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CODIS Terms and Abbreviations

9 NYCRR Part 6192 f\
The policy which provides for the establishment and operation of the DNA Identifi@n ndex
in New York State.

ASCII
American $andard @de for hformation hterchange. Text-only, with ng f@tlng such as
tabs, bold or underlining.

Accredited laboratory
A DNA laboratory that has received formal recognition that i
standards, including the FBI Director’'s Quality
a nonprofit professional association of person

% or exceeds a list of
wards, to perform specific tests by
d in forensic science that is

nationally recognized within the forensic s COM in accordance with the provisions
of the Federal DNA Identification Act ( §1 @ or subsequent laws.

Administrative removal

The deletion of a DNA record up r|f|c the fact that the DNA record is not eligible for
inclusion in SDIS and/or NDIS.

Allele

In classical genetics, one of the te forms of the gene at a particular locus. In DNA
analysis, the term “alleles” is nly extended to include DNA fragments of variable length
and/or sequence which m no known transcriptional product but are detected in a

polymorphic system.

Arrestee

The known sam m a person who has been arrested and in accordance with the law of the
applicable jurig@tdn is required to provide a DNA sample for analysis and entry into a state
DNA datab he term “arrestee” includes persons who have been charged in a formal
criminal i ent, such as an indictment.

ﬁ:? ndex
stee Index consists of DNA records of persons who have been arrested or indicted with a
crime and are required by law to provide DNA samples.
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Assessment

A review of a laboratory, conducted by the FBI's CODIS Unit, to ensure compliance with the
NDIS Operational Procedures and State/Federal law with respect to the laboratory’s pa@pation

in . Q}\

Autosearcher ((lﬁ
A CODIS program that automatically searches all DNA profiles in a user sp iﬁi Mdex against
all profiles in one or more other user specified indexes.

Base Pair Distance

When profiles containing particular loci are compared, the base pa nce is the microvariant
amount that can exist for the alleles to still be considered a matc example, a base pair
distance of 1 would allow an allele 4 to match any of the followé 3.3,4,and 4.1. This
parameter can be set by the administrator. Duriphg, review Q ndidate match, the reviewer
must check whether the alleles are indeed m

Biological Child

The CODIS specimen category for D flles ted foawn reference samples

provided voluntarily by an adult Chl| OVId h the parental/guardian consent for a minor
child of a reported missing perso rd for this specimen category is stored in the
Relatives of Missing Person Inde These profiles are removed once the individual for

whom the samples were submitted hagWeen identified or if the individual voluntarily providing
the reference sample is determined{ be related to the missing person.

Biological Father/Mother

The CODIS specimen cat r DNA profiles generated from known reference samples
provided voluntarily by thébidlogical father/mother of a reported missing person. Profiles in
this specimen categor)b%rée stored in the CODIS index known as “Relatives of Missing Persons
Index.” These DNA s are removed once the individual for whom the samples were
submitted has bee ntified or if the individual voluntarily providing the reference sample is
determined no related to the missing person.

Biological ng

pecimen category for DNA profiles generated from known reference samples
oluntarily by the biological sibling of a reported missing person. Profiles in this

n category are stored in the CODIS index known as “Relatives of Missing Persons
Index”. These DNA profiles are removed once the individual for whom these samples were
submitted has been identified or if the individual voluntarily providing the reference sample is

determined not to be related to the missing person.

Cambridge Reference

Controlled versions of Department of Forensic Biology Documents only exist electronically on the
Forensic Biology network. All printed versions are non-controlled copies.



FORENSIC BIOLOGY CODIS MANUAL

1.0 CODIS TERMS AND ABBREVIATIONS

DATE EFFECTIVE LAST REVISED APPROVED BY PAGE
03-24-2010 11-24-14 MARIE SAMPLES 5 OF 115

The CRS is the standard sequence used in mitochondrial sequence DNA typing to which other
mitochondrial DNA types are compared. Mitochondrial DNA profiles are reported as differences
from the standard reference sequence [Anderson, S., et al. Sequence and organizatio he
human mitochondrial genomé&lature 1981; 290:457-465]. \

Candidate Match

A possible match between two or more DNA profiles discovered by CODIS OM . A
qgualified DNA analyst from each affected laboratory must verify a candid %&t h. Candidate
matches must complete a confirmation process before being reported a ﬁatch or hit.

Candidate Profile g
A DNA profile matching the target DNA profile (see target DNA pgofite.

Case Disposition \?
The final outcome (confirmed conviction, offe it, for @ it, etc.) of a criminal case aided
by CODIS. . A 6\6

Case Report
A report generated by a forensic Iat{@bry dc@nting the results of the analyses of the crime

scene evidence. ?\ C)

Casework Laboratory
A forensic DNA laboratory responsi{@r DNA profiles developed from crime scene evidence.

N\

CJIS-WAN ?

