followed to docume a@ rrespondence or conversations.

If it is determined the candi match is a non-match, the process stops here. All case
contacts should be docu on the checklist accordingly.

>

If it is verified to \ue match, information regarding the cases must be exchanged.

The CODIS DN tch Data Request and Response Form is transmitted to the other

laboratory other electronic means. This form facilitates the exchange of
n%

informatio ormation on this form, if available, should include:

e Contact information for the submitting police agency.

e Contact information for the laboratory.

e Laboratory and police identification numbers (for example, FB number, complaint
number, etc.).

e Whether the case is solved (i.e. by DNA).

e Suspect information (for example, name, NYSID number, has he/she been tested at
our laboratory, etc.).

e General case information (for example, date of occurrence, type of crime, etc.).

e If the case with the match at SDIS is one of a local pattern, information regarding
both/all should be provided to the other laboratory.
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5.5

5.5.1

5.5.2

Upon receipt of the response from the other laboratory, the match is confirmed. This
form documents that the candidate match between the two laboratories was
acknowledged, each laboratory has finished their review process, both laboratories are
confirming the match and that case information has been exchanged.

Enter the match(es) into DNA HITS using the procedure in section 5.6
Evaluating, verifying, and reporting partial matches

ol
General guidelines 0

V& a clean, informative
attributable to a putative
ci, with no Z’s, INC’s, or other

Partial match procedures are applicable only to cases th
forensic autosomal DNA profile (single-source or de
perpetrator. Such profiles must have >10 CODIS
indications of a mixture. r\

Partial matches will be evaluated by a co@lon of observing whether there is sharing
at each locus (indicating a potential pafeft™ffspring relationship) and/or counting of
shared alleles across all loci (indicag'{% otential full-sibling relationship), followed by
a statistical calculation (likelih @ ). Thresholds for allele sharing and the likelihood
ratio have been established gnd escribed on the Partial Match Evaluation Form.

At the local level, only p atches between evidence samples (within a case or
between cases) or parti tches between evidence samples and a named suspect or
arrestee for that c Wl be evaluated. Any partial matches revealed by comparing a
suspect to LINK or partial matches revealed by searching a suspect in LDIS will
NOT be eviu .

At the state ahd national level, only partial matches to offenders will be evaluated.
Pull the previous case(s), if applicable.

Local partial matches

Partial matches may exist within a case, between two cases, or between a case and a
suspect file.
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5.5.2.1 Partial matches within a case

All eligible DNA profiles within a case should be reviewed for potential partial matches.
For example, compare a victim or elimination sample to Male Donor A or compare Male
Donor A, B, and C to each other.

In the event an analyst believes there is an eligible partial match, the first step is to
evaluate the profiles. Using the Partial Match Evaluation Form and #ellowing the local

flow chart below, determine if the two profiles meet laboratory r ents. If so,
expedite any additional testing needed to satisfy the concorda duplication
policies. $

If possible and appropriate, further testing using Y S @ould be done. If a partial
match is still a possibility, continue the process.

The existence of a partial match within a casb'é?kseminated via the report, using
wording that describes that a similarity otéd, states the likelihood ratios for full
siblings and/or parent-offspring, and rﬁle/ additional exemplars.

5.5.2.2 Partial matches between two aé

In the event an analyst belieﬁthere is an eligible partial match between two cases
(found in LINKAGE or S search), the first step is to evaluate the profiles. Using

the Partial Match Evalqation Form and following the local flow chart below, determine if
the two profiles oratory requirements. If so, expedite any additional testing
needed to satis oncordance and duplication policies.

If possible %ﬁppropriate, further testing using Y STRs should be done. If a partial
match is still*a possibility, continue the process.

The analyst and supervisor must then meet with the local CODIS administrator and/or
CODIS manager to discuss the potential partial match. If appropriate, efforts will be
made to determine the status of each case (solved vs. unsolved, arrests, etc.) or gain
additional case information.

The existence of a partial match between cases is disseminated via DNA HITS. Enter
the match(es) into DNA HITS using the procedure in section 5.6
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5.5.2.3 Partial matches between a case and a suspect (exemplar or pseudo-exemplar)

5.5.3

Partial matches involving the DNA profile of a suspect is limited to the case for which
the person is a named suspect or arrestee.

In the event an analyst believes there is an eligible partial match, the first step is to
evaluate the profiles. Using the Partial Match Evaluation Form and following the local
flow chart below, determine if the two profiles meet laboratory requiements. If so,
expedite any additional testing needed to satisfy the concordanc%plication

policies. 0
If possible and appropriate, further testing using Y STR}@d be done. If a partial
match is still a possibility, continue the process.

The existence of a partial match between a casg\gnd a’suspect is disseminated via DNA
HITS. Enter the match(es) into DNA HITNsi g the procedure in section 5.6

Evaluating, verifying, and reporting&bgwffender partial matches

If a candidate match to an offe WOT an exact match, the next step is to evaluate it
as a potential “partial match”. matches are inadvertent “indirect matches” that
suggest that the source of angeidentiary profile is potentially a relative of an offender.

This is determined by ring the number of shared alleles and/or loci, then
calculating the fu '\ng likelihood ratios and/or the parent-offspring likelihood ratios
using the CODI%&S application. Using the Partial Match Evaluation Form and
following tg flow chart, determine if the two profiles meet laboratory
requiremen

If not, attach the Partial Match Evaluation Form to the Candidate Match Detail Report
and note “no match”. The information is added to the case record. The CODIS groups
will disposition the candidate match in the CODIS system as “No Match” and send NY'S
DCJS that information.
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If the profiles meet the laboratory requirements for a partial match, then do the following:

Confirm that the profile has been searched in LDIS (see the CODIS group)
Using the Partial Match Inquiry Worksheet, contact the NYPD and the
appropriate District Attorney’s office(s)

In order for the partial match process to continue, certain requirements have been set by
the state. The NYPD and District Attorney’s office(s) are asked: %

e Are they committed to pursuing further investigation? %
e Will they provide follow-up information? QO

Once the completed worksheet is returned from both %PD and District Attorney’s
office(s), and both agree to pursue the case, contin process. Complete the DCJS
Partial Match Evaluation Request and the COD]\group will transmit it to DCJS by fax
or other electronic means.

Upon receipt of the DCJS Partial Mat&@uation Request from our laboratory, DCJS
will notify the NYS DNA Databankghat ¥ confirmation of an offender DNA profile is
being requested based on an nﬁ CODIS match.

After the offender DNA pro@has been confirmed, a NYS CODIS Administrator or
Supervisor will perform artial match evaluation using specialized software. This
software will calcul xpected Kinship Ratio (EKR) and Expected Match Ratio
(EMR) for the fu g and parent-offspring relationships. If the EKR and EMR meet
the thresholds by the state policy, DCJS will release the offender information and
EKR/EMRg1a S to us.

t

Enter the match(es) into DNA HITS using the procedure in section 5.6. It is
imperative to enter a partial match using “Forensic to Potential Relative (SDIS)” as
the match type.
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5.5.4 Evaluating, verifying, and reporting national offender partial matches

NDIS has instituted a policy covering partial matches at the national level.

If a candidate match to an offender is NOT an exact match, the next step is to evaluate it
as a potential “partial match”. Partial matches are inadvertent “indirect matches” that
suggest that the source of an evidentiary profile is potentially a relative of an offender

This is determined by comparing the number of shared alleles a ci, then
calculating the full sibling likelihood ratios and/or the parent- ¥ng likelihood ratios
using the CODIS Popstats application. Using the Partial valuation Form and
following the NDIS flow chart, determine if the two profi eet laboratory

requirements. §

If not, attach the Partial Match Evaluation ForrNtth Candidate Match Detail Report
and note “no match”. The information is adcogto he case record. The CODIS Group
will disposition the candidate match in th@ IS system as “No Match”.

If the profiles meet the laboratory re ufr]ﬁents for a partial match, then do the following:

CODIS administrator and/o DI1S manager will review the form and forward to the

FBI. @

>
If the request is a N by the FBI, the FBI will notify the state with the offender
information aon request. The decision to release the name of the convicted
offender isﬁo{g cording to applicable state law and policies. The NDIS Custodian
then either:

. Notifies us that the state determines that the information cannot be released, or
. Provides us with the identifying offender information.

Complete the Request for Réleégq Offender’s Identifying Information letter. The local

If the information is released, enter the match(es) into DNA HITS using the procedure
in section 5.6. It is imperative to enter a partial match using “Forensic to Potential
Relative (NDIS)” as the match type.
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5.6

Making notifications using DNA HITS

NOTE:

Step 1:

Step 2:

Step 3:

Step 4:

Step 5:

If a new match (case-to-case, case-to-suspect, case-to-known suspect or
arrestee, or case-to-offender) is identified to a pattern that pre-dated DNA HITS,
the previous matches must be entered into DNA HITS prior to the new match.
In the Notes section, make reference to the previous match letters, including
match letter number as well as the date of the original notification.

Using the internet, go to the DNA HITS program. Cha % drop-down menu
to “OCME”, then login using your OCME user nam assword.

Click on “Create New Local Hit” tab in the up@ht hand corner.

Using the drop-down menu, select the ap@te match type. Itis very
important to select the correct match % sfhce DNA HITS is being used for
pe

“cold hits”, “warm hits” to known s/arrestees, and for most partial

matches. Q

Enter the case numbers folthe Wew match and click on “Search”.

entered hgMyshould be the new case and the first case of the pattern.
The fig e is generally the one whose DNA profile is represented in
CORIS See a supervisor or a member of the CODIS group if unsure

@1 case is the first case.

Us:'n drop-down menu, select the appropriate search type (LINKAGE or

NOTE: For notifg n anew case in an existing pattern, the two cases

L or local matches). If this is not done, all the information will be lost and
willhave to be reentered.

“Warm hits” between a case and a suspect are reported using the “Case to
Known Suspect or Arrestee” function within DNA HITS.
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Step 6:

Step 7:

Step 8:

Step 9:

Step 10:
Step 11:

Step 12:

If one of the cases was involved in a previous DNA HITS notification,
information for that case will be populated automatically. If both cases are new
to DNA HITS, all fields marked in yellow are required to be entered. In
addition, when available, the date of occurrence, 61 number and the voucher
number must be entered. The exceptions are PM samples (no voucher number);
backlog project cases (no 61 number and sometimes no date of occurrence); and
the occasional Biotracks or IAB case (no or partial 61 number).

NOTE: Be careful in using the drop-down menus; ma % what you select
stays selected by moving the cursor off of t p-down menu and
clicking elsewhere to deactivate the dro

For the *Criminalist’ section, if the analyst d (the 1A for the cases) is not
on the drop-down list, deselect ‘Select’ a ually type in the analyst’s last
and first names; use normal capitaliza'&%lr. the analyst assigned to a case is no
longer at the lab, list the CriminaligNV or Assistant Director who reviewed it,
in that order of preference. Sho%\e her of them be available, consult CODIS
staff or a supervisor regardin st assignment.

Click on “Get Approy, I@any red error messages appear, fix the problem and
click on “Get ApprovaR egain. Once there are no errors, the screen will return
to the “Create Nev&try” mode and inform you that you have successfully
entered a match

>

Have th@ reviewed by a Criminalist IV and/or Assistant Director.

@) proved, the Criminalist IV or Assistant Director will receive a DNA
HITS confirmatory email from DNAHITS@cityhall.org.

Hav gf’lminalist IV or Assistant Director approve the match in DNA HITS.
¥

Forward the email to the assigned Criminalist to notify them of the match.

Print out the DNA HITS email confirmation and place in each file.

Forward the DNA Profile Evaluation Form(s) to the CODIS group in-box.
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5.7

5.7.1

Verifying and Reporting Missing and Unidentified Person Matches

General Search Guidelines:

There are varied searches done in CODIS 5.7.4 and Next Generation (NG) CODIS to
accommodate Missing and Unidentified Person cases. “Exact matches” are the result of
an identity search. An identity search is done amongst the following indices:
Unidentified Human Remains to Unidentified Human Remains

Unidentified Human Remains to Missing Persons %

so entered into
gainst Convicted
ainst the following

Profiles of Unidentified Human Remains and Missing Persons
CODIS 5.7.4 for the purposes of performing additional sea
Offenders and Forensic Unknowns. Searches are perfor
indices:

Unidentified Human Remains to Convicted Offen
Unidentified Human Remains to Forensic Unkwns
Missing Persons to Convicted Offenders r\
Missing Persons to Forensic Unknowns Q

Ranks or associations to relatives of (islfﬁg Persons in a pedigree tree are the result of a
pedigree search. A pedigree se ¥dlone amongst the following:

Pedigree Tree to Unidentified Remains

Biological Mother, Father, Child to Unidentified Human Remains

Refer to the NYS CQ® ocedures-Search Parameters and NDIS CODIS v 6.0 Missing
Person DNA Sea@@peraﬁonal Procedures) from the FBI for search parameters.

Exact Ma e{\gf\lext Generation (NG) CODIS (CODIS 6.1)

Exact matches in NG CODIS occur between profiles from Unidentified Human Remains
searched against profiles of Unidentified Human Remains and Missing Persons.
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5.7.1.1 Local Level Exact Matches (LDIS):

Unidentified Human Remains to Unidentified Human Remains
Unidentified Human Remains to Missing Persons

1.

2.
3.

S

Request and pull the case files.
Confirm that the profiles match by reviewing the data.
Compare the information available in the files. Some questlons consider are:
a. When was the body recovered in relation to when the was reported
missing? (b
b. Are physical descriptions such as age, race, sta ir color, eye color,
tattoos, scars, etc. indistinguishable? b
c. Are fingerprints, dental records, or other 21 records available for
comparison? If these are available, the ation should be shared with the
appropriate departments for compar's%[w such as the Forensic Anthropology
Unit, Forensic Odontology, Fore Pathology, or NYPD.

Determine if the samples were tes ncordance with the duplication guidelines.
Determine whether the matchln es were processed together:

Evidence exam on thg sSG@ate and/or by the same analyst?
DNA extraction and mplification worksheet with the same date and time?

If S0, see your ﬁm@isor and Assistant Director immediately.

Determine if@onal technologies such as Y-STR’s or mtDNA are needed to
i e the match.

confir

Transfer ae newly linked case/or cases to the interpreting analyst from the previous
case or to the analyst that has the lowest FB case number. Have your supervisor
update records to reflect the new case assignment. (This step can be done after
notifications, if desired.)

Once all is confirmed, notifications can be made via telephone and/or email.
An additional report is written linking the two cases together. Random match

probability statistics are performed on the unidentified human remains and included
in the report in accordance with Forensic Biology protocol.
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10. A notification letter and a copy of the additional report are sent via email to notify all
involved parties of the match. For matches with unidentified remains from NYC
OCME, the assigned Medical Examiner, Identification Unit, and NYPD Missing
Persons are always notified. Matches involving outside jurisdictions will be sent to
that jurisdiction’s designee(s). The notification letter may be sent by emailing a
scanned .pdf copy of the original signed letter and/or facsimile.

5.7.1.2 State Level Exact Matches (SDIS) \%
Matches will not occur at the state level in NG CODIS since t York State Police
does not conduct searches within NG CODIS. NYC OCM only lab in New York
State that currently has and utilizes NG CODIS. NYSh e'NG CODIS server but it is
only used by the State CODIS Administrator to uplo rofiles our lab sends monthly
to NDIS.

5.7.1.3 National Level Exact Matches (NDIS): '\'\

Unidentified Human Remains to Unﬁl{ ied Human Remains
Unidentified Human Remains to I{iss g Persons

With DNA matches identified é@s, both laboratories involved in the match have
confirmation responsibilitie%

Responses to all candid% atches must be immediate. The final disposition of the
candidate match t IS custodian must be reported no later than 30 days after

receiving the ma@ port.

1. The COY&staff will print out the Candidate Match Detail Reports from the CODIS
system along with a Match Inventory list (a summary list of all the cases involved in
the candidate matches) and retrieve the corresponding files.

2. Each candidate match report and corresponding file must be reviewed to confirm
whether or not the two profiles indeed match. The analyst reviewing the file must fill
out a Candidate Match Confirmation Checklist.

3. If any modifications to the DNA profile are needed, a Profile Modification Form must
be filled out by the Interpreting Analyst or the analyst reviewing the data (see section
4.6), and submitted to the CODIS group. It is not necessary to wait for the profile to
be modified to continue the confirmation process.
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4. Compare the information available in the files. Some questions to consider are:

10.

a. When was the body recovered in relation to when the person was reported
missing?

b. Are physical descriptions such as age, race, stature, hair color, eye color, tattoos,
scars, etc. indistinguishable?

c. Are fingerprints, dental records, or other medical records available for
comparison? If these are available, the information should bg=shared with the
appropriate departments for comparison such as the Fore thropology Unit,
Forensic Odontology, Forensic Pathology, or NYPD.O

Determine if the sample(s) were tested in concordan% ith the duplication policy.
Determine whether the matching samples were ssed together:

Evidence exam on the same date and/or W,\the ame analyst?
DNA extraction and/or amplification ksheet with the same date and time?

If so, see your supervisor and A{is(tlf Director immediately.

Determine if additional tec ies such as Y-STR’s or mtDNA are needed to
confirm or refute the maé}

Once all is confix@%tifications can be made via telephone and/or email.

An additiona@t is written. Random match probability statistics are performed on
the unident{i®d human remains or the missing person profile and included in the
report i%cordance with Forensic Biology protocol. If the remains are intact or
living pefson is found, then the profile should be removed from CODIS and noted in
the additional report. Refer to Section 4.6.

A notification letter and a copy of the report are sent via email to notify all involved
parties of the match. For matches with unidentified remains from NYC OCME, the
assigned Medical Examiner, Identification Unit, and NYPD Missing Persons are
always notified. Matches involving outside jurisdictions will be sent to that
jurisdiction’s designee(s). The notification letter may be sent by emailing a scanned
.pdf copy of the original signed letter and/or facsimile.
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5.7.2 Exact Matches in CODIS 5.7.4
5.7.2.1 Unidentified Human Remains to SDIS offender exact matches

If the profiles are an exact match, complete a NYS DNA Databank Candidate Match
Confirmation Form. This form communicates to DCJS and the Databank coordinator the
case information, and that the candidate match is, in fact, a true match. Therefore, one
NYS DNA Databank Candidate Match Confirmation Form for every=confirmed
candidate match listed on the Match Inventory must be complete NYS DNA
Databank Candidate Match Confirmation Form is then transmi DCJS by fax or
other electronic means.

laboratory, and upon receipt of confirmation of the der sample from the NYS DNA
Databank coordinator, DCJS will release the offgnder”s name, via fax followed by USPS,
in the form of a DCJS Match Letter (see the b*lre version of the New York State
COmbined DNA Index System Procedurm s letter will contain the name of the
offender, any aliases, the NYSID num offender’s current location.

1. Request and pull the case flg'
2. Confirm that the profile tch by reviewing the data.

3. Determine if thesa@@was tested in concordance with the duplication guidelines.

Upon receipt of the NYS DNA Databank Candidate g onfirmation Forms from our

4. Onceall is c@ed, notifications can be made via telephone and/or email to the
OCME{de{{ ation Unit and to the Medical Examiner.

5. An additibnal report is written. Random match probability statistics are performed on
the unidentified human remains and included in the report in accordance with
Forensic Biology protocol.

6. A notification letter and a copy of the additional report are sent via email to notify all
involved parties of the match. For matches with unidentified remains from NYC
OCME, the assigned Medical Examiner, Identification Unit, and NYPD Missing
Persons are always notified. The notification letter may be sent by emailing a scanned
.pdf copy of the original signed letter and/or facsimile.
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5.7.2.2 Unidentified Human Remains to NDIS offender exact matches

After the data is reviewed, the other laboratory involved in the match must then be
notified via telephone, fax or email and the match verified. Both laboratory’s case
numbers and ORI numbers are on the Match Inventory list. The contact information for
all CODIS laboratories can be found on the CJIS-WAN. Standard case contact protocol
should be followed to document any correspondence or conversations.

If it is determined the candidate match is a non-match, the proce \& here. All case
contacts should be documented on the checklist accordingly. 0

If it is verified to be a true match, information regarding&ses must be exchanged.
The CODIS DNA Match Data Request and Respons is transmitted to the offender
laboratory by fax or other electronic means. This cilitates the exchange of
information. Information on this form, if availgile, should include:

e Contact information for the submittin@e agency.
e Contact information for the laborator.
e Laboratory and police identificaigon fumbers (for example, case number, complaint
number, etc.). Q
e Whether the case is soIv y DNA).
(e

e Suspect information (fo mple, name, NYSID number, has he/she been tested at

our lab, etc.). @

e General case infé@ion (for example, date of occurrence, type of crime, etc.).

e |f the case wit atch at NDIS is one of a local pattern, information regarding
both/all sh provided to the other laboratory.

o When &aglawle, include any known aliases of the offender/suspect if the case is
solved, Bgcause the offender/suspect may be in the other database under a different
name.
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5.7.3

Upon receipt of the CODIS DNA Match Data Request and Response Form from our
laboratory, and upon the offender laboratory’s confirmation of the offender sample, the
match is confirmed. The offender laboratory will release the convicted offender’s name,
via fax, in the form of a match letter. This letter will contain the name of the offender,
any aliases, the State ID #, current location, and usually their SS#.

1. Request and pull the case file.
2. Confirm that the profiles match by reviewing the data. \%

3. Determine if the sample was tested in concordance é@he duplication

guidelines. @

4, Once all is confirmed, notifications can be ia telephone and/or email to the
OCME Identification Unit and to the Mpgical"Examiner.

5. An additional report is written. R@match probability statistics are performed
on the unidentified human rem% d included in the report in accordance with
Forensic Biology protocol. K

involved parties of t atch. For matches with unidentified remains from NYC
OCME, the assi edical Examiner, Identification Unit, and NYPD Missing
Persons are al otified. The notification letter may be sent by emailing a
scanned . y of the original signed letter and/or facsimile.

Ranks in Q IS (CODIS 6.1)
Pedigree T 0 Unidentified Human Remains (UHR)

Pedigree Treée to Missing Person (MP)
Biological Father, Mother, Sibling (with additional technology) to UHR or MP

6.A notification letter and a Eo he additional report are sent via email to notify all

Profile(s) from a pedigree tree associated to unidentified human remains or a missing
person are ranked according to a joint pedigree likelihood ratio (JPLR) in Rank Manager.
Any JPLR above 1 will constitute a rank.
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The CODIS staff will print out the Specimen Detail Reports for the associated ranks to
the pedigree tree or single relative.

1.

2.

10.

Fill out the Rank Manager Sample Inquiries Form.
Locate the files and determine if the JPLR constitutes a true association.

Some questions to help in the disposition:

a. Does the gender of the Missing Person correlate t \ HR?

b. When was the body recovered in relation to w@ person was reported
missing?

If further investigation is still needed, then re @We STR data and perform

kinship analysis.

If an additional technology such as nt{x has been performed, utilize that in the
assistance of the disposition of th@

Determine if additional tech (Jés such as YSTR’s or mtDNA need to be
performed.

Determine if additio s}arence samples from relatives of missing persons or
samples from the g person are available and needed to assist in the
|dent|f|cat|on§% engthening the likelihood ratio or assisting in confirming an
associatio irect match with a reference sample from the missing person).

Ift a&g?ation does not pan out, note it as “No Match” and initial and date the
Spe Detail Report and make comments on the Rank Manager Sample
Inquifies Form.

For true associations, notifications can be made via telephone and/or email.

An additional report is written. Kinship analysis is performed between the
relatives of the Missing Person and the unidentified human remains or the missing
person profile and included in the report in accordance with Forensic Biology
protocol. The profiles of the relatives of the Missing Person must be removed
from CODIS 6.1 and noted in the additional report. Refer to Section 4.6.
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11.  Anotification letter and a copy of the report are sent via email to notify all
involved parties of the match. For associations to unidentified remains from NYC
OCME, the assigned Medical Examiner, Identification Unit, and NYPD Missing
Persons are always notified. Associations involving outside jurisdictions will be
sent to that jurisdiction’s designee(s). The notification letter may be sent by
emailing a scanned .pdf copy of the original signed letter and/or facsimile.

5.7.4 Low stringency searches in CODIS 5.7.4 %

NY State performs a low stringency search every quarter agai @ remaining Relatives
of Missing Person samples in the state database against th@ntified Human Remains

index in 5.7.4. @
For verifying and reporting these possible matches@w the same steps above in 5.7.3.

N

5.8  Organization of CODIS Paperwork in Q’s\

Left side of file: if all paperwork w. p(r]&erly completed and photocopied, the left side
of the file should contain: O

Forensic Biolog IImark, Bode or Genescreen report
DNA Profile ation Form - copy
Specimen Il Report - printout from computer
Candi atch Detail Report - printout from computer
Cm{@ Match Confirmation Checklist - original
idate Match Confirmation Form - copy
% Match Letter — copy faxed by DCJS (or comparable form from another
state)
e DNA HITS confirmation email — printout from email (CODIS staff does not
need a copy

® o o o o o
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For Missing Persons cases, left side of file depending on the type of match may
have some or all of the following:

Forensic Biology report(s)

DNA Profile Evaluation Form-copy

Specimen Detail Report - printout from computer

Candidate Match Detail Report - printout from computer

Candidate Match Confirmation Checklist — original

Hit Notification Letter-original or copy, PDF of origirw\%ed in CODIS
folder under “HITNOT” in “MISP” %

Depending on the type of match and at what level @ have occurred, the
following may also be on the left side of the file;

Candidate Match Confirmation Form-
DCJS Match Letter-faxed copy
P

Supporting paperwork such as cogi dental records, anthropology reports
and scene reports from withinng or from the outside jurisdiction.
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Local partial

match flowchart

clean profile?
(>10 loci, single-source
or deduced)

NO DONE STEP A

YES

already a match to
true offender?

YES DONE % STEP B

1 or more
shared alleles
per locus?

sharing
hreshold met?

NO DONE STEPC

calculate kinship

NO DONE STEP D

test samples in Y’s
—1 if possible and
applicable?

YES

same Y profile?

YES

v

disseminate partial
match info via
DNA HITS
and/or report
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SDIS partial match
flowchart

Evaluate offender
candidate match

If “yes” through
step D of local
flowchart

complete Partial Match
inquiry Worksheet
send to NYPD/DAO

both agree to
pursue case?

YES

complete Partial Match
Evaluation Requ
send to D

K
N
t)IYSP calculates

EKR and EMR

LR’s meet
tate requirements?

YES

offender name is
released to OCME

—

disseminate partial
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5.1

General principles

Discovering and confirming “exact matches” and “partial matches”, and making timely
notifications, are among the highest priority tasks done in the Department of Forensic
Biology. Any delays can result in additional crimes being committed that may have been
preventable.For local matches, it is not necessary to have all analyses completed or
reports written, just that the required data is available for review of the match.

pattern. To consolidate the handling of related pattern c »and to streamline any

Local exact matches between cases may result in the crea ’b@r extension) of a DNA
subsequent court testimony, a single analyst (Wherevg sible) should be assigned all

cases in a pattern. Therefore, depending on the n f the cases involved, a “new”
case may be transferred to the analyst of the préi case(s). See Section 5.4.1 for
additional information.

Partial matches are inadvertent “indirect@]es” that suggest that the source of an
evidentiary profile is potentially:

* Arelative of a suspect (susp t(flf
» Arelative of another evidf@’ profile (within a case or between two cases)

» Arelative of some othgr arison sample (victim or elimination sample)
« Arrelative of an offend%state or national)

omparing the number of shared alleles and/or loci, then

ing likelihood ratios and/or the parent-offspring likelihood ratios
using the CO pstats application (see specific procedures below). The use of partial
matches state level has been approved by the New York State Commission on
Forensic S§ence. The use of partial matches at the national level has been approved by
the NDIS Board; however, participation is left up to each individual state.

This is determined¢
calculating the felf™Si

Matches at the local level may occur at any time. Matches at the state level follow a two-
week cycle set by the state. Matches at the national level follow a one-week cycle.

For Missing and Unidentified Persons cases, discovering and confirming “exact matches”
and “associations” are also among the highest priority tasks done in the Department of
Forensic Biology.
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5.2

Associations are “indirect matches” that suggest that the reference profiles (i.e. profiles
from relatives of Missing Persons in a pedigree tree) are potentially related to profiles
from a Missing Person or Unidentified Human Remains. These associations are ranked in
NG CODIS according to a joint pedigree likelihood ratio.

Matches in NGCODIS may occur at any time at the local level. At the state and national
level, matches follow a one month cycle set by NY State and/or the FBI. Additional
searches such as those with mitochondrial DNA only are don@s scheduled by NY State
and the FBI.

o
DNA HITS application 0
)

The majority of DNA exact match and partial ma
web-based DNA HITS application. This appliCQ#
dissemination of matches to the NYPD ancﬁgi
is unavailable for > 24 hours, or a particm
notifications using a Notification Lett Il

becomes available. (1/

tifications are made using the
allows for quick e-mail

istrict Attorney’s offices. If DNA HITS
ctionality is unavailable, make

up with DNA HITS notification when it

DNA HITS is not used for Missi nd Unidentified Persons Cases. A notification letter
is sent via email to notify all ed parties of the match. For matches with unidentified
remains from NYC OCM e assigned Medical Examiner, Identification Unit, and
NYPD Missing Person always notified. Matches involving outside jurisdictions will

be sent to that jurisdi;;& s designee(s).

Only the NYPD@nee(S) and the appropriate DAQO’s designee(s) are notified via DNA
HITS. If ugin A HITSdo not also notify Detectives or ADA’s directlihey will be
notified by% superiors.

Members of lab management have privileges in DNA HITS to add or delete authorized
users. Case analysts have varying levels of privileges within the program. All
interpreting analysts plus certain clerical and CODIS staff members have login privileges
and can enter match information. Supervisors, management and certain CODIS staff
members have approval privileges for matches. The program will not make a notification
until it has been approved.
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5.3

Method of natification

The existence of an exact match or partial match is disseminated via the Department of
Forensic Biology report, via DNA HITS, or both. The method depends on the type of the
match (“cold” vs. “warm”), the level (local, state, national), or the type of comparison
(exact vs. partial). “Cold hit” means no one thought the cases (or suspect) were linked
previously. “Warm hits” are the opposite: the cases were previously thought to have
been linked, and DNA is simply confirming this. %

In general, match notifications made via DNA HITS are@able only to cases that
have a clean, informative forensic autosomal DNA pr ingle-source or deduced)
attributable to a putative perpetrator. In addition, p %match notifications are limited
to such profiles with $0 CODIS core loci with no & C'’s, or other indications of a
mixture.

Associations solely to non-deconvolutedh@bres or solely to Y STR results are
described in the reports, not via DNA S.

Notification via DNA HITS is nectglﬂfor the following types of matches:

Local matches: s\o

Cold hits between es

Partial matches en cases

Cold hits batw@ a case and a suspect (exemplar or pseudo-exemplar)
Warm Ween a case and a suspect (exemplar or pseudo-exemplar)

Partial es between a case and a named suspect or arrestee (exemplar or

Sse‘* -exemplar)
State or national matches:
Matches between a case and an offender

Partial matches between a case and an offender
Matches between a case and a case in another laboratory

Notification via DNA HITS is notnecessary for the following types of matches:

Warm hits between cases
Partial matches within a case
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5.4

5.4.1 Local exact matches discovered via LINKAGE or LDIS

5.4.1.1 Confirm the exact match

The report (evidence report or suspect report) will contain information on all local exact
matches and/or partial matches.

DNA HITS is not used for Missing and Unidentified Persons cases. Match notifications
are made via a Forensic Biology Report and Notification Letter.

Verifying and reporting exact matches

In the event an analyst suspects there is a cold een his/her “new” case and a
previous case or pattern, or between hls/her “ ase and a suspect file, his/her
supervisor should be notifiechmediately.

Expedite additional testing (including m Iars if needed) to determine if you have a
true match or a fortuitous match. al testing includes any duplication needed to
satisfy the concordance policy. K

Once you have confirmed_th ct match, continue the process.

5.4.1.2 Review the matchig&

>
The analyst of thg/{®ew” case has to request the “previous” case(s). For a case-to-case
match, compar, Information available in the files: precinct, location of occurrence,
descriptio ofﬁ ailant, details of the assault, etc. If any 61 forms are missing, have a
superviso%nge to get a copy. (This step is not required for NYPD project cases. If
any of the irtfformation in the 61 forms seems inconsistent, discuss with your supervisor.)

For case-to-case matches, determine whether the matching samples were processed
together:

» Evidence exam on the same date and/or by the same analyst?
* DNA extraction and/or amplification worksheet with the same date and time?

If so, see your supervisor and Assistant Director immediately.
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For case-to-case matches between similar case types (ex. Property Crime to Property
Crime) or disparate case types (Homicide to Property Crime), it is a possibility that a
member of law enforcement is the source of the DNA. Therefore, the following should
also be determined based on paperwork in the file:

» Was the evidence in both cases collected by the same Crime Scene Unit or Evidence
Collection Team member?
* Was the evidence in both cases processed by the same, I\QgD laboratory Criminalist?

NS

If so, see your supervisor and Assistant Director immedi@@
5.4.1.3 Determine if the “new” case should be transferreq§

Use common sense when deciding on the tra$of a “new” case. Consider the nature
of the crimes; the nature of the evidence itdg&gs within the cases; the time frame of the
crimes; and whether any appear to be iously solved via arrest, typing of a suspect, or
an offender database match. Transf hould only take place when a logical pattern is

created or added to. (1/

Examples of situations wherg\@ fer makes sense might include:

« A 2012 sexual ass@ case matching a 2010 sexual assault case.
« A 2012 burglar @e matching a 2011 robbery case.
« A2012 robe&natching a 2011 sexual assault (where case facts are similar)

If there is no lp@icgl pattern or relationship between the cases, no transfer of the “new”
caseisn {ary. Examples might include:

* A 2012 burglary case matching a solved 1996 homicide case.
* A 2012 sexual assault case matching a 2011 auto theft case.
* A 2012 robbery matching a 2011 sexual assault (where case facts are different)

A transfer is NOT necessary if a “new” case is solely matching a previous suspect file.
The analyst of the “new” case retains that case and will have the previous suspect file
transferred to him/her. The analyst of the “new” case is responsible for making the DNA
HITS notification of the case-to-suspect match and for reporting of the newly discovered
match in a suspect report.
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5.4.1.4 Transfer the “new” case

» Transfer the newly linked case to the analyst for the previous case(s).

* Have a supervisor update records to reflect the new case assignment.

* There is no requirement to complete testing in the entire case, start or complete a
draft report, prepare tables, or prepare DNA Profile Evaluation Form. However,
such things may be done as a courtesy.

5.4.1.5 Make the match notification(s) ®\%

5.4.2

» The analyst who owns the case is the one res@le for making the match

notification. @

Enter the match(es) into DNA HITS using the%dure in section 5.6.
Verifying and reporting SDIS exact m t(hgs

With DNA matches identified at S th laboratories involved in the match have
confirmation responsibilities. Allgnat®hes will be resolved by the CODIS staff, with the
exception of Low Copy Nu ple and certain identity searches performed and
scheduled by NYS. n@\

Responses to all can i%& matches must be immediate. The final disposition of the
candidate match to IS custodian must be reported no later than 30 business days
after receiving t ch report.

5.4.2.1 General &scs)

The CODIS staff will print out the Candidate Match Detail Reports from the CODIS
system along with a Match Inventory list (a summary list of all the cases involved in the
candidate matches) and retrieve the corresponding files.

Each candidate match report and corresponding file must be reviewed to confirm whether
or not the two profiles indeed match. The analyst reviewing the file must fill out a
Candidate Match Confirmation Checklist if the match is found to be real.