The FBI'sCriminal Justice lon rvicesWide AreaNetwork that provides

communications network %Qr the United States law enforcement community. Originally
designed to support the&{ntegrated Automated Fingerprint Identification System (IAFIS), the FBI
is expanding the scoﬁo the CJIS-WAN to include all federal, state and local crime laboratories
participating in the@t nal DNA Index System.

CMF
Common @égdiormat, an ASCII text file format necessary for importing data into CODIS.

O

C

The bined INA Index_§stem administered by the FBI. CODIS links DNA evidence
obtained from crime scenes, thereby identifying serial criminals. CODIS also compares crime
scene evidence to DNA profiles obtained from offenders, thereby providing investigators with
the identity of the putative perpetrator. In addition, CODIS contains profiles from missing
persons, unidentified human remains and relatives of missing persons.
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There are three levels of CODIS: the Local DNA Index System (LDIS), used by individual
laboratories; the State DNA Index System (SDIS), used at the state level to serve as a state’s
DNA database containing DNA profiles from LDIS laboratories; and the National DNA lﬁ
System (NDIS), managed by the FBI as the nation’s DNA database containing all D iles
uploaded by participating states.

CODIS Administrator

An employee of the laboratory responsible for administration and security, aboratory S
CODIS at a laboratory performing DNA analysis on forensic and casew ference samples.
This is also a defined role within the software.

CODIS Core Loci
The 13 autosomal DNA loci that are accepted and required by,
testing method. Currently the STR core loci are &SF1PO,
D21S11, D3S1358, D5S818, D7S820, D8S1 A T
D2S1338, Penta E and Penta D are accepte t n

IS for a particular DNA

17, D16S539, D18S51,

» TPOX, and VWA. D19S433,

ed, as they are NOT CODIS core loci.

CODIS Information Technology (IT) U

A government employee of a CODI ato @) has login access to the CODIS system for
computer hardware/software an rétlons maintenance purposes but who is not

authorized to add, modify or delet§ DNA r@ds in CODIS.

(also called “LDIS Custodian” person fulfills the role of Casework CODIS Administrator
as defined by the FBI QAG rds.

CODIS User

A government emplo{ ﬂk ho: (1) has login access to the CODIS system and is authorized to
read, add, modify ete DNA records in CODIS; or (2) is a qualified DNA analyst
responsible for ucing DNA profiles stored in NDIS. This is a defined role within the

software. 0

CODlSQ Plus
ser who has also been granted the ability to edit the assigned analyst of a profile.
This laboratory-defined role within the software.

CODIS Custodian/Supervisor
A member of the CODIS staff re‘&%ible for overseeing the CODIS system and all its functions

Contract Laboratory
A laboratory, usually in the private sector, that performs DNA analyses under contract to a
forensic laboratory.
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Control Certification Form

This document certifies that the positive human DNA control(s) and the negative controls satisfy
the requirements established by NIST. One document must be completed and submitt%
annually to the SDIS Custodian before DNA profiles can be uploaded into SDIS. '\

Cold Hit
Two DNA profiles matching with no prior indication that the profiles are relatid\.\(l/

Composite DNA Profile

A DNA profile generated by combining typing results from different lo ained from multiple
injections of the same amplified sample and/or multiple amplificati he same DNA extract.
When separate extracts from a given evidentiary item are combi ior to amplification, the
resulting DNA profile is not considered a composite profile. U there is a reasonable
expectation of sample(s) originating from a compdQn sourc 7 duplicate vaginal swabs,
known reference samples, or a bone), allelic om s te extractions from different
locations on a given evidentiary item shole e jed into a composite profile.

Convicted Offender \

The CODIS specimen category for x@A prt{&nerated from any person who has been
convicted of a crime in federal, s nd/, courts where the applicable law permits
establishment of a DNA record fo this pe In New York State, this is a person convicted of
one of the crimes listed in Executive L &Sectlon 995(7). Profiles in this specimen category are
stored in the CODIS index known a Convicted Offender Index” (or Offender Index). As of
June 2006, all convicted felons i N%/ York must give a sample to the database; as of October
2012, all those convicted in Ne rk of a felony or misdemeanor must give a sample to the
database.

Convicted Offender |
A Convicted Offend x consists of DNA records from offenders convicted of qualifying
state crimes and L@’I es required by the relevant jurisdiction to provide DNA samples.

A forensic laboratory responsible for DNA profiles developed from Convicted Offender
ew York State, this is the New York State Police Forensic Investigation Center in

Convicted Offender Sample
A biological sample containing DNA that is collected from a designated convicted offender for
the purpose of DNA profiling.

Convicted Offender Profile
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A DNA profile generated from a convicted offender sample. These DNA profiles are put into the
CODIS specimen category “Convicted Offender” and are stored in CODIS index known as the
“Convicted Offender Index.” These profiles establish an index of DNA identification rec%
that are searched for matches against the DNA profiles generated from crime scene N ce.

Conviction Match (l(
The DNA profile generated from crime scene evidence matches a DNA prof;%:%) a convicted
offender, but the offender has already been convicted of the crime for whigQ'thgt* evidence was
collected.