If any modifications to the DNA profile are needed, a Profile Modification Form must be
filled out by the Interpreting Analyst or the analyst reviewing the data (see section 4.6),
and submitted to the CODIS group. It is not necessary to wait for the profile to be
modified to continue in the confirmation process.
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5.4.2.2Verifying and reporting SDIS offender exact matches

If the profiles are an exact match, complete a NYS DNA Databank Candidate Match
Confirmation Form. This form communicates to DCJS and the Databank coordinator the
case information, and that the candidate match is, in fact, a true match. Therefore, one
NYS DNA Databank Candidate Match Confirmation Formeeery confirmed

candidate match listed on the Match Inventory must be completed. The NYS DNA
Databank Candidate Match Confirmation Form is then transmj#ed to DCJS by fax or
other electronic means. %

onfirmation Forms from our
er sample from the NYS DNA

Upon receipt of the NYS DNA Databank Candidate M
laboratory, and upon receipt of confirmation of the
Databank coordinator, DCJS will release the off name, via fax followed by USPS,
in the form of a DCJS Match Letter (see the c version délmeYork State

COmbined DNA Index System Procedur@)gg’ letter will contain the name of the
offender, any aliases, the NYSID numbe@ offender’s current location.

Enter the match(es) into DNA HIT{%% the procedure in section 5.6.

If the confirmed match has li n offender to an unsolved case, the investigating
agency must obtain an exg rom the offender and submit to the laboratory for
retesting prior to proceedgmyto trial. This requirement is located on the DCJS Match
Letter that is available District Attorneys’ offices upon request.

>
The DCJS Mat \er should be used by the DAO to obtain the court order authorizing
the collection o%iexemplaf[he Department of Forensic Biology will perform testing
on the ex replicate the DNA match of the offender to the forensic sample(s) and
to testify i%ﬂrt to the match. Questions from the DAO regarding offender information,
offender blobd draws, etc. should be directed to DCJS. Analysis of the exemplar by
Forensic Biology is generally not necessary for grand jury proceedings. This analysis,
however, is necessary before trial.
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5.4.2.3 Verifying and reporting SDIS forensic exact matches

After the data is reviewed, the other laboratory involved in the match must then be
notified via telephone, fax or email and the match verified. Both laboratory’s case
numbers and ORI numbers are on the Match Detail Report and on the Match Inventory
list. The contact information for all CODIS laboratories can be found on the CJIS-WAN.
Standard case contact protocol should be followed to document any correspondence or
conversations. %

If it is determined the candidate match is a non-match, t cess stops here. All case
contacts should be documented on the checklist acco

The CODIS DNA Match Data Request and R e Form is transmitted to the other
laboratory by fax or other electronic meansN\ThiS form facilitates the exchange of
information. Information on this form, if ailadble, should include:

If it is verified to be a true match, information re?@g the cases must be exchanged.

» Contact information for the sub |%police agency.

» Contact information for the lalgora¥Ory.

» Laboratory and police id @ion numbers (Forensic Biology and complaint
numbers). %n\

* Whether the case is s@d (i.e. by DNA).

* Suspect informati r example, name, NYSID number, has he/she been tested at
our lab, etc.). ’\

* General c@)rmaﬁon (for example, date of occurrence, type of crime, etc.)
e Ifthe ith the match at SDIS is one of a local pattern, information regarding
both/all' §hould be provided to the other laboratory.

Upon receipt of the response from the other laboratory, the match is confirmed. This
form documents that the candidate match between the two laboratories was
acknowledged, each laboratory has finished their review process, both laboratories are
confirming the match and that case information has been exchanged.

Enter the match(es) into DNA HITS using the procedure in section 5.6
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5.4.3 Verifying and reporting NDIS exact matches

With DNA matches identified at NDIS, both laboratories involved in the match have
confirmation responsibilities. All NDIS matches will be resolved by the CODIS staff.

Responses to all candidate matches must be timely. The final disposition of the candidate
match to the NDIS custodian must be reported no later than 30 business days after
receiving the match report.

>
5.4.3.1 General Process
0

The CODIS staff will print out the Candidate Matc a Reports from the CODIS
system along with a Match Inventory list (a su st of all the cases involved in the
candidate matches) and retrieve the correspo files.

Each candidate match report and corresbgn g file must be reviewed to confirm whether
or not the two profiles indeed match g alyst reviewing the file must fill out a
Candidate Match Confirmation Chdc

If any modifications to the D file are needed, a Profile Modification Form must be
filled out by the Interpreti st or the analyst reviewing the data (see section 4.6),
and submitted to the CO group. Itis not necessary to wait for the profile to be

modified to continue in onfirmation process.

>
If a profile has al offender candidate match and a state offender candidate match
at or near the ime, allow the state confirmation process to proceed first. If a profile

one of the iIdate matches to proceed first (see the CODIS supervisor for guidance on
selection). ©Once one of the candidate matches has been verified and the name of the
offender obtained, process the remaining candidate matches as conviction matches.

has two (o% national offender candidate matches at or near the same time, select

5.4.3.2 Verifying and reporting NDIS offender exact matches

After the data is reviewed, the other laboratory involved in the match must then be
notified via telephone, fax or email and the match verified. Both laboratory’s case
numbers and ORI numbers are on the Match Inventory list. The contact information for
all CODIS laboratories can be found on the CJIS-WAN. Standard case contact protocol
should be followed to document any correspondence or conversations.

Controlled versions of Department of Forensic Bigl@pcuments only exist electronically on the
Forensic Biology network. All printed versions are non-controlled copies.



FORENSIC BIOLOGY CODIS MANUAL

5.0 VERIFYING AND REPORTING DNA MATCHES

DATE EFFECTIVE LAST REVISED APPROVED BY PAGE
03-24-2010 02-02-2012 MARIE SAMPLES 10 OF 31

If it is determined the candidate match is a non-match, the process stops here. All case
contacts should be documented on the checklist accordingly.

If it is verified to be a true match, information regarding the cases must be exchanged.
The CODIS DNA Match Data Request and Response Form is transmitted to the offender
laboratory by fax or other electronic means. This form facilitates the exchange of
information. Information on this form, if available, should incILtdé:

» Contact information for the submitting police age@

» Contact information for the laboratory.

» Laboratory and police identification number;ﬁexample, case number,
complaint number, etc.).

* Whether the case is solved (i.e. by DN

» Suspect information (for example, n
at our lab, etc.). \

* General case information (foegxa¥ple, date of occurrence, type of crime, etc.).

* If the case with the match a is one of a local pattern, information regarding
both/all should be provided to the other laboratory.

* When available, inclu@y known aliases of the offender/suspect if the case is

solved, because thg offdnder/suspect may be in the other database under a
different name.

e, NYSID number, has he/she been tested

<
Upon receipt of the’géDIS DNA Match Data Request and Response Form from our
laboratory, and o™ the offender laboratory’s confirmation of the offender sample, the
match is confj . The offender laboratory will release the convicted offender’'s name,
via fax, in ?&rm of a match letter. This letter will contain the name of the offender,
any aliases\the State ID #, current location, and usually their SS#.

Enter the match(es) into DNA HITS using the procedure in section 5.6

If the confirmed match has linked an offender to an unsolved case, the investigating agency
must obtain an exemplar from the offender and submit to the laboratory &tirrgtprior to
proceeding to trial. This requirement is located on the match leéteistforwarded to the
District Attorney’s office upon request. The match letter should be used by the DAO to
obtain the court order authorizing the collection of the exemplar.
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The Department of Forensic Biology will perform tagton the exemplar to replicate the

DNA match of the offender to the forensic sample(s) and to testify in court to the match.
Questions from the DAO regarding offender information, offender blood draws, etc. should
be directed to the agency contact information given on the CODIS DNA Match Data Request
and Response form. Analysis of the exemplar by the Department of Forensic Biology is
generally not necessary for grand jury proceedings. This analysis, however, is necessary
before trial.

5.4.3.3 Verifying and reporting NDIS forensic exact matches \%

The CODIS staff will print out the Candidate Match Re Qom the CODIS system
along with a Match Inventory list (a summary list of aktMhe cases involved in the
candidate matches) and retrieve the correspondj .

Each candidate match report and correspogdinQMile must be reviewed to confirm the
profile data sent to NDIS is accurate. Thg analyst reviewing the file must fill out a
Candidate Match Confirmation check}

If any modifications to the DNA profilg#re needed, a Profile Modification Form must be
filled out by the analyst reviewi e data (see section 4.6), and submitted to the CODIS
group. lItis not necessary t for the profile to be modified to continue in the
confirmation process. 6

After the data is reyi“? the other laboratory involved in the match must then be
notified via teleph x or email and the match verified. Both laboratory’s case
numbers and O&%bers are on the Match Inventory list. The contact information for
all CODIS la ries can be found on the CJIS-WAN. Standard case contact protocol
should be%ed to document any correspondence or conversations.

If it is determined the candidate match is a non-match, the process stops here. All case
contacts should be documented on the checklist accordingly.
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5.5

5.5.1

If it is verified to be a true match, information regarding the cases must be exchanged.
The CODIS DNA Match Data Request and Response Form is transmitted to the other
laboratory by fax or other electronic means. This form facilitates the exchange of
information. Information on this form, if available, should include:

» Contact information for the submitting police agency.

» Contact information for the laboratory.

» Laboratory and police identification numbers (for examﬁ number, complaint
number, etc.). 0

* Whether the case is solved (i.e. by DNA).

e Suspect information (for example, name, NYSI %ber, has he/she been tested at
our laboratory, etc.).

* General case information (for example, dat occurrence, type of crime, etc.).

» If the case with the match at SDIS is f a local pattern, information regarding
both/all should be provided to the aboratory.

Upon receipt of the response from thg gther laboratory, the match is confirmed. This
form documents that the candidafe match between the two laboratories was
acknowledged, each laborat: @a finished their review process, both laboratories are
confirming the match and<hatsase information has been exchanged.

Enter the match(es)i&@NA HITS using the procedure in section 5.6
>

Evaluating, veri@and reporting partial matches

General gtegldines

Partial match procedures are applicable only to cases that have a clean, informative
forensic autosomal DNA profile (single-source or deduced) attributable to a putative
perpetrator. Such profiles must havl >CODIS core loci, with no Z’'s, INC’s, or other
indications of a mixture.

Partial matches will be evaluated by a combination of observing whether there is sharing
at each locus (indicating a potential parent-offspring relationship) and/or counting of
shared alleles across all loci (indicating a potential full-sibling relationship), followed by
a statistical calculation (likelihood ratio). Thresholds for allele sharing and the likelihood
ratio have been established and are described on the Partial Match Evaluation Form.
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At the local level, only partial matches between evidence samples (within a case or
between cases) or partial matches between evidence samples and a named suspect or
arrestee for that case will be evaluatéghy partial matches revealed by comparing a
suspect to LINKAGE or partial matches revealed by searching a suspect in LDIS will
NOT be evaluated.

At the state and national level, only partial matches to offenders will be evaluated.

Partial matches may exist within a case, betw@bcases, or between a case and a

Pull the previous case(s), if applicable.

5.5.2 Local partial matches

suspect file.
5.5.2.1 Partial matches within a case t\'\
All eligible DNA profiles withina c Quld be reviewed for potential partial matches.

For example, compare a victim og elivination sample to Male Donor A or compare Male
Donor A, B, and C to each o

In the event an analyst b
evaluate the profiles. i
flow chart below, de
expedite any adqj N

policies. c)

If possible?&appropriate, further testing using Y STRs should be done. If a partial
match is stilt a possibility, continue the process.

es there is an eligible partial match, the first step is to
the Partial Match Evaluation Form and following the local
e if the two profiles meet laboratory requirements. If so,
testing needed to satisfy the concordance and duplication

The existence of a partial match within a case is disseminated via the report, using
wording that describes that a similarity was noted, states the likelihood ratios for full
siblings and/or parent-offspring, and requests additional exemplars.
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5.5.2.2 Partial matches between two cases

In the event an analyst believes there is an eligible partial match between two cases
(found in LINKAGE or an LDIS search), the first step is to evaluate the profiles. Using
the Partial Match Evaluation Form and following the local flow chart below, determine if
the two profiles meet laboratory requirements. If so, expedite any additional testing
needed to satisfy the concordance and duplication policies. %

If possible and appropriate, further testing using Y STRs \d be done. If a partial
match is still a possibility, continue the process.

CODIS manager to discuss the potential parti ch. If appropriate, efforts will be
made to determine the status of each casej{solved vs. unsolved, arrests, etc.) or gain
additional case information. r\

The analyst and supervisor must then meet With§@cal CODIS administrator and/or

The existence of a partial match beffije®# cases is disseminated via DNAHITES.
the match(es) into DNA HITS us@ tWe procedure in section 5.6

5.5.2.3 Partial matches between a éﬁ@and a suspect (exemplar or pseudo-exemplar)

Partial matches involvi DNA profile of a suspect is limited to the case for which
the person is a ham pect or arrestee.

In the event an@st believes there is an eligible partial match, the first step is to
evaluate the es. Using the Partial Match Evaluation Form and following the local
flow chartw, determine if the two profiles meet laboratory requirements. If so,
expedite any additional testing needed to satisfy the concordance and duplication
policies.

If possible and appropriate, further testing using Y STRs should be done. If a partial
match is still a possibility, continue the process.

The existence of a partial match between a case and a suspect is disseminated via DNA
HITS. Enter the match(es) into DNA HITS using the procedure in section 5.6
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5.5.3 Evaluating, verifying, and reporting state offender partial matches

If a candidate match to an offender is NOT an exact match, the next step is to evaluate it
as a potential “partial match”. Partial matches are inadvertent “indirect matches” that
suggest that the source of an evidentiary profile is potentially a relative of an offender.

calculating the full sibling likelihood ratios and/or the parenjs ring likelihood ratios
using the CODIS Popstats application. Using the Partial Evaluation Form and
following the SDIS flow chart, determine if the two profi eet laboratory

requirements. @

If not, attach the Partial Match Evaluation For the Candidate Match Detail Report

This is determined by comparing the number of shared alleggwdlor loci, then

and note “no match”. The information is agded tb the case record. The CODIS groups
will disposition the candidate match in thb\ IS system as “No Match” and send NYS
DCJS that information. Q

If the profiles meet the laborator (]efrements for a partial match, then do the following:

Confirm that the pr fﬁ\@ been searched in LDIS (see the CODIS group)
Using the Partial h Inquiry Worksheet, contact the NYPD and the
approprlate t Attorney’s office(s)
In order for the match process to continue, certain requirements have been set by
the state. The and District Attorney’s office(s) are asked:

. Arew committed to pursuing further investigation?
* Will they provide follow-up information?

Once the completed worksheet is returned from both the NYPD and District Attorney’s
office(s), and both agree to pursue the case, continue the process. Complete the DCJS
Partial Match Evaluation Request and the CODIS group will transmit it to DCJS by fax
or other electronic means.

Upon receipt of the DCJS Partial Match Evaluation Request from our laboratory, DCJS
will notify the NYS DNA Databank that a confirmation of an offender DNA profile is
being requested based on an “indirect” CODIS match.
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5.54

After the offender DNA profile has been confirmed, a NYS CODIS Administrator or
Supervisor will perform their partial match evaluation using specialized software. This
software will calculate the Expected Kinship Ratio (EKR) and Expected Match Ratio
(EMR) for the full sibling and parent-offspring relationships. If the EKR and EMR meet
the thresholds defined by the state policy, DCJS will release the offender information and
EKR/EMR statistics to us.

imperative to enter a partial match using “Forensic to Po | Relative (SDIS)” as
the match type.

Enter the match(es) into DNA HITS using the procedure in ?\Q%n 5.6. ltis
Evaluating, verifying, and reporting national off artial matches
NDIS has instituted a policy covering parti atthes at the national level.

If a candidate match to an offender |sm!\an exact match, the next step is to evaluate it
as a potential “partial match”. Part ches are inadvertent “indirect matches” that

suggest that the source of an eV| ry profile is potentially a relative of an offender
This is determined by comp he number of shared alleles and/or loci, then
calculating the full sibling lihood ratios and/or the parent-offspring likelihood ratios

using the CODIS Pops pplication. Using the Partial Match Evaluation Form and
following the NDIS.fIQ& art, determine if the two profiles meet laboratory

requirements. Q\
£

If not, atta artial Match Evaluation Form to the Candidate Match Detail Report
and note “ atch”. The information is added to the case record. The CODIS Group
will disposition the candidate match in the CODIS system as “No Match”.

If the profiles meet the laboratory requirements for a partial match, then do the following:
Complete the Request for Release of Offender’s Identifying Information letter. The local

CODIS administrator and/or CODIS manager will review the form and forward to the
FBI.
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5.6

If the request is approved by the FBI, the FBI will notify the state with the offender
information about our requesthe decision to release the name of the convicted
offender is done according to applicable state law and policie§.he NDIS Custodian
then either:

Notifies us that the state determines that the information cannot be released, or
Provides us with the identifying offender mformatlon

If the information is releasednter the match(es) into DNA usmg the procedure
in section 5.6. It is imperative to enter a partial matc “Forensic to Potential
Relative (NDIS)” as the match type.

Making notifications using DNA HITS @

NOTE:

Step 1:

Step 2:

Step 3:

Step 4:

If a new match (case-to-case, rf&s 0-suspect, case-to-known suspect or
arrestee, or case-to- offender@I ntified to a pattern that pre-dated DNA HITS,
the previous matches mu tered into DNA Hifi& to the new match.

In the Notes section, make réference to the previous match letters, including
match letter numbe a§&ll as the date of the original notification.

Using the intern o to the DNA HITS program. Change the drop-down menu
to “OCME”", t in using your OCME user name and password.

*

Click Oﬁ&ate New Local Hit” tab in the upper right hand corner.

ant to select the correct match type, since DNA HITS is being used for
“cold hits”, “warm hits” to known suspects/arrestees, and for most partial
matches.

L%hﬁge drop-down menu, select the appropriate match type. Itis very

Enter the case numbers for the new match and click on “Search”.

NOTE: For notifications on a new case in an existing pattern, the two cases
entered here should be the new case anfirthiease of the pattern.
The first case is generally the one whose DNA profile is represented in
CODIS; see a supervisor or a member of the CODIS group if unsure
which case is the first case.
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Step 5:  Using the drop-down menu, select the appropriate search type (LINKAGE or

Step 6:

Step 7:

Step 8:

Step 9:

LDIS for local matches). If this is not done, all the information will be lost and
will have to be reentered.

“Warm hits” between a case and a suspect are reported using the “Case to
Known Suspect or Arrestee” function within DNA HITS.

\@ notification,
ly. If both cases are new

d to be entered. In
- 61 number and the voucher

If one of the cases was involved in a previous DN
information for that case will be populated auto
to DNA HITS, all fields marked in yellow are r,
addition, when available, the date of occur
numbermust be entered. The exceptio M samples (no voucher number);
backlog project cases (no 61 number ometimes no date of occurrence); and
the occasional Biotracks or IAB capi(n or partial 61 number).

NOTE: Be careful in using t@p-down menus; make sure what you select
stays selected by g the cursor off of the drop-down menu and
clicking elsewhie t®/deactivate the drop-down.

For the ‘Crimina ist‘\gion, if the analyst assigned (the IA for the cases) is not
on the drop-dowrrst, deselect ‘Select’ and manually type in the analyst’s last
and first name normal capitalization. If the analyst assigned to a case is no
longer at th 7list the Criminalist IV or Assistant Director who reviewed it,
in that preference. Should neither of them be available, consult CODIS
staff o pervisor regarding analyst assignment.

%&on “Get Approval”. If any red error messages appeatr, fix the problem and
click on “Get Approval” again. Once there are no errors, the screen will return
to the “Create New Entry” mode and inform you that you have successfully
entered a match.

Have the cases reviewed by a Criminalist IV and/or Assistant Director.
Have a Criminalist IV or Assistant Director approve the match in DNA HITS.

Once approved, the Criminalist IV or Assistant Director will receive a DNA
HITS confirmatory email from DNAHITS@cityhall.org.
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Step 10: Forward the email to the assigned Criminalist to notify them of the match.

Step 11: Print out the DNA HITS email confirmation and place in each file.

Step 12: Forward the DNA Profile Evaluation Form(s) to the CODIS group in-box.
5.7  Verifying and Reporting Missing and Unidentified Person Mat%es

General Search Guidelines:
There are varied searches done in CODIS 5.7.4 and
accommodate Missing and Unidentified Person ca
an identity search. An identity search is done a
Unidentified Human Remains to Unidentified
Unidentified Human Remains to Missing P@n

eneration (NG) CODIS to
xact matches” are the result of
the following indices:

Remains

Profiles of Unidentified Human Rema %1 Missing Persons are also entered into
CODIS 5.7.4 for the purposes of peﬂgé ng additional searches against Convicted
Offenders and Forensic Unknowps. arches are performed against the following
indices:

Unidentified Human Rem in&Qonvicted Offenders

Unidentified Human Rem to Forensic Unknowns

Missing Persons to Cogfctéd Offenders

Missing Persons te EQ sic Unknowns

Ranks or asso@s to relatives of Missing Persons in a pedigree tree are the result of a

pedigree searfC™A pedigree search is done amongst the following:
Pedigree 0 Unidentified Human Remains

Biological Mother, Father, and Child to Unidentified Human Remains

Refer to the NYS CODIS Procedures-Search Parameters and NDIS CODIS v 6.0 Missing
Person DNA Searches (Operational Procedures) from the FBI for search parameters.

5.7.1 Exact Matches in Next Generation (NG) CODIS (CODIS 6.1)

Exact matches in NG CODIS occur between profiles from Unidentified Human Remains
searched against profiles of Unidentified Human Remains and Missing Persons.
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5.7.1.1 Local Level Exact Matches (LDIS):

Unidentified Human Remains to Unidentified Human Remains
Unidentified Human Remains to Missing Persons

1. Request and pull the case files.
2. Confirm that the profiles match by reviewing the data.
3. Compare the information available in the files. Some ques#ons to consider are:

a. When was the body recovered in relation to whe \gverson was reported
missing? ‘Jb

b. Are physical descriptions such as age, race re, hair color, eye color,
tattoos, scars, etc. indistinguishable?

c. Are fingerprints, dental records, or oth @dlcal records available for
comparison? If these are available, ormation should be shared with the
appropriate departments for comp%is n such as the Forensic Anthropology
Unit, Forensic Odontology, Fo'gq& Pathology, or NYPD.

4. Determine if the samples were éi?m concordance with the duplication guidelines.
5. Determine whether the matc mples were processed together:

Evidence exam on thé‘g e date and/or by the same analyst?
DNA extraction an@[ amplification worksheet with the same date and time?

If so, see yauggérvisor and Assistant Director immediately.

6. Determine @tional technologies such as Y-STR’s or mtDNA are needed to

conflmk te the match

7. Transferthe newly linked case/or cases to the interpreting analyst from the previous
case or to the analyst that has the lowest FB case number. Have your supervisor
update records to reflect the new case assignment. (This step can be done after
notifications, if desired.)

8. Once all is confirmed, notifications can be made via telephone and/or email.
9. An additional report is written linking the two cases together. Random match

probability statistics are performed on the unidentified human remains and included
in the report in accordance with Forensic Biology protocol.

Controlled versions of Department of Forensic Bigl@pcuments only exist electronically on the
Forensic Biology network. All printed versions are non-controlled copies.



FORENSIC BIOLOGY CODIS MANUAL

5.0 VERIFYING AND REPORTING DNA MATCHES

DATE EFFECTIVE LAST REVISED APPROVED BY PAGE
03-24-2010 02-02-2012 MARIE SAMPLES 21 0OF 31

10. A notification letter and a copy of the additional report are sent via email to notify all
involved parties of the match. For matches with unidentified remains from NYC
OCME, the assigned Medical Examiner, Identification Unit, and NYPD Missing
Persons are always notified. Matches involving outside jurisdictions will be sent to
that jurisdiction’s designee(s). The notification letter may be sent by emailing a
scanned .pdf copy of the original signed letter and/or facsimile.

5.7.1.2 State Level Exact Matches (SDIS) %

e New York State Police
is the only lab in New York
s the NG CODIS server but it is
the profiles our lab sends monthly

Matches will not occur at the state level in NG CODIS si
does not conduct searches within NG CODIS. NYC
State that currently has and utilizes NG CODIS. N
only used by the State CODIS Administrator to

to NDIS. &

5.7.1.3 National Level Exact Matches (NDIS): '\'\

Unidentified Human Remains to Uﬂi{%ied Human Remains

Unidentified Human Remains to {is g Persons

With DNA matches identif'ec&@DlS, both laboratories involved in the match have
confirmation responsibilitié

Responses to all ca e matches must be immediate. The final disposition of the

candidate matc NDIS custodian must be reported no later than 30 business days
after receiving @ atch report.

1. The C?S staff will print out the Candidate Match Detail Reports from the CODIS
system along with a Match Inventory list (a summary list of all the cases involved in
the candidate matches) and retrieve the corresponding files.

2. Each candidate match report and corresponding file must be reviewed to confirm
whether or not the two profiles indeed match. The analyst reviewing the file must fill
out a Candidate Match Confirmation Checklist.

3. If any modifications to the DNA profile are needed, a Profile Modification Form must
be filled out by the Interpreting Analyst or the analyst reviewing the data (see section
4.6), and submitted to the CODIS group. It is not necessary to wait for the profile to
be modified to continue the confirmation process.
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4. Compare the information available in the files. Some questions to consider are:

a. When was the body recovered in relation to when the person was reported
missing?

b. Are physical descriptions such as age, race, stature, hair color, eye color, tattoos,
scars, etc. indistinguishable?

c. Are fingerprints, dental records, or other medical records available for
comparison? If these are available, the information sh be shared with the
appropriate departments for comparison such as th *Q nsic Anthropology Unit,
Forensic Odontology, Forensic Pathology, or NY@

5. Determine if the sample(s) were tested in conc@e with the duplication policy.
6. Determine whether the matching samples @rocessed together:

Evidence exam on the same date an '}y the same analyst?
DNA extraction and/or amplificati sheet with the same date and time?

If so, see your supervisor an%(lg tant Director immediately.

7. Determine if additiona te& ogies such as Y-STR’s or mtDNA are needed to
confirm or refute the h

8. Once allis conﬁrmk@,notiﬁcations can be made via telephone and/or email.

9. An addition@ort is written. Random match probability statistics are performed on
the unigde human remains or the missing person profile and included in the
report kﬁcordamce with Forensic Biology protocol. If the remains are intact or
living pelson is found, then the profile should be removed from CODIS and noted in
the additional report. Refer to Section 4.6.

10. A notification letter and a copy of the report are sent via email to notify all involved
parties of the match. For matches with unidentified remains from NYC OCME, the
assigned Medical Examiner, Identification Unit, and NYPD Missing Persons are
always notified. Matches involving outside jurisdictions will be sent to that
jurisdiction’s designee(s). The notification letter may be sent by emailing a scanned
.pdf copy of the original signed letter and/or facsimile.
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5.7.2 Exact Matches in CODIS 5.7.4
5.7.2.1Unidentified Human Remains toSDIS offender exact matches

If the profiles are an exact match, complete a NYS DNA Databank Candidate Match
Confirmation Form. This form communicates to DCJS and the Databank coordinator the
case information, and that the candidate match is, in fact, a true match. Therefore, one
NYS DNA Databank Candidate Match Confirmation Formdeen# confirmed

candidate match listed on the Match Inventory must be co d. The NYS DNA
Databank Candidate Match Confirmation Form is then tr itted to DCJS by fax or
other electronic means. Q

Upon receipt of the NYS DNA Databank Candid tch Confirmation Forms from our
laboratory, and upon receipt of confirmation o ffender sample from the NYS DNA
Databank coordinator, DCJS will release thjg offénder’s name, via fax followed by USPS,
in the form of a DCJS Match Letter (see e ctirrent version déleYork State

COmbined DNA Index System Proce@s letter will contain the name of the

offender, any aliases, the NYSID nﬁt/ and offender’s current location.

1. Request and pull the casg f# K

2. Confirm that the profil atch by reviewing the data.

3. Determine if the sé%{e was tested in concordance with the duplication guidelines.

4. Once all is @med, notifications can be made via telephone and/or email to the
OCME‘Ed& fcation Unit and to the Medical Examiner.

5. An additional report is written. Random match probability statistics are performed on
the unidentified human remains and included in the report in accordance with
Forensic Biology protocol.

6. A notification letter and a copy of the additional report are sent via email to notify all
involved parties of the match. For matches with unidentified remains from NYC
OCME, the assigned Medical Examiner, Identification Unit, and NYPD Missing
Persons are always notified. The notification letter may be sent by emailing a scanned
.pdf copy of the original signed letter and/or facsimile.
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5.7.2.2 Unidentified Human Remains to NDIS offender exact matches

After the data is reviewed, the other laboratory involved in the match must then be
notified via telephone, fax or email and the match verified. Both laboratory’s case
numbers and ORI numbers are on the Match Inventory list. The contact information for
all CODIS laboratories can be found on the CJIS-WAN. Standard case contact protocol
should be followed to document any correspondence or conversations.

contacts should be documented on the checklist accordi

If it is determined the candidate match is a nhon-match, the E\@ss stops here. All case

If it is verified to be a true match, information regargi
The CODIS DNA Match Data Request and Res
laboratory by fax or other electronic means. i
information. Information on this form, if av

» Contact information for the sub&nﬁ})lice agency.

e cases must be exchanged.
Form is transmitted to the offender
rm facilitates the exchange of

blg, should include:

» Contact information for the lab

» Laboratory and police identifi numbers (for example, case number, complaint
number, etc.).

* Whether the case is s e. by DNA).

e Suspect information %xample, name, NYSID number, has he/she been tested at

our lab, etc.).
* General case m@atlon (for example, date of occurrence, type of crime, etc.).
* Ifthe casew match at NDIS is one of a local pattern, information regarding
both/all sh e provided to the other laboratory.
* When ﬁble include any known aliases of the offender/suspect if the case is
solved, Recause the offender/suspect may be in the other database under a different
name.
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5.7.3

Upon receipt of the CODIS DNA Match Data Request and Response Form from our
laboratory, and upon the offender laboratory’s confirmation of the offender sample, the
match is confirmed. The offender laboratory will release the convicted offender’'s name,
via fax, in the form of a match letter. This letter will contain the name of the offender,
any aliases, the State ID #, current location, and usually their SS#.

1. Request and pull the case file.
2. Confirm that the profiles match by reviewing the dat \%

3. Determine if the sample was tested in concord&}with the duplication

guidelines. @

4, Once all is confirmed, notifications can de via telephone and/or email to the
OCME Identification Unit and to the )\Qdi al Examiner.

5. An additional report is written. ddm match probability statistics are performed
on the unidentified human r(rb and included in the report in accordance with
Forensic Biology protocoIK

6.A notification letter and f the additional report are sent via email to notify all
involved parties of match. For matches with unidentified remains from NYC
OCME, the assi Medical Examiner, Identification Unit, and NYPD Missing
Persons ara notified. The notification letter may be sent by emailing a
scanned py of the original signed letter and/or facsimile.

Ranks in Gé’bls (CODIS 6.1)
Pedigree W%@ o0 Unidentified Human Remains (UHR)
Pedigree Tree to Missing Person (MP)

Biological Father, Mother, Sibling (with additional technology) to UHR or MP

Profile(s) from a pedigree tree associated to unidentified human remains or a missing
person are ranked according to a joint pedigree likelihood ratio (JPLR) in Rank Manager.
Any JPLR above 1 will constitute a rank.
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The CODIS staff will print out the Specimen Detail Reports for the associated ranks to
the pedigree tree or single relative.

1.

2.

10.

Fill out the Rank Manager Sample Inquiries Form.
Locate the files and determine if the JPLR constitutes a true association.

Some questions to help in the disposition:
a. Does the gender of the Missing Person corre!z the UHR?

b. When was the body recovered in relation t n the person was reported
missing?

If further investigation is still needed, the the STR data and perform

kinship analysis.

If an additional technology such abé‘}NA has been performed, utilize that in the
assistance of the disposition o

Determine if additional tec{(bgles such as YSTR’s or mtDNA need to be
performed. O

Determine if additigr™gl reference samples from relatives of missing persons or
samples from th sing person are available and needed to assist in the
identification (& .“Strengthening the likelihood ratio or assisting in confirming an
associati a direct match with a reference sample from the missing person).

If t g&iation does not pan out, note it as “No Match” and initial and date the
Spe n Detail Report and make comments on the Rank Manager Sample
Inquities Form.

For true associations, notifications can be made via telephone and/or email.

An additional report is written. Kinship analysis is performed between the
relatives of the Missing Person and the unidentified human remains or the missing
person profile and included in the report in accordance with Forensic Biology
protocol. The profiles of the relatives of the Missing Person must be removed
from CODIS 6.1 and noted in the additional report. Refer to Section 4.6.
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5.7.4

5.8

11. A notification letter and a copy of the report are sent via email to notify all
involved parties of the match. For associations to unidentified remains from NYC
OCME, the assigned Medical Examiner, Identification Unit, and NYPD Missing
Persons are always notified. Associations involving outside jurisdictions will be
sent to that jurisdiction’s designee(s). The notification letter may be sent by
emailing a scanned .pdf copy of the original signed letter and/or facsimile.

Low stringency searches in CODIS 5.7.4 %

of Missing Person samples in the state database agai e Unidentified Human Remains

index in 5.7.4. @

For verifying and reporting these possible ma , follow the same steps above in 5.7.3.

N

Organization of CODIS Paperwork in@{}

NY State performs a low stringency search every quarter;@nst the remaining Relatives

Left side of file if all paperwork w s(a{perly completed and photocopied, the left side

of the file should contain: O

* Forensic Biolo%ellmark, Bode or Genescreen report
« DNA Profile @ ation Form - copy
. Specimeﬁ ail Report - printout from computer
. Candhﬁx atch Detail Report - printout from computer
* Ca (@,1 e Match Confirmation Checklist - original
idate Match Confirmation Form - copy
JS Match Letter — copy faxed by DCJS (or comparable form from another
state)
* DNA HITS confirmation email — printout from email (CODIS staff does not
need a copy
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For Missing Persons cases, left side of file depending on the type of match may

have some or all of the following:

» Forensic Biology report(s)

* DNA Profile Evaluation Form-copy

* Specimen Detail Report - printout from computer

» Candidate Match Detail Report - printout from computer

» Candidate Match Confirmation Checklist — original

» Hit Notification Letter-original or copy, PDF of ori%aved in CODIS
folder under “HITNOT" in “MISP” %

Depending on the type of match and at what I@}may have occurred, the
following may also be on the left side of the

» Candidate Match Confirmation Forr@

» DCJS Match Letter-faxed copy

» Supporting paperwork such a cgbies of dental records, anthropology reports
and scene reports from wit)'@ ME or from the outside jurisdiction.
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Only the NYPD designee(s) and the appropriate DAO’s designee(s) are ndiiietht notify
Detectives or ADA's directlythey will be notified by their superiors.

DNA matches are made using the web-based DNA-HITS application. If DNA-HITS is
unavailable for > 24 hours, make notifications using a faxed notification letter (see Appendix
9.18); follow up with DNA-HITS notification when it becomes available.

Members of lab management have privileges in the program to add g# delete authorized users.

Case analysts have varying levels of privileges within the progra nterpreting analysts plus
certain clerical and CODIS staff members have login pnwleges an enter match information.
Supervisors, management and certain CODIS staff member approval privileges for

matches. The program will not notify a match until it has ?5 pproved.
51  Verifying LINKAGE/LDIS Matches

Discovering and confirming matches, an '\lng timely match notifications, are among
the highest priority tasks done in the %ar ment of Forensic Biology. Any delay in any
one of these steps can result in ad% crimes being committed that may have been
preventable. It is not necessary{o e all analyses completed or reports written, just
that the required data is avaja r review of the match.

Match notifications are o ecessary for a “cold hit” where we would be supplying

information not alread able. “Cold hit” means no one thought the cases (or
suspect) were linke lously; if we were specifically asked to compare cases, or the
same suspect i i , It is not a “cold hit” and this process is not required.

The follow, edure should be followed when reporting local matches discovered via
LINKAGE

In the event an analyst suspects there is a cold hit between two cases or between a case
and a suspect file, their supervisor should be notified immediatielypedite additional

testing (including exemplars if needed) to determine if you have a true match or a
fortuitous match. Additional testing includes any duplication needed to satisfy the
concordance and duplication policies. Once you have confirmed the match, continue the
process.