Criminal Justice Agency §
A criminal justice agency is an agency or institution of the federa¢ , or local government,
other than the office of the public defender, which performs as of its principal function,
activities relating to the apprehension, investigatda, prosec #adjudication, incarceration,
supervision or rehabilitation of criminal offend or pu s of participation in the National
DNA Index System, the DNA Identificatiop A 19 amended by Public Law 106-546
to include the Secretary of Defense in ® nce wWg U.S.C. 81565.

Criminal History Record O O
Documents generated by DCJS ntage @st, charges, conviction, sentence, location and
identifying information of a convicted offe%

DAO
Stands for District Attorney’s Offi B\&here is one in each of the five boroughs of New York
City. é

Databank Coordinator q)

An employee or desigrige of the Division of Criminal Justice Services responsible for
administrative requir s related to the New York State DNA Databank.

O

DCJS

Stands for DiwSh of Criminal Justice Services. Acts as a liaison between local New York
laboratori the New York State Police Laboratory. DCJS manages the program responsible
for collgewdr’ of offender samples in New York State, handles requests to expedite samples and

da@ earches and handles legal requests for convicted offender information.

DCJS Match Letter

A letter generated by DCJS after a match between a forensic DNA profile and a New York State
Police convicted offender profile has been confirmed. The purpose of this letter is to notify the
laboratory of a confirmed match, provide case and agency information, the identity of the
offender, and current offender location.
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The DCJS Match Letter is provided to the DAO’s upon request.

Deduced Missing Person %
The CODIS specimen category for DNA profiles generated from examining refere samples
(for example, toothbrush, hair brush) of a reported missing person. Profiles in % cimen
category are considered reference samples and are stored in the CODIS Mi S&ﬁ‘ erson Index.
This index is searched and compared against the Relatives of Missing P dex and the
Unidentified Human (Remains) Index. 66

Detainee g@
The known sample from a non-United States (U.S.) person detaige der the authority of the
U.S. and required by law to provide a DNA sample for analysiéd entry into a state/national
DNA database.

Detainee Index . @ * Q
Detainee Index consists of DNA records on-Uﬁd States (U.S.) persons detained under
the authority of the U.S. and required aw to prdwde a DNA sample.

DNA Analysis Backlog Eliminati O
Authorized the collection of DNA Samples¥oph persons convicted of specified Federal Felony
offenses, certain District of Columbia cgwvicted offenders, and military offenders.

DNA Analyst \$

An employee that has success @completed the laboratory’s training requirements for
casework, database, kno césework reference sample analysis; passed a competency test;
and entered into a profici@tesﬁng program in accordance with the FBI's Quality Assurance
N

Standards for Forensicﬁqg Testing or DNA Databasing Laboratories. This individual conducts
and/or directs the an@ of samples, interprets data and reaches conclusions. See also,
Interpreting Anal @ alified DNA Analyst.

DNA Databa

The New State Identification Index (as used throughout Executive Law Section 995)
compri DNA profiles in the Convicted Offender index, the Forensic index and the Missing
Pegol

DNA Identification Act
DNA Identification Act of 1994; 42 U.S.C. 814132, as amended by the DNA Analysis Backlog
Elimination Act of 2000, the Justice for All Act of 2004 and the DNA Fingerprint Act of 2005.
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DNA Profile
The genetic constitution of an individual at defined locations (also known as loci) in the DNA. A
DNA type derived from nuclear DNA typically consists of one or two alleles at several |gGi{e.g.,
short tandem repeat loci). The DNA type derived from mitochondrial DNA is describe
relation to the revised Cambridge Reference Sequence (Nature Genetics 1999, 2 . Also

known as a DNA type.

DNA Record A database record that includes the DNA profile as well as \wlred to
manage and operate NDIS, i.e., the Originating Agency Identifier which s to identify the
submitting agency; the Specimen Identification Number; and DNA p el associated with the

DNA profile analyses. Q

Elimination Sample \

A biological sample from a known individual (cogxponly a h d or consensual partner),
other than the alleged perpetrator or victim, W ; ana or purposes of identifying those
portions of a forensic DNA profile attrlbut he Qi perpetrator. This DNA profile for
this specimen categorgay be stored a 3@ e and aI levels but is not eligible for upload

to NDIS. Such samples are consider e evi

Employee

A person: (1) in the service of the ppllca deral state or local government, subject to the
terms, conditions and rules of federal/siate/local employment and eligible for the
federal/state/local benefits of servicg; ) formerly in the service of a federal, state, or local

government who returns to ser he agency on a part time or temporary basis. For purposes
of a vendor laboratory, an emp @ Is a person in the service of a vendor laboratory and subject
to the applicable terms, Ctl) ps and rules of employment of the vendor laboratory.

Exact Match
An association betwe%\( o profiles (single-source, fully deconvoluted, partially deconvoluted,
or mixtures) that c@ des that the two profiles, or components of the profiles, are the same.

Executive La cle 49-B Section 995 P
revisions York State law establishing the Commission on