Pull the previous case(s). For a case-to-case match, compare the information available in
the files: precinct, location of occurrence, description of assailant, details of the assault,
etc. If any 61 forms are missing, have a supervisor arrange to get a copy. (This step is
not required for NYPD project cases.)
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If any of the information in the 61 forms seems inconsistent, discuss with your
supervisor.

For case-to-case matches, determine whether the matching samples were processed
together:

= Evidence exam on the same date with the same analyst?
= DNA extraction and/or amplification worksheet the same déj and time?

If so, see your supervisor and Assistant Director immed@

Transfer the newly linked case to the IA from the praWQUs case. Have your supervisor
update records to reflect the new case assignmént. (IThis step can be done after
notifications, if desired.)

Fill out a DNA Profile Evaluation form Iisf@e case(s) your case is linked to.

Enter the match(es) into DNA-HI Tffl@the procedurein section 5.4

N

5.2  Veifying and Reporting S |®Ch€8

With DNA matches ide at SDIS, both laboratories involved in the match have
confirmation responsifjitties. All matches will be resolved by the CODIS staff, with the
following excepl@ Low Copy Number samples and Missing Persons cases,

candidate to the SDIS custodian must be reported no later than 30 days after

Reﬁpons&io &*?gndidate matches must beimmediate. The final disposition of the
receiving thé match report.

5.2.A Verifying and Reporting SDIS Convicted Offender Matches

The CODIS staff will print out the Candidate Match Detail Reports from the
CODIS system along with a Match Inventory list (a summary list of all the cases
involved in the candidate matches) and retrieve the corresponding files.

Each candidate match report and corresponding file must be reviewed to confirm
whether or not the two profiles indeed match. The analyst reviewing the file must
fill out a Candidate Match Confirmation checklist (see Appendix 9.9).
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If any modifications to the DNA profile are needed, a Profile Modification form
must be filled out by the analyst reviewing the data (see section 4.6), and
submitted to the CODIS group. It is not necessary to walit for the profile to be
modified to continue in the confirmation process.

After the match confirmation checklist is filled out and if the profiles match, a
NYS DNA Databank Candidate Match Confirmation form (see Appendix 9.10)
must be filled out and completed. This form communic%s to DCJS and the
Databank coordinator the case information, and tha andidate match is, in
fact, a true match. Therefore, oN&YS DNA Databa didate Match
Confirmation form for everyconfirmed candidat h listed on the Match
Inventory must be completed. The NYS D bank Candidate Match
Confirmation form is then faxed to DC §

If a candidate match to a convicted ris NOT a true match, a notation to
that effect is made on the Candldtgt tch Detail Report and that sheet is filed in
the case file. Also, the candid@ ch is immediately dispositioned in the

CODIS system as “No Matcﬁ'E NYS DCJS is sent a list of the “No Match”
cases from that search’s rgsul

other laboratory s e contacted by fax or email to confirm they have reached

If a candidate mat E ther laboratory’s forepsofile is not a match, the
the same concl File such correspondence in the case file.

>
Upon recgj \I he NYS DNA Databank Candidate Match Confirmation forms
from ou@atory, and upon receipt of confirmation of the offender sample
fro S DNA Databank coordinator, DCJS will release the convicted
oﬁ;’% S name, via fax, in the form of a DCJS Match Letter (see the current
versidn of the New York State COmbined DNA Index System Procedlings)
letter will contain the name of the offender, any aliases, the NYSID # and

convicted offender’s current location.
Enter the match(es) into DNA-HITS using the procedure later in section 5

If the confirmed match has linked a convicted offender to an unsolved case, the
investigating agency must obtain an exemplar from the convicted offender and
submit to the laboratory for retesting prior to proceeding to trial. This information
is located on the DCJS Match Letter that is available to the District Attorney’s
office upon request.
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5.2B

The DCJS Match Letter should be used by the DAO to obtain the court

order authorizing the collection of the exemplar. The Department of Forensic
Biology will perform testing on the exemplar to replicate the DNA match of the
offender to the forensic sample(s) and to testify in court to the match. Questions
from the DAO regarding offender information, offender blood draws, etc. should
be directed to DCJSAnalysis of the exemplar by Forensic Biology is

generally not necessary for grand jury proceedings. Thisanalysis, however,
isnecessary beforetrial. %

Verifying and Reporting SDIS Forensic Matches 0@

The CODIS staff will print out the Candidate@\ Detail Reports from the
CODIS system along with a Match Invent (or a summary list of all the
cases involved in the candidate match retrieve the corresponding files.

Each candidate match report andb{}sponding file must be reviewed to confirm
the profile data sent to SDIS i
etV

re
ufate. The analyst reviewing the file must fill

out a Candidate Match Con% n checklist.

If any modifications t t}&NA profile are needed, a Profile Modification form

must be filled out by t alyst reviewing the data (see section 4.6). It is not

necessary to wait @he profile to be modified to continue in the confirmation

process. @
5

After the v reviewed, the other laboratory involved in the match must then
be notifi a telephone, fax or email and the match (or non match) verified.

Botf | tory’s case numbers and ORI numbers are on the Match Detail Report
anc% e Match Inventory list. The contact information for all CODIS
laboratories can be found on the CJIS-WAN. Standard case contact protocol
should be followed to document any correspondence or conversations.

If it is verified the candidate match is a non-match, the process stops here. All
case contacts should be documented on the checklist accordingly.
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5.3

If it is verified to be a true match, information regarding the cases must be
exchanged. The CODIS DNA Match Data Request and Response form (see
Appendix 9.11) is faxed to the other laboratory. This form facilitates the
exchange of information. Information on this form, if available, should include:

= Contact information for your submitting police agency.

= Contact information for your laboratory.

= Laboratory and police identification numbers (Forer%: Biology and
complaint numbers).

=  Whether the case is solved (i.e. by DNA).

= Suspect information (for example, name, N , has he/she been tested at
our lab, etc.).

= General case information (for exampl of occurrence, type of crime, etc.)

= |f the case with the match at SDIS i of a local pattern, information

regarding both/all should be prowd the other laboratory.

Upon receipt of the response f e other laboratory, the match is confirmed.
This form documents that t 2ndidate match between the two laboratories was
acknowledged, each labo ’f)%as finished their review process, both
laboratories are configmg e match and that case information has been
exchanged.

Enter the match@QO DNA-HITS using the procedurein section 5.4

*

Verifying and RWg NDIS Matches

With DNA Qs identified at NDIS, both laboratories involved in the match have
confirmati%bsponsibilities. All NDIS matches will be resolved by the CODIS staff.

Responses to all candidate matches must be immediate. The final disposition of the
candidate match to the NDIS custodian must be reported no later than 30 days after
receiving the match report.

5.3.A Verifying and Reporting NDIS Convicted Offender Matches
The CODIS staff will print out the Candidate Match Detail Reports from the

CODIS system along with a Match Inventory list (or a summary list of all the
cases involved in the candidate matches) and retrieve the corresponding files.
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Each candidate match report and corresponding file must be reviewed to confirm
whether or not the two profiles indeed match. The analyst reviewing the file must
fill out a Candidate Match Confirmation checklist.

If any modifications to the DNA profile are needed, a Profile Modification form
must be filled out by the analyst reviewing the data (see section 4.6), and
submitted to the CODIS group. It is not necessary to wait for the profile to be
modified to continue in the confirmation process. %

in the match must then
(or non match) verified.
are on the Match Inventory list.
es can be found on the CJIS-
be followed to document any

After the data is reviewed, the other laboratory inv.
be notified via telephone, fax or email and the
Both laboratory’s case numbers and ORI nu
The contact information for all CODIS lab
WAN. Standard case contact protocol
correspondence or conversations. r\

If it is verified the candidate m %a non-match, the process stops here. All
case contacts should be do(u'v ed on the checklist accordingly.

If it is verified to be a tch, information regarding the cases must be

exchanged. The CO NA Match Data Request and Response form is faxed

to the offender labgm™story. This form facilitates the exchange of information.

Information on t m, if available, should include:

>

= Cont '\Ormation for your submitting police agency.

= Contge\nformation for your laboratory.

" a& ory and police identification numbers (for example, FB#, complaint
%&., tc.).

" hether the case is solved (i.e. by DNA).

= Suspect information (for example, name, NYSID #, has he/she been tested at
our lab, etc.).

= General case information (for example, date of occurrence, type of crime,
etc.).

= |f the case with the match at SDIS is one of a local pattern, information
regarding both/all should be provided to the other laboratory.
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Upon receipt of the CODIS DNA Match Data Request and Response form from
our laboratory, and upon the offender laboratory’s confirmation of the offender
sample, the match is confirmed. The offender laboratory will release the
convicted offender’s name, via fax, in the form of a match letter. This letter will
contain the name of the offender, any aliases, the State ID #, current location, and
usually their SS#.

Enter the match(es) into DNA-HITS using the procedur@section 54

If the confirmed match has linked a convicted offen
investigating agency must obtain an exemplar frg convicted offender and
submit to the laboratory for reting prior to pro g to trialThis information

is located on the match letter that is forwar e District Attorney’s office.
match letter should be used by the DAO t% the court order authorizing

the collection of the exemplar. The Degartment of Forensic Biology will perform
testing on the exemplar to replicate&:em NA match of the offender to the forensic
sample(s) and to testify in court atch. Questions from the DAO regarding
offender information, offende draws, etc. should be directed to the agency
contact information given on t ODIS DNA Match Data Request and Response

form. Analysisof the ex r by the Department of Forensic Biology is
generally not necessar and jury proceedings. Thisanalysis, however, is

necessary beforetri%

5.3.B Verifying aﬁ@\portlng NDI S Forensic Matches

an unsolved case, the

The C taff will print out the Candidate Match Reports from the CODIS
Iong with a Match Inventory list (a summary list of all the cases involved
in thi candidate matches) and retrieve the corresponding files.

Each candidate match report and corresponding file must be reviewed to confirm
the profile data sent to NDIS is accurate. The analyst reviewing the file must fill
out a Candidate Match Confirmation checkilist.

If any modifications to the DNA profile are needed, a Profile Modification form
must be filled out by the analyst reviewing the data (see section 4.6), and
submitted to the CODIS group. It is not necessary to wait for the profile to be
modified to continue in the confirmation process.
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After the data is reviewed, the other laboratory involved in the match must then
be notified via telephone, fax or email and the match (or non match) verified.

Both laboratory’s case numbers and ORI nhumbers are on the Match Inventory list.
The contact information for all CODIS laboratories can be found on the CJIS-
WAN. Standard case contact protocol should be followed to document any
correspondence or conversations.

If it is verified the candidate match is a non-match, the jrocess stops here. All

case contacts should be documented on the checkli ordingly.

exchanged. The CODIS DNA Match Data t and Response form is faxed
to the other laboratory. This form facilitat;& exchange of information.

If it is verified to be a true match, information r@bbfng the cases must be

Information on this form, if available, s nclude:

= Contact information for your swhgﬂt ing police agency.
o)

= Contact information for you atory.

= Laboratory and police idénjitteation numbers (for example, FB#, complaint
no., etc.).

=  Whether the case js d (i.e. by DNA).

= Suspect informati example, name, NYSID #, has he/she been tested at
our laboratory,

= General cas mation (for example, date of occurrence, type of crime,
etc.).

= Ifthe ith the match at SDIS is one of a local pattern, information
regayci oth/all should be provided to the other laboratory.

Up(?eceipt of the response from the other laboratory, the match is confirmed.
This form documents that the candidate match between the two laboratories was
acknowledged, each laboratory has finished their review process, both
laboratories are confirming the match and that case information has been
exchanged.

Enter the match(es) into DNA-HITS using the procedurein section 5.4
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5.4

Making notificationsusing DNA-HITS

NOTE: If a new match (case-to-case, case-to-suspect or case-to-offender) is identified to
a pattern that pre-dated DNA-HITS, theevious matchesiust be entered into DNA-

HITS prior to the new match. In the Notes section, make reference to the previous match
letters, including match letter number as well as the date of the original notification.

Step 1: Using the internet, go to the DNA-HITS program. Cheange the drop-down menu
to “OCME”, then login using your OCME user na% password.

Step 2: Click on “Create New Local Hit” tab in the u tght hand corner.
Step 3: Using the drop-down menu, select the riate match type.
Step 4: Enter the case numbers for the ngyy match and click on “Search”.

NOTE: For notifications on a new c%}m existing pattern, the two cases entered here
should be the new case aq( irst cakehe pattern. The first case is
generally the one whose DN profile is represented in CODIS; see a supervisor
or a member of the é group if unsure which case is the first case.

Step 5: Using the drop-%n menu, select the appropriate search type (usually
LINKAGE for | atches). If this is not done, all the information will be
lost and vvill.bk to be reentered.

If one @cases was involved in a previous DNA-HITS match, information

fog thgtease will be entered automatically. If both cases are new to DNA-HITS,
al s marked in yellow are required to be entered. In addition, enter
infdrmation into fields corresponding to information generally included in the
match letter, such as date of occurrence etc. NOTE: be careful in using the
drop-down menus; make sure what you select is what stays selected by moving
the cursor off of the drop-down menu and clicking.

Step 6: For the ‘Criminalist’ section, if the analyst assigned (the IA for the cases) is not
on the drop-down list, deselect ‘Select’ and manually type in the analysts last
and first names; use normal capitalization.
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5.5

Step 7: Click on “Get Approval”. If any red error messages appeatr, fix the problem and

click on “Get Approval” again. Once there are no errors, the screen will return
to the “Create New Entry” mode and inform you that you have successfully
entered a match.

Step 8: Have the cases reviewed by a Criminalist IV and/or Assistant Director.

Step 9: Have a Criminalist IV or Assistant Director approve match in DNA-HITS.
Once approved, the Criminalist IV or Assistant Dir ill receive a DNA-
HITS confirmatory email from DNAHITS @cityhal’¢®.

Step 10: Print out the DNA-HITS email confirmatio@ place in each file.

Step 11: Forward the DNA Profile Evaluation @M to the CODIS group in-box.

N

Organization of CODIS Paperwork in @ts\

Left side of file if all paperwork w s(a{perly completed and photocopied, the left side
of the file should contain: O

Forensic Biology, Cell k, Bode or Genescreen report

DNA Profile Evalua rm (CODIS sheet) - copy

Specimen Detail rt — printout from computer

Candidate etail Report - printout from computer

Candidate Confirmation checklist - original

Candi ch Confirmation form - copy

DCJS Letter — copy faxed by DCJS

DNA-HITS confirmation email — printout from email (CODIS staff does not need a

copy)

Revision History:

March 24, 2010 — Initial version of section
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Only the NYPD designee(s) and the appropriate DAO’s designee(s) are notified. Do not notify.
Detectives or ADA’s directly - they will be notified by their superiors.

DNA matches are made using the web-based DNA-HITS application. If DNA-HITS#s
unavailable for > 24 hours, make notifications using a faxed notification letter (see*Appendix
9.18); follow up with DNA-HITS notification when it becomes available.

Members of lab management have privileges in the program to add or deletg-authorized users.

Case analysts have varying levels of privileges within the program. All j t%eting analysts plus
certain clerical and CODIS staff members have login privileges and c r match information.
Supervisors, management and certain CODIS staff members have
matches. The program will not notify a match until it has been

51  Verifying LINKAGE/LDIS Matches @

Discovering and confirming matches, andmpkingXimely match notifications, are among
the highest priority tasks done in the'De m of Forensic Biology. Any delay in any
Ve i

one of these steps can result in additi es being committed that may have been
preventable. It is not necessarytoh analyses completed or reports written, just
that the required data is availab, @ view)of the match.

Match notifications using DEM-HITS are necessary for the following types of matches:

“cold hits” bet\o@ggases
“cold hits? \een a case and a suspect (exemplar or pseudo-exemplar)
“warm h'€) etween a case and a suspect (exemplar or pseudo-exemplar)

“Cold hit”%ﬂs no one thought the cases (or suspect) were linked previously. “Warm
hits” are the Opposite: previously thought to have been linked, and DNA is simply
confirming this. “Warm hits” between a case and a suspect are reported using the “Case
to Known Suspect or Arrestee” function within DNA-HITS. Notification of “warm hits™
between cases is done via the report, not via DNA HITS.

In general, the match notifications reported via DNA-HITS is applicable to cases that
have a clean, informative forensic DNA profile (single-source or deduced) attributable to
a putative perpetrator.
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The following procedure should be followed when reporting local matches discoveregwia
LINKAGE or LDIS.

In the event an analyst suspects there is a cold hit between two cases or between‘a.case
and a suspect file, their supervisor should be notified immediately. Expedite additional
testing (including exemplars if needed) to determine if you have a true match'or a
fortuitous match. Additional testing includes any duplication needed to ‘satisfy the
concordance and duplication policies. Once you have confirmed th@atch, continue the

process. \
(O

information available in
nt, details of the assault,
t0"get a copy. (This step is

Pull the previous case(s). For a case-to-case match, comp
the files: precinct, location of occurrence, description of
etc. If any 61 forms are missing, have a supervisor a
not required for NYPD project cases.)

If any of the information in the 61 forms seeh\{honsistent, discuss with your

supervisor. Q
For case-to-case matches, determine.q(hlﬁer the matching samples were processed

together: s\o

= Evidence exam on the s date-and/or by the same analyst?
= DNA extraction and/ lification worksheet with the same date and time?

*

If so, see your sup@or and Assistant Director immediately.

Transfer the.n ginked ¢ase to the 1A from the previous case. Have your supervisor
update reco%'m reflect'the new case assignment. (This step can be done after
notifications,’if desiredk)

Fill out a DNA"Rrofile Evaluation form listing the case(s) your case is linked to.

Enter thenmatch(es) into DNA-HITS using the procedure in section 5.4.
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5.2

Verifying and Reporting SDIS Matches

With DNA matches identified at SDIS, both laboratories involved in the match fave
confirmation responsibilities. All matches will be resolved by the CODIS staff, with the
following exceptions: Low Copy Number samples and Missing Persons cases,

Responses to all candidate matches must be immediate. The final disposition of the
candidate match to the SDIS custodian must be reported no later thaa30:days after

receiving the

match report.

30

5.2.A Verifying and Reporting SDIS Convicted Off?ﬁl\/latches

The CODIS staff will print out the Candid@ch Detail Reports from the
CODIS system along with a Match Inv@gry ISt. (a summary list of all the cases
involved in the candidate matches) aNet ieve the corresponding files.

Each candidate match report arﬁi%sponding file must be reviewed to confirm
whether or not the two profilgs ingeed match. The analyst reviewing the file must
fill out a Candidate Ma firmation checklist (see Appendix 9.9).

If any modifications@he DNA profile are needed, a Profile Modification form
must be filled out analyst reviewing the data (see section 4.6), and

submitted tothQ LS group. It is not necessary to wait for the profile to be
modified inue in the confirmation process.

NY A Databank Candidate Match Confirmation form (see Appendix 9.10)
must be filled eut and completed. This form communicates to DCJS and the
Databank.ceordinator the case information, and that the candidate match is, in
fact, a.trde’'match. Therefore, one NYS DNA Databank Candidate Match
Confirmation form for every confirmed candidate match listed on the Match
Inventory must be completed. The NYS DNA Databank Candidate Match
Confirmation form is then transmitted to DCJS by fax or other electronic means.

Aftgt ;&tch confirmation checklist is filled out and if the profiles match, a
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If a candidate match to a convicted offender is NOT a true match, a notation to
that effect is made on the Candidate Match Detail Report and that sheet is filed in
the case file. Also, the candidate match is immediately dispositioned ingthe
CODIS system as “No Match” and NYS DCJS is sent a list of the “Ne~Match”
cases from that search’s results.

If a candidate match to another laboratory’s forensic profile is not a match, the
other laboratory should be contacted by fax or email to conf'%they have reached
the same conclusion. File such correspondence in the ca \ :

Upon receipt of the NYS DNA Databank Candidat b Confirmation forms
from our laboratory, and upon receipt of confir f'the offender sample
from the NYS DNA Databank coordinator, D [I"release the convicted
offender’s name, via fax followed by WSPS\js¥fie form of a DCJS Match Letter
(see the current version of the New-.YoriState®COmbined DNA Index System
Procedures). This letter will containh% ndme.of the offender, any aliases, the
NYSID # and convicted offender rréntJocation.

Enter the match(es) into D@TS using the procedure in section 5.4

If the confirmed match ked"@ convicted offender to an unsolved case, the
investigating agencygiyst obtain an exemplar from the convicted offender and
submit to the lab far retesting prior to proceeding to trial. This information

is located on.th@ S.Maich Letter that is available to the District Attorneys’
offices up est,

Th &%&Aatch Letter should be used by the DAO to obtain the court
ord%ﬂ harizing the collection of the exemplar. The Department of Forensic
Biology will,perform testing on the exemplar to replicate the DNA match of the
offender.to'the forensic sample(s) and to testify in court to the match. Questions
from thedDAO regarding offender information, offender blood draws, etc. should
be directed to DCJS. Analysis of the exemplar by Forensic Biology is
generally not necessary for grand jury proceedings. This analysis, however,
1s.necessary before trial.
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5.2.B Verifying and Reporting SDIS Forensic Matches

The CODIS staff will print out the Candidate Match Detail Reports fromrthe
CODIS system along with a Match Inventory list (or a summary list ofalhthe
cases involved in the candidate matches) and retrieve the corresponding files.

Each candidate match report and corresponding file must be reviewed to confirm
the profile data sent to SDIS is accurate. The analyst review'@the file must fill
out a Candidate Match Confirmation checklist.

If any modifications to the DNA profile are needed |Ie Modification form
must be filled out by the analyst reviewing the d section 4.6). It is not
necessary to wait for the profile to be/modi @ ntinue in the confirmation
process.

After the data is reviewed, the other ory involved in the match must then
be notified via telephone, fax.or e% d the match (or non match) verified.
Both laboratory’s case number"Tﬁ Rl numbers are on the Match Detail Report
and on the Match Inventory-lsst. Whe contact information for all CODIS

laboratories can be fou CJIS-WAN. Standard case contact protocol
should be followed tQ:d nt any correspondence or conversations.
If it is verified th date'match is a non-match, the process stops here. All

case contacts.sb,@ e.doecumented on the checklist accordingly.

Ifitis ve@o be a true match, information regarding the cases must be

exc *The CODIS DNA Match Data Request and Response form (see
App%’x 9.11) isttransmitted to the other laboratory by fax or other electronic
mean$. This.form facilitates the exchange of information. Information on this
form, if available, should include:

= Contact information for your submitting police agency.

= “Contact information for your laboratory.

= L aboratory and police identification numbers (Forensic Biology and
complaint numbers).

= Whether the case is solved (i.e. by DNA).

= Suspect information (for example, name, NYSID #, has he/she been tested at
our lab, etc.).
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5.3

= General case information (for example, date of occurrence, type of crime, etc.)
= |If the case with the match at SDIS is one of a local pattern, information
regarding both/all should be provided to the other laboratory.

Upon receipt of the response from the other laboratory, the match is‘\confirmed.
This form documents that the candidate match between the two laboratories was
acknowledged, each laboratory has finished their review processyboth
laboratories are confirming the match and that case informatjepg has been
exchanged.

Enter the match(es) into DNA-HITS using the p& re in section 5.4

Verifying and Reporting NDIS Matches @

With DNA matches identified at NDIS; both)%): tories involved in the match have
confirmation responsibilities. All NBIS hes will be resolved by the CODIS staff.

Responses to all candidate matehes u(slﬁe immediate. The final disposition of the
candidate match to the NDIS'e must be reported no later than 30 days after
receiving the match report. %S\

5.3.A Verifying and R@ﬁg NBPIS Convicted Offender Matches

*
The COD will*print out the Candidate Match Detail Reports from the
CODIS along with a Match Inventory list (or a summary list of all the
case§ ink ed(in the candidate matches) and retrieve the corresponding files.

Each tandidatesmatch report and corresponding file must be reviewed to confirm
whether ernot the two profiles indeed match. The analyst reviewing the file must
fill out.adCandidate Match Confirmation checklist.

If any-modifications to the DNA profile are needed, a Profile Modification form
must be filled out by the analyst reviewing the data (see section 4.6), and
submitted to the CODIS group. It is not necessary to wait for the profile to be
modified to continue in the confirmation process.

After the data is reviewed, the other laboratory involved in the match must then
be notified via telephone, fax or email and the match (or non match) verified.
Both laboratory’s case numbers and ORI numbers are on the Match Inventory list.
The contact information for all CODIS laboratories can be found on the CJIS-
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WAN. Standard case contact protocol should be followed to document any
correspondence or conversations.

If it is verified the candidate match is a non-match, the process stops here.. All
case contacts should be documented on the checklist accordingly.

If it is verified to be a true match, information regarding the cases must be
exchanged. The CODIS DNA Match Data Request and Respepse form is
transmitted to the offender laboratory by fax or other ele means. This form
facilitates the exchange of information. Information (6 orm, if available,

should include: ’Q

= Contact information for your submittin gency.

= Contact information for your laborato

= Laboratory and police identifieationpRumbers, (for example, FB#, complaint
no., etc.).

=  Whether the case is solved (i.% A).

= Suspect information (for e% , hame, NYSID #, has he/she been tested at
our lab, etc.).

= General case infor t@(er example, date of occurrence, type of crime,

etc.).

= If the case with t atch=atsSDIS is one of a local pattern, information
regarding bot ould-be provided to the other laboratory.

= When avail.a& ~include any known aliases of the offender/suspect if the case
is solvegOdcause the'offender/suspect may be in the other database under a

diffen ame.

UpoY@teipt of the CODIS DNA Match Data Request and Response form from
our laborateryand upon the offender laboratory’s confirmation of the offender
sample, thexmatch is confirmed. The offender laboratory will release the
convicted offender’s name, via fax, in the form of a match letter. This letter will
contain the name of the offender, any aliases, the State ID #, current location, and
usually their SS#.

Enter the match(es) into DNA-HITS using the procedure in section 5.4

Controlled versions of Department of Forensic Biology Documents only exist electronically on the
Forensic Biology network. All printed versions are non-controlled copies.



FORENSIC BIOLOGY CODIS MANUAL

5.0 VERIFYING AND REPORTING DNA MATCHES

DATE EFFECTIVE LAST REVISED APPROVED BY PAGE
03-24-2010 07-28-2010 MARIE SAMPLES 8OF 11

5.3.B

If the confirmed match has linked a convicted offender to an unsolved case, the
investigating agency must obtain an exemplar from the convicted offender and
submit to the laboratory for retesting prior to proceeding to trial. This infermation
is located on the match letter that is forwarded to the District Attorney’s office. The
match letter should be used by the DAO to obtain the court order authorizing
the collection of the exemplar. The Department of Forensic Biology, will perform
testing on the exemplar to replicate the DNA match of the offenderto the forensic
sample(s) and to testify in court to the match. Questions from the"DAO regarding
offender information, offender blood draws, etc. should be to the agency
contact information given on the CODIS DNA Match Dat est and Response
form. Analysis of the exemplar by the Department nsic Biology is
generally not necessary for grand jury proceedin IS analysis, however, is

necessary before trial. ; @

Verifying and Reporting NDIS FOR!\Matches

The CODIS staff will print-eut didate Match Reports from the CODIS
system along with a Match Invenjgsy-hist-(a summary list of all the cases involved
in the candidate matcheés) anQet teve-the corresponding files.

Each candidate matcirep®rt and corresponding file must be reviewed to confirm
the profile data se DIS 15 accurate. The analyst reviewing the file must fill
out a Candidate h €onfirmation checklist.

>
If any modWcations-t the DNA profile are needed, a Profile Modification form
must be,M19d out by-the analyst reviewing the data (see section 4.6), and
subrviiied to the.CODIS group. It is not necessary to wait for the profile to be
modNied to eontinue in the confirmation process.

After the data is reviewed, the other laboratory involved in the match must then
be notified via telephone, fax or email and the match (or non match) verified.
Both laboratory’s case numbers and ORI numbers are on the Match Inventory list.
Thejeontact information for all CODIS laboratories can be found on the CJIS-
WAN. Standard case contact protocol should be followed to document any
correspondence or conversations.

If it is verified the candidate match is a non-match, the process stops here. All
case contacts should be documented on the checklist accordingly.
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If it is verified to be a true match, information regarding the cases must be
exchanged. The CODIS DNA Match Data Request and Response form is
transmitted to the other laboratory by fax or other electronic means. Thisform
facilitates the exchange of information. Information on this form, if available,
should include:

= Contact information for your submitting police agency.

= Contact information for your laboratory.

= Laboratory and police identification numbers (for ex /FB#, complaint
no., etc.).

= Whether the case is solved (i.e. by DNA). 0

= Suspect information (for example, name, NY@ has he/she been tested at

our laboratory, etc.).
= General case information (for example; feccurrence, type of crime,

etc.). \e
= |f the case with the match at SDINO of a local pattern, information
regarding both/all should bs‘@de to the other laboratory.
Upon receipt of the responsegrom¥the other laboratory, the match is confirmed.
This form documents that ndidate match between the two laboratories was
acknowledged, each g y hasinished their review process, both

laboratories are confgiing the match and that case information has been
exchanged.

>
Enter th *es) into DNA-HITS using the procedure in section 5.4

54  Making nq{:f'ﬂ‘ggans using DNA-HITS

NOTE: If a hew match (case-to-case, case-to-suspect, case-to-known suspect or arrestee,
or case-to-offender),is identified to a pattern that pre-dated DNA-HITS, the previous
matches must.be.entered into DNA-HITS prior to the new match. In the Notes section,
make referegnee to the previous match letters, including match letter number as well as the
date of thexgriginal notification.

Step-1:~Using the internet, go to the DNA-HITS program. Change the drop-down menu
to “OCME”, then login using your OCME user name and password.

Step 2: Click on “Create New Local Hit” tab in the upper right hand corner.
Step 3: Using the drop-down menu, select the appropriate match type.
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Step 4: Enter the case numbers for the new match and click on “Search”.

NOTE:

Step 5:

Step 6:

For notifications on a new case in an existing pattern, the two cases entered here
should be the new case and the first case of the pattern. The first case,is
generally the one whose DNA profile is represented in CODIS; see a Supervisor
or a member of the CODIS group if unsure which case is the first.case. If one
or more of the cases in the pattern are older than 2006, previous matches/hits
may have been reported using a faxed hit letter only. If sohe old matches
must be entered into DNA-HITS retroactively (state in ments that ‘this
notification was previously made by fax on [date], ang®ig being entered now to
complete the pattern in DNA-HITS”). $

Using the drop-down menu, select the appr search type (usually
LINKAGE for local matches). If this,is grall the information will be
lost and will have to be reentered. r\

If one of the cases was involye previous DNA-HITS notification,
information for that case Wi“% red'automatically. If both cases are new to
DNA-HITS, all fields'marked ik\yellow are required to be entered. When
available, the date of cénce, 61 number and the voucher number must be
entered. The excepti PM samples (no voucher number); backlog project
cases (no 61 numbg™\and sometimes no date of occurrence); and the occasional

Biotracks case ( partial 61 number). NOTE: be careful in using the drop-
down menus; sure.what you select stays selected by moving the cursor off
of the dr n menu‘and clicking elsewhere to deactivate the drop-down.

on rop-down list, deselect ‘Select’ and manually type in the analyst’s last
and*first pames; use normal capitalization. If the analyst assigned to a case is no
longer at the lab, list the Criminalist IV or Assistant Director who reviewed it,
in that order of preference. Should neither of them be available, consult CODIS
staff or a supervisor regarding analyst assignment.

F%@’riminalisﬁ section, if the analyst assigned (the 1A for the cases) is not
i
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5.5

Step 7:  Click on “Get Approval”. If any red error messages appear, fix the problemrand

click on “Get Approval” again. Once there are no errors, the screen will return
to the “Create New Entry” mode and inform you that you have successfully
entered a match.

Step 8: Have the cases reviewed by a Criminalist IV and/or Assistant Director.

Step 9: Have a Criminalist IV or Assistant Director approve the hdan DNA-HITS.

Once approved, the Criminalist IV or Assistant Directo N eceive a DNA-
HITS confirmatory email from DNAHITS@cityhaI@

Step 10: Print out the DNA-HITS email confirmation a?@e in each file.

Step 11: Forward the DNA Profile Evaluation for@ the CODIS group in-box.

Organization of CODIS Paperworkdn @s

\\

Left side of file: if all paperwark,w p(r}érly completed and photocopied, the left side

of the file should contain: O

= Forensic Biology, Cell Bode, or Genescreen report

= DNA Profile Evaluati m{(fermerly known as the CODIS sheet) - copy

= Specimen DetaiIoRe@ — printout from computer

= Candidate M tail Report - printout from computer

= Candidate onfirmation checklist - original

= Candidgte Confirmation form - copy

= DCIJS V%ﬁ Letter —Copy faxed by DCJS (or comparable form from another state)
= DNA-HITS confirmation email — printout from email (CODIS staff does not need a

copy)
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6.1

6.2

Case Disposition

6.1.1

6.1.2

6.1.3

Hit Counting Q

6.2.1

6.2.2

After the completion of all notifications, the CODIS staff will follow up on the
disposition of all DNA matches notified during the month. This information is
obtained from the NYPD designee.

Depending on information given about each case, each DNA match is

dispositioned as one of the following three: Forensic Hit, Offender Hit,
Investigative Information or Conviction Match (see secti &/CODIS Terms and

Abbreviations for definitions). 0

Other dispositions that may be used are: Pendin @énder Duplicate, User
Defined 1, 2, 3 or No Match (see section 1.0 Terms and Abbreviations for
definitions).

\\

Hit statistics or hit counting ig a requirement for participation in the CODIS
program. These statistigs @ ed to track the effectiveness of the program and
the successes of the | bg& les. The problem: how to give credit to all
participants without yating the total number of hits (for example, if 2 local

laboratories link ti™eases through a hit at State, both local laboratories and the
state laboratar ant to claim hits - a total of three hits - when only one hit
occurred).

Solyti g\‘? counting tracks two metrics in CODIS: the number of investigations
aide%m ‘IAs’) by CODIS and the number of hits made by CODIS (see section
1.0 CODIS Terms and Abbreviations for definitions).

Investigations Aided: The primary metric is the number of investigations aided.
The number of investigations aided is a better measure of CODIS program
performance than the number of hits since the effectiveness of CODIS is
ultimately measured by the crime it helps solve.

Hits: The secondary metric is the number of hits made by CODIS. Counting the
number of hits gives laboratories credit for their investment in CODIS.
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6.2.3 Rules of Hit Counting:

6.2.4

Rule #1: The level in the CODIS hierarchy (GDIS, SDIS, NDIS) at which the hit
occurs gets credit for the hit.

Rule #2: A single hit may aid more than one investigation. A hit linking five
separate crimes is still only one hit. However, for each case assisted, the
laboratory gets credited one “investigation aided” (1A) %

Rule #3: An investigation may be aided only once - (@er hits take priority

over Forensic hits. Q

Scenario examples and Corresponding Score

Scenario 1:  On Day #1, OCME uses KODIS to discover a match between two

previously unlinked c@s&

Scorecard: 1 forensic hit (FH)(2Npvestigations aided (1A)

On Day #2, a e(vvlﬁse is submitted to OCME and CODIS matches
it to the s linked on Day #1.
Scorecard: 1 forepsi 71 investigation aided
Scenario2: O 3, SDIS at Albany links a case from Westchester to a
o t the OCME (neither case has been previously aided).
Scorecard'\Q\sN orensic hit for Albany (FH), 1 investigation aided for
c) estchester, 1 investigation aided for OCME, 1 investigation
K aided in another laboratory for Westchester (1As), 1 investigation
?‘ aided in another laboratory for OCME, 1 forensic hit at SDIS for
Westchester (FHs) and 1 forensic hit at SDIS for OCME

Scenario 3:  On Day #4, a new case from OCME matches a convicted offender
from NJSP (hit occurred at NDIS).

Scorecard: 1 offender hit for NDIS, 1 offender hit at NDIS for NJSP (OH,), 1
offender hit at NDIS for OCME, 1 investigation aided for OCME
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Scenario 4:  On Day #5, a new case from OCME matches a new case at NJSP
(hit occurred at NDIS).
Scorecard: 1 forensic hit for NDIS, 1 investigation aided for OCME, 1
investigation aided for NJSP, 1 forensic hit at NDIS for OCME
(FHy), 1 forensic hit at NDIS for NJSP, 1 investigation aided in
another state for OCME (1A,) and 1 investigation aided in another
state for NJSP
Scenario 5:  On Day #6, one of the three OCME cases %on Days 1 and 2
match a convicted offender at SDIS (Al . all three cases are
now solved.
Scorecard:

1 offender hit for Albany, 1 offen@% at SDIS for OCME, no
investigations aided

Example scorecard for OCME for abovN{sc arios:

Match Date | FH 1A ;F‘Hn OHs | OHn | 1As | IAn | OHI
Day #1 1 2 ) V

Day #2 1 |« O

Day #3 N c 1

Day #4 | A@ 1 1

Day #5 x\‘,\ 1 1 1

Day #g\J" 0 1

To§~v 2 6 1 1 1 1 1 1 0
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6.2.5 Hit counting statistics in the form of a CODIS Hit Counting Scorecard (see
Appendix 9.12) are to be submitted to the SDIS custodian and DCJS no later than
the 7" day of each month. The SDIS custodian forwards state information to the
NDIS custodian. In addition to tracking CODIS hits, the number of non-suspect
cases that enter the Department of Forensic Biology each month are also tracked
and reported to the SDIS custodian and DCJS. NYPD Backlog cases are treated
as non-suspect cases and reported in addition to the number of non-suspect
Forensic Biology cases. %
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6.1

6.2

Case Disposition

6.1.1 After the completion of all notifications, the CODIS staff will follow up on the
disposition of all DNA matches notified during the month. This information is
obtained from the NYPD designee.

6.1.2 Depending on information given about each case, each DNA match is
dispositioned as one of the following three: Forensic Hig» Offender Hit,
Investigative Information or Conviction Match (see s% 1.0 CODIS Terms and
Abbreviations for definitions). @

6.1.3 Other dispositions that may be used are: Pgguiny, Offender Duplicate, User
Defined 1, 2, 3 or No Match (see section DIS Terms and Abbreviations for
definitions).

\\

Hit Counting Q

6.2.1 Hit statistics or hit counting is ¥ requirement for participation in the CODIS
program. These statisti e used to track the effectiveness of the program and
the successes of the tories. The problem: how to give credit to all
participants witho flating the total number of hits (for example, if 2 local

laboratories link cases through a hit at State, both local laboratories and the
state Iaborax want to claim hits - a total of three hits - when only one hit

occurred)Q

6.2.2 Soluti |t counting tracks two metrics in CODIS: the number of investigations
aid r IAs) by CODIS and the number of hits made by CODIS (see section
1.0 DIS Terms and Abbreviations for definitions).

Investigations AidedThe primary metric is the number of investigations aided.
The number of investigations aided is a better measure of CODIS program
performance than the number of hits since the effectiveness of CODIS is
ultimately measured by the crime it helps solve.

Hits: The secondary metric is the number of hits made by CODIS. Counting the
number of hits gives laboratories credit for their investment in CODIS.
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6.2.3 _Rules of Hit Counting

Rule #1 The level in the CODIS hierarchy (GDIS, SDIS, NDIS) at which the hit
occurs gets credit for the hit.

Rule #2 A single hit may aid more than one investigation. A hit linking five
separate crimes is still only one hit. However, for each case assisted, the
laboratory gets credited one “investigation aided” (1A %

Rule #3 An investigation may be aided only once @ender hits take priority
over Forensic hits. 0

6.2.4 Scenario examples and Corresponding ard:

Scenario1 On Day #1, OCME usqxfl IS to discover a match between two
previously unlinked p%/
Scorecard: 1 forensic hit (F estigations aided (1A)

On Day #2, (Ifcase is submitted to OCME and CODIS matches
it to the \A&ses linked on Day #1.
Scorecard: 1 foren

, 1 investigation aided
Scenario2 O #3, SDIS at Albany links a case from Westchester to a
at the OCME (neither case has been previously aided).
ScorecardQ\&N orensic hit for Albany (FH), 1 investigation aided for
c) estchester, 1 investigation aided for OCME, 1 investigation
K aided in another laboratory for Westchesteg)|A investigation

?‘ aided in another laboratory for OCME, 1 forensic hit at SDIS for

Westchester (Fland 1 forensic hit at SDIS for OCME

Scenario 3 On Day #4, a new case from OCME matches a convicted offender
from NJSP (hit occurred at NDIS).

Scorecard: 1 offender hit for NDIS, 1 offender hit at NDIS for NJSP (RH
offender hit at NDIS for OCME, 1 investigation aided for OCME
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Scenario 4 On Day #5, a new case from OCME matches a new case at NJSP
(hit occurred at NDIS).

Scorecard: 1 forensic hit for NDIS, 1 investigation aided for OCME, 1
investigation aided for NJSP, 1 forensic hit at NDIS for OCME
(FHy), 1 forensic hit at NDIS for NJSP, 1 investigation aided in
another state for OCME (IAand 1 investigation aided in another
state for NJSP

Scenario 5 On Day #6, one of the three OCME ¢ \&ked on Days 1 and 2
match a convicted offender at SDIS ny), all three cases are
now solved.

Scorecard:

1 offender hit for Albany, 1 off @hit at SDIS for OCME, no
investigations aided ?b

Example scorecard for OCME for aljgve 3 scenarios:

Match Date | FH A ;F‘Hn OHs | OHNn | IAs | |An | OHI
Day #1 1 2 | V

Day #2 e

Day #3 8\1‘ 1 1

Day #4 ‘. ‘AQ) 1 1

Day #5 N 1 1 1

Da #QC()‘\ 0 1

To%v 2 |6 |1 |1 |1 |1 |1 |1]o
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6.2.5 Hit counting statistics in the form of a CODIS Hit Counting Scorecard (see
Appendix 9.12) are to be submitted to the SDIS custodian and DCJS no later than
the 7" day of each month. The SDIS custodian forwards state information to the
NDIS custodian. In addition to tracking CODIS hits, the number of non-suspect
cases that enter the Department of Forensic Biology each month are also tracked
and reported to the SDIS custodian and DCJS. NYPD Backlog cases are treated
as non-suspect cases and reported in addition to the number of non-suspect

Forensic Biology cases.

Revision History:
March 24, 2010 — Initial version of section
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6.1  CaseDisposition

6.1.1 After the completion of all notifications, the CODIS staff will follow up on the

disposition of all DNA matches notified during the month. This information is
obtained from the NYPD designee. q/

6.1.2 Depending on information given about each case, each DNA m \is

dispositioned as one of the following three: Forensic Hig» Offengel Hit,
Investigative Information or Conviction Match (see s(z 6 ODIS Terms and

Abbreviations for definitions). 0 &

6.1.3 Other dispositions that may be used are: Py ,@rder Duplicate, User
Defined 1, 2, 3 or No Match (see section D erms and Abbreviations for
definitions). b’\

6.1.4

6.2  Hit Counting sxo

6.2.1 Hit statistics or

In Next Generation (NG) CODIS b&j'})n&positions that may be used are: ID
confirmed, ID pending, Waitin@O r a, Maternal Relative (see section 1.0

CODIS Terms and Abbrevia(?v r& itions).
O
\5

hit |Qa requirement for participation in the CODIS
program. Thes sthare used to track the effectiveness of the program and
e

the success.eQ ratories. The problem: how to give credit to all

participa %o ating the total number of hits (for example, if 2 local

laboratogrelink cases through a hit at State, both local laboratories and the

state | to want to claim hits - a total of three hits - when only one hit

occ Q

The currently no hit counting required by NDIS for matches occurring within
IS.

: xSqution: hit counting tracks two metrics in CODIS: the number of investigations

&

&

aided (or ‘IAs’) by CODIS and the number of hits made by CODIS (see section
1.0 CODIS Terms and Abbreviations for definitions).
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Yy

6.2.3

6.2.4

Investigations AidedThe primary metric is the number of investigations aided.
The number of investigations aided is a better measure of CODIS program
performance than the number of hits since the effectiveness of CODIS is
ultimately measured by the crime it helps solve.

Hits: The secondary metric is the number of hits made by CODIS. ?Dﬁmg the
number of hits gives laboratories credit for their investment in C %?{,

Rules of Hit Counting ®\%Q6
Rule #1 The level in the CODIS hierarchy (GD@DI%&DIS) at which the hit

occurs gets credit for the hit. @

Rule #2 A single hit may aid more than 0@&' ¥On. A hit linking five
separate crimes is still only one hit. \ each case assisted, the
one@d” (1A)

laboratory gets credited one “inve

Rule #3 An investigation m y | gﬁly once - Offender hits take priority
over Forensic hits.

Scenario examples & :rr ndlng Scorecard:

ME uses CODIS to discover a match between two
nllnked cases.

Scorecardv hit (FH), 2 investigations aided (l1A)

%ay #2, a new case is submitted to OCME and CODIS matches

2‘ Q to the two cases linked on Day #1.
Scorecar 1 forensic hit, 1 investigation aided

Scenario 1

|o 2 On Day #3, SDIS at Albany links a case from Westchester to a
case at the OCME (neither case has been previously aided).

&corecard 1 forensic hit for Albany (FH), 1 investigation aided for

Westchester, 1 investigation aided for OCME, 1 investigation
aided in another laboratory for Westchesteg)|A investigation
aided in another laboratory for OCME, 1 forensic hit at SDIS for
Westchester (F§iand 1 forensic hit at SDIS for OCME
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Scenario 3 On Day #4, a new case from OCME matches a convicted offender
from NJSP (hit occurred at NDIS).

Scorecard: 1 offender hit for NDIS, 1 offender hit at NDIS for NJSP (RH
offender hit at NDIS for OCME, 1 investigation aided for OCME

Scenario 4 On Day #5, a new case from OCME matches a new ﬁ%@-ﬁ NJSP
(hit occurred at NDIS).

Scorecard: 1 forensic hit for NDIS, 1 mvestlgatlon for
investigation aided for NJSP, 1 forensi @ for OCME
(FHy), 1 forensic hit at NDIS for NJS ation aided in
another state for OCME (ljand 85: n aided in another
state for NJSP ’&

A

Scenario5 On Day #6, one of the th@@es linked on Days 1 and 2
match a convicted offeRder at 8&' (Albany), all three cases are
now solved.

Scorecard: 1 offender hit for@ta}y (ﬁnder hit at SDIS for OCME, no

investigations %
Example scorecard f @AE @bove 5 scenarios:

Match Date | FH 1A :PHS FHn | OHs | OHn | 1As | IAn | OHI
Day #1 . \\
pay #2 NOY'1 1
pay &>~ IOV |1 |1 1
Day(#4 <) 1 1
Day%d) 1 1 1
10ay#6 0 1
Cﬁtéotal 2 |6 |1 |1 |1 |1 |1 |1]o0
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6.2.5 Hit counting statistics in the form of a CODIS Hit Counting Scorecard (see
Appendix 9.12) are to be submitted to the SDIS custodian and DCJS no later than
the 7" day of each month. The SDIS custodian forwards state information to the
NDIS custodian. In addition to tracking CODIS hits, the number of non-suspect
cases that enter the Department of Forensic Biology each month are tracked
and reported to the SDIS custodian and DCJS. NYPD Backlog cas e treated
as non-suspect cases and reported in addition to the number O(ﬂ/ uspect

Forensic Biology cases. 6
’b Q
\‘»
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7.1 Users
7.1.1 Users are defined as personnel who have login access to the CODIS system

7.1.2

7.1.3

7.1.4

7.1.5

and/or qualified DNA analysts who are responsible for producing the DNA
profiles stored in NDIS. Categories include CODIS Analyst, Non-Host User, and
CODIS IT User.

The Designated State Official is responsible for coIIec all information from
participating laboratories within the state, maintainin es and forwarding
required documentation to the FBI. @

DNA Analyst is defined as an
her title meeting the FBI
Department of Forensic Biology will
established by the FBNiDI®e

rd the required documentation to the

In the Department of Forensic Biology a Qu
Interpreting Analyst who is a Criminalist |
Director’s Quality Assurance Standard
add and remove users using the gmp&i
Operational Procedures Manual an
Designated State Official. Q

3

Users are required to co I(eLthe Annual Review of DNA Records Acceptable at
NDIS. This computer;b training serves to define and clarify the types of

DNA records that are ptable at NDIS. This is a Federal requirement for
participation in the DIS program. In the Department of Forensic Biology, a
CODIS Adminis will ensure that each user completes the training and quiz
annually. Th ficate from the quiz is printed to confirm that each user has
received nual reminder and understands and will abide by what DNA data is
accepte DIS. These completed annual reminders will be maintained by the
CO%I f in binders and available for inspection upon request. These

cert es are forwarded to the New York State CODIS Administrator. Failure
to comply with this requirement may result in suspension of the Department of
Forensic Biology’s CODIS rights.

All paper records regarding CODIS users are maintained by the CODIS staff in
binders and are available upon request.
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7.2

7.3

AddingaUser toNDIS

7.2.1 To add a user to NDIS, the Designated State Official will send a letter to the
NDIS custodian requesting the addition. The Department of Forensic Biology is
responsible for forwarding to the Designated State Official the following
documentation for each user being added:

71.2.2

FD-484: Privacy Act explanation.

FD-258: Fingerprint (10 print) card; two copies. \%

FD-816: Background Data Information form.

CODIS User Information form (see Appendi ’9)8)

External Proficiency Testing Document f Qualified DNA Analyst (see

Appendix 9.14). §
The start date for each new user is ppon hotification by the SDIS custodian of
each new user approval. r\

Removing aUser From NDIS K(L

7.3.1 There are two ways t&@uove a user from NDIS:

71.3.2

A Stop Date is

the usethis allows previous data from the user to remain

in the syste
Departm

o further data will be accepted - this is the method the
orensic Biology currently uses

use

Usii i&g‘i*ication is deletethis will delete some or all data associated with the

Wuding any profiles entered or modified by that user.

The Designated State Official will request the removal of a user if any of the
following conditions occur:

The user may leave employment at a participating laboratory or a change of
duties makes it inappropriate to continue access to NDIS

An NDIS user may fail a periodic security check and the FBI's rejection of the
security check would require the State to remove the user

There may be a problem with the data associated with the user, either because
the user has received unsatisfactory ratings in external proficiency tests or
because data was falsified. Removal of the user may be initiated by either the
State or the FBI.
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7.3.3 The stop date should be set to within 20 working days of when/if any of the above

situations occur.

7.3.4 Request to remove a user should be submitted to the Designated State Official in
written form stating a recommendation regarding all data associated with the user

(see Appendix 9.15).
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7.1 Users
7.1.1 Users are defined as personnel who have login access to the CODIS system

7.1.2

7.1.3

7.1.4

7.1.5

and/or qualified DNA analysts who are responsible for producing the DNA
profiles stored in NDIS. Categories include CODIS Analyst, Non-Host User, and
CODIS IT User.

The Designated State Official is responsible for coIIec all information from
participating laboratories within the state, maintainin es and forwarding
required documentation to the FBI. (b

DNA Analyst is defined as an
her title meeting the FBI
Department of Forensic Biology will
established by the FBI in the NDIS
rd the required documentation to the

In the Department of Forensic Biology a Qu
Interpreting Analyst who is a Criminalist |
Director’s Quality Assurance Standard
add and remove users using the gmp&i
Operational Procedures Manual an
Designated State Official. Q

3

Users are required to co I(eLthe Annual Review of DNA Records Acceptable at
NDIS. This computer;b training serves to define and clarify the types of

DNA records that are ptable at NDIS. This is a Federal requirement for
participation in the DIS program. In the Department of Forensic Biology, a
CODIS Adminis will ensure that each user completes the training and quiz
annually. Th ficate from the quiz is printed to confirm that each user has
received nual reminder and understands and will abide by what DNA data is
accepte DIS. These completed annual reminders will be maintained by the
CO%I f in binders and available for inspection upon request. These

cert es are forwarded to the New York State CODIS Administrator. Failure
to comply with this requirement may result in suspension of the Department of
Forensic Biology’s CODIS rights.

All paper records regarding CODIS users are maintained by the CODIS staff in
binders and are available upon request.
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7.2

7.3

AddingaUser toNDIS

7.2.1 To add a user to NDIS, the Designated State Official will send a letter to the
NDIS custodian requesting the addition. The Department of Forensic Biology is
responsible for forwarding to the Designated State Official the following
documentation for each user being added:

71.2.2

FD-484: Privacy Act explanation.

FD-258: Fingerprint (10 print) card; two copies. \%

FD-816: Background Data Information form.

CODIS User Information form (see Appendi ’9)8)

External Proficiency Testing Document f Qualified DNA Analyst (see

Appendix 9.14). §
The start date for each new user is ppon hotification by the SDIS custodian of
each new user approval. r\

Removing aUser From NDIS K(L

7.3.1 There are two ways t&@uove a user from NDIS:

71.3.2

A Stop Date is

the usethis allows previous data from the user to remain

in the syste
Departm

o further data will be accepted - this is the method the
orensic Biology currently uses

use

Usii i&g‘i*ication is deletethis will delete some or all data associated with the

Wuding any profiles entered or modified by that user.

The Designated State Official will request the removal of a user if any of the
following conditions occur:

The user may leave employment at a participating laboratory or a change of
duties makes it inappropriate to continue access to NDIS

An NDIS user may fail a periodic security check and the FBI's rejection of the
security check would require the State to remove the user

There may be a problem with the data associated with the user, either because
the user has received unsatisfactory ratings in external proficiency tests or
because data was falsified. Removal of the user may be initiated by either the
State or the FBI.
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7.3.3 The stop date should be set to within 20 working days of when/if any of the above
situations occur.

7.3.4 Request to remove a user should be submitted to the Designated State Official in
written form stating a recommendation regarding all data associated with the user
(see Appendix 9.15).

Revision History:
March 24, 2010 — Initial version of section
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8.1

8.2

Proficiency Testing

8.1.1

8.1.2

8.1.3

Audits

8.2.1

8.2.2

8.2.3

Proficiency testing will be conducted as detailed irDe@artment of Forensic
Biology’s Administrative Manual

Proficiency test documentation will be maintained and provided annually to NDIS
as required by thBDIS Operational Procedures Manuaf Qualified DNA

Analyst External Proficiency Testing form is saved elecgonically for each analyst
in the CODIS directory of the network. These forms led out annually and
forwarded to the SDIS Custodian no later than th designated by the NYS
SDIS Administrator. Failure to comply with thi irement may result in
suspension of Forensic Biology’s CODIS rig

Problems related to proficiency testing@e addressed as detailed in the
Department of Forensic Biology’s ANni rative Manual

N
P

Audits of the laboratqy, ﬁkbe conducted as detailed iD#partment of
Forensic Biology’s mtrative Manual

Audits test doc ation will be maintained and provided annually to NDIS as
required by Operational Procedures Manuafudit documentation will

be provi rly to the SDIS custodian for submission to the NDIS custodian in
the for aboratory Audit Certification accompanied with a letter signed by

the §a& ory Director (see Appendix 9.16).

The Department of Forensic Biology and its CODIS program will be audited as
required by'The Quality Assurance Standards for DNA Testing Laboratories and
Convicted Offender DNA Databasing Laboratorieh)e national standards

issued by the Director of the FBI.
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8.3  9947A And Other Positive and Negative Control Monitoring

8.3.1 9947A and other applicable positive control STR profiles will be compared to the
appropriate positive control profile(s) at the time the data is analyzed.

8.3.2 Negative controls will be examined at the time the data is analyzed.

8.3.3 A Positive Control Certification letter (see Appendix 9.%) will be sent to the
SDIS custodian annually as required by e York S Ombined DNA
Index System Procedures 0

84  Monthly database QA/QC checks ®Q

Each month, a series of checks are performe quality measure. The checks are
designed to ensure that the profiles in LDI9\are allowable and proper, and include the use
of queries (“views” in CODIS language). N.heYist of checks includes the following and
documentation will be maintained in t DIS area.

Profiles that need fixes may be r e(rlﬁ to the interpreting analyst or supervisor, or may
be dealt with by the CODIS grgeg®

8.4.1 Specimen Managg™iews covering the entire database
Run the followj&ews, evaluate the results, and take appropriate actions:

. Mar@ecimens with Unmarked Uploadable Loci (should not have any;

aﬂg y affected loci)
. %wariant (.x) Alleles present (fix if any are found)
N

. w NDIS ladders check (fix any off-ladder alleles such that they comply
with official allelic ladder)

» Specimens assigned to no indexes (should not have any; investigate and fix)

» Specimens Violating 4x4 Rule (there are a handful which have been granted
exceptions, as noted in comment boxes; investigate and fix any others)

» Specimens Unmarked for Upload (disregarding suspects and patterns;
investigate and fix any others)
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8.4.2 Match Manager views covering the entire database:
Run the following views, evaluate the results, and take appropriate actions:

* Matches with Disposition Discrepancies
* Overdue Dispositions

8.4.3 Spot check of profiles entered during a month: Q\%

To do this, create a view in specimen manager, | samples “assigned” in
desired time frame (e.g. 8/1/11 to 8/31/11). eferable to wait 2-3 months for
ease of obtaining the case file.

» Highlight non-suspect profiles. se will be the pool to examine.
» Scroll through and select everyNigpecimen ID; pull these files. The goal is

to have a minimum of a 50©iew rate.

* Examine all selected CC% rofiles in a case for eligibility, correctness, and
4x4 compliance; compigte the worksheet designed for this process.

* Fix problems founsl*W eeded

« A CODIS supe ill put a note into the comment box of all specimens
examined tha rofile was inspected during a database QA/QC check on
(date) an he profile is eligible for the database at this time; and sign off
on the fdQSThe form remains in the case file.

?30
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8.1

8.2

Proficiency Testing

8.1.1

8.1.2

8.1.3

Audits

8.2.1

8.2.2

8.2.3

Proficiency testing will be conducted as detailed in the Department of Forensic
Biology’s Administrative Manual.

Proficiency test documentation will be maintained and provided annually to NDIS
as required by the NDIS Operational Procedures Manual. A Qualified DNA
Analyst External Proficiency Testing form is saved electronigally for each analyst
in the CODIS directory of the network. These forms are ut annually and
forwarded to the SDIS Custodian no later than the date nated by the NYS
SDIS Administrator. Failure to comply with this regagment may result in
suspension of Forensic Biology’s CODIS rights.®

Problems related to proficiency testing WiI@iressed as detailed in the
Department of Forensic Biology’s AdmiNjstrative Manual.

Audits of the Iaborator')mo conducted as detailed in the Department of

Forensic Biology’s Ad ative Manual.
Audits test docu on will be maintained and provided annually to NDIS as
required by th Operational Procedures Manual. Audit documentation will

the form aboratory Audit Certification accompanied with a letter signed by

the k{ab& ry Director (see Appendix 9.16).

The Department of Forensic Biology and its CODIS program will be audited as
required by “The Quality Assurance Standards for DNA Testing Laboratories and
Convicted Offender DNA Databasing Laboratories,” the national standards
issued by the Director of the FBI.

be provid@ly to the SDIS custodian for submission to the NDIS custodian in
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8.3  9947A And Other Positive and Negative Control Monitoring

8.3.1 9947A and other applicable positive control STR profiles will be compared to the
appropriate positive control profile(s) at the time the data is analyzed.

8.3.2 Negative controls will be examined at the time the data is analyzed.

SDIS custodian annually as required by the New York St bined DNA

8.3.3 A Positive Control Certification letter (see Appendix 9.17; "@ ! be sent to the
Index System Procedures. 0
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8.1

8.2

Proficiency Testing

8.1.1

8.1.2

8.1.3

Audits

8.2.1

8.2.2

8.2.3

Proficiency testing will be conducted as detailed in the Department of Forensic
Biology’s Administrative Manual

Proficiency test documentation will be maintained and provided annually to NDIS
as required by the NDIS Operational Procedures Mané#aQualified DNA

Analyst External Proficiency Testing form is saved elecgonically for each analyst
in the CODIS directory of the network. These forms led out annually and
forwarded to the SDIS Custodian no later than th designated by the NYS
SDIS Administrator. Failure to comply with thi irement may result in
suspension of Forensic Biology’s CODIS rig

Problems related to proficiency testing@e addressed as detailed in the
Department of Forensic Biology’s ANni rative Manual

N
P

Audits of the laboratqy, ﬁkbe conducted as detailed in the Department of
Forensic Biology’s mtrative Manual

Audits test doc ation will be maintained and provided annually to NDIS as
required by S Operational Procedures Manualidit documentation will

be provi rly to the SDIS custodian for submission to the NDIS custodian in
the for aboratory Audit Certification accompanied with a letter signed by

the §a& ory Director (see Appendix 9.16).

The Department of Forensic Biology and its CODIS program will be audited as
required by'The Quality Assurance Standards for DNA Testing Laboratories and
Convicted Offender DNA Databasing Laboratorieh)e national standards

issued by the Director of the FBI.
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8.3  9947A And Other Positive and Negative Control Monitoring

8.3.1 9947A and other applicable positive control STR profiles will be compared to the
appropriate positive control profile(s) at the time the data is analyzed.

8.3.2 Negative controls will be examined at the time the data is analyzed.

SDIS custodian annually as required by the New Yo te COmbined DNA

8.3.3 A Positive Control Certification letter (see Appendix Qgi will be sent to the
Index System Procedures 0

Revision History:
March 24, 2010 — Initial version of section
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The alleles in LINKAGE are organized in Cofiler and Profiler Plus order. Therefore, there are
two separate methods to enter profiles into LINKAGE, depending on the allele order.

9.1 To enter DNA profiles into LINKAGE organized in Cofiler and Profiler Plus order:

Open the LINKAGE database

Hit “F9” to enter edit mode

While at the top of the database, hit “insert” to get a bla%hne

In the appropriate fields, type in the

1) Case number — either FB case number or project
case number $

2) V# - “1” unless part of a pattern; othe
second victim, etc. Use “S” for a
a non-matching suspect.

3) DNA alleles (no commas, se

4) Pattern designation, if apphg

5) “E” for evidence, “S” for%

o0 w»

e¥'2” for the
g suspect, “1” for

.3 Below)

ct's exemplar, “P” for

suspect’s pseudo- ex%

6) Victim name — first{ st names if a person, or name of
business if not

7) Suspect name,
8) Date of inci

own
t — from complaint form, lab request, or the
it was collected
9) Precin mber if known, otherwise “M,” “K,” “Bx,”
" based on the storage number for NYPD

10) & evidence profile matches a suspect, enter “True” here

11) e date is automatically entered
12) * Leave the LDIS field blank

E. Using the Tab or arrows, leave the record — this causes your newly-entered
DNA profile to be added to LINKAGE; if desired, hit “F9” again to lock
the database

9.2  To enter DNA profiles typed in Identifiler into LINKAGE:

A. Open the fornL INKAGE ID data entry either by double-clicking on it
(found in the same directory as LINKAGE) or by using File/Open/Form
within Paradox and navigating to that directory.

B. Hit “F9” to enter edit mode
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C. While at the top of the form, hit “insert” to get a new blank form
D. In the appropriate fields, type in the

1) Case number — either FB case number or NYPD project
case number

2) V# - “1” unless part of a pattern; otherwise “2” for the
second victim etc. Use “S” for a matching suspect, “1” for
a non-matching suspect.

3) DNA alleles (no commas, see 9.3 below)

4) “E” for evidence, “S” for suspect’'s exemplar, * ?o?
suspect’s pseudo-exemplar

5) Pattern designation, if applicable 0

6) Victim name — first and last names if ?ﬁon, or name of

business if not

7) Suspect name, if known

8) Date of incident — from 61 for)g, lal request, or the date the
rape kit was collected

9) Precinct — number if kn% herwise “M,” “K,” “Bx,”
“Q,” or “R” based on ﬁi/ rage number for NYPD
projects

10) If an evidence prgf@&matches a suspect, enter “True” here

11) The date is aut ically entered
12) Leave the L% field blank

E. Use Insert agair% eate a new blank form — this causes your newly-
entered DNA to be added to LINKAGE; if desired, hit “F9” again

to lock thg@iﬁase
9.3 Allele Ent?S

Alleles must be entered properly!

9.3.1 For autosomal loci, enter one allele for homozygotes; “allele 1,” space, “allele 2”
for heterozygotes (no commas, no extra spaces). Amelogenin is entered either as
XX or XY.

9.3.2 For “new” alleles, use “12.x" etc. for off-ladder alleles, use “<6” and “>30" etc.
for alleles larger or smaller than the allelic ladder.

Controlled versions of Department of Forensic Bigl@pcuments only exist electronically on the
Forensic Biology network. All printed versions are non-controlled copies.



FORENSIC BIOLOGY CODISMANUAL

9.0 ENTERING PROFILESINTO LINKAGE

DATE EFFECTIVE LAST REVISED APPROVED BY PAGE
03-24-2010 07-28-2010 MARIE SAMPLES 3 OF 3

9.3.3 If you do not have both alleles (i.e., in a deduced partial profile) leave blank. Do
not type in “**”, “inc”, “NEG”, “+”, or a single allele if you think the true profile
may be heterozygous.

9.4  Completion

sort itself the profile into the proper location. If the p does not sort,

9.4.1 Once the DNA profile has been entered, the databasepwill automatically
and the words “key violation” appear on the top ori&i[tom of the

screen, a duplicate profile may exist. Move yo or over to the V#

field and type in “x” instead. @

9.4.2 Use “Ctrl-Z” to zoom to the case numb just entered and check the
accuracy of your entry. If necessar%%h/a ge the “x” in the V# field to the
next victim number. Use “Ctrl-A” jg mOve to the next instance of that
number, if necessary. Q

9.4.3 On the LDIS/LINKAGE C g]?@aluation Form, date and initial that the
DNA profile was ente @ LINKAGE.

incomplete, the g may not find matches. A query may be used to locate any
potential matc% ” For DNA profiles that are also destined for LDIS, matches
missed i GE will be found during the LDIS autosearch performed by the
CODIS prior to each upload.

?S

9.4.4 Sorting is base@e Cofiler-Profiler Plus loci. If the DNA profile is
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The alleles in LINKAGE are organized in Cofiler and Profiler Plus order. Therefore, there are
two separate methods to enter profiles into LINKAGE, depending on the allele order.

9.1 To enter DNA profiles into LINKAGE organized in Cofiler and Profiler Plus order:

Open the LINKAGE database

Hit “F9” to enter edit mode

While at the top of the database, hit “insert” to get a bla%kllne

In the appropriate fields, type in the

1) Case number — either FB case number or project
case number $

2) V# - “1” unless part of a pattern; othe
second victim, etc. Use “S” for a
a non-matching suspect.

3) DNA alleles (no commas, se

4) Pattern designation, if apphg

5) “E” for evidence, “S” for%

o0 w»

e¥'2” for the
g suspect, “1” for

.3 Below)

ct's exemplar, “P” for

suspect’s pseudo- ex%

6) Victim name — first{ st names if a person, or name of
business if not

7) Suspect name,
8) Date of inci

own
t — from complaint form, lab request, or the
it was collected
9) Precin mber if known, otherwise “M,” “K,” “Bx,”
" based on the storage number for NYPD

10) & evidence profile matches a suspect, enter “True” here

11) e date is automatically entered
12) * Leave the LDIS field blank

E. Using the Tab or arrows, leave the record — this causes your newly-entered
DNA profile to be added to LINKAGE; if desired, hit “F9” again to lock
the database

9.2  To enter DNA profiles typed in Identifiler into LINKAGE:

A. Open the form LINKAGE 1D data entreither by double-clicking on it
(found in the same directory as LINKAGE) or by using File/Open/Form
within Paradox and navigating to that directory.

B. Hit “F9” to enter edit mode
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C. While at the top of the form, hit “insert” to get a new blank form
D. In the appropriate fields, type in the

1) Case number — either FB case number or NYPD project
case number

2) V# - “1” unless part of a pattern; otherwise “2” for the
second victim etc. Use “S” for a matching suspect, “1” for
a non-matching suspect.

3) DNA alleles (no commas, see 9.3 below)

4) “E” for evidence, “S” for suspect’'s exemplar, * ?o?
suspect’s pseudo-exemplar

5) Pattern designation, if applicable 0

6) Victim name — first and last names if ?ﬁon, or name of

business if not

7) Suspect name, if known

8) Date of incident — from 61 for)g, lal request, or the date the
rape kit was collected

9) Precinct — number if kn% herwise “M,” “K,” “Bx,”
“Q,” or “R” based on ﬁi/ rage number for NYPD
projects

10) If an evidence prgfM@&matches a suspect, enter “True” here

11) The date is aut ically entered
12) Leave the L% field blank

E. Use Insert agair% eate a new blank form — this causes your newly-
entered DNA to be added to LINKAGE; if desired, hit “F9” again

to lock thg@iﬁase
9.3 Allele Ent?S

Alleles must be entered properly!

9.3.1 For autosomal loci, enter one allele for homozygotes; “allele 1,” space, “allele 2~
for heterozygotes (no commas, no extra spaces). Amelogenin is entered either as
XX or XY.

9.3.2 For “new” alleles, use “12.x" etc. for off-ladder alleles, use “<6” and “>30" etc.
for alleles larger or smaller than the allelic ladder.
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9.3.3 If you do not have both alleles (i.e., in a deduced partial profile) leave blank. Do
not type in “**”, “inc”, “NEG”, “+”, or a single allele if you think the true profile
may be heterozygous.

9.4  Completion

9.4.1 Once the DNA profile has been entered, the databasepwill automatically
sort itself the profile into the proper location. If the p does not sort,
and the words “key violation” appear on the top or. @bottom of the
screen, a duplicate profile may exist. Move yo@sor over to the V#
field and type in “xX” instead. @

9.4.2 Use “Ctrl-Z” to zoom to the case numb just entered and check the
accuracy of your entry. If necessar%%h/a ge the “X” in the V# field to the
next victim number. Use “Ctrl-A” jg mOve to the next instance of that
number, if necessary. Q

9.4.3 On the LDIS/LINKAGE C g]?@aluation Form, date and initial that the
DNA profile was ente @ LINKAGE.

incomplete, the g may not find matches. A query may be used to locate any
potential matc% ” For DNA profiles that are also destined for LDIS, matches
missed i GE will be found during the LDIS autosearch performed by the
CODIS prior to each upload.

?S

9.4.4 Sorting is base@e Cofiler-Profiler Plus loci. If the DNA profile is

Revision History:
March 24, 2010 — Initial version of section

Controlled versions of Department of Forensic Biology Manuals only exist electronically on the
Forensic Biology network. All printed versions are non-controlled copies.



	codis 2011
	codis_manual_compiled_for_2011
	CODISMAN_Archive 04111
	CODISMAN_Archive 072311
	CODISMAN_Archive 100311
	CODIS Procedures
	01 -  Terms and Abbrev Archived 071612
	01 - Terms and Abbrev Archive 072311
	01 - Terms and Abbrev archived 040111
	02 - Overview 1 initial
	02 - Overview Archived 071612
	03 - Org and Management 1 initial
	03 - Org and Management Archived 071612
	04 - Profile Management 1 initial
	04 - Profile Management Archive 070111
	04 - Profile Management Archive 072311
	04 - Profile Management Archived 041111
	04 - Profile Management Archived 071612
	05 -  Verifying and Reporting DNA Matches Archive 072311
	05 -  Verifying and Reporting DNA Matches Archive 100311
	05 -  Verifying and Reporting DNA Matches Archived 071612
	05 - Verifying and Reporting DNA Matches 1 initial
	05 - Verifying and Reporting DNA Matches Archived 041111
	06 - Case Disposition and Hit Counting Archive 072311
	06 - Case Disposition and Hit Counting initial
	06 -Case Disposition and Hit Counting Archived 052112
	07 - User Management Archived 013113
	07 - User Management initial
	08 - QAQC Archived 013113
	08 - QAQC Archived 10311
	08 - QAQC initial
	09 -  Entering Profiles into LINKAGE Archived 013113
	09 - Entering Profiles into LINKAGE initial




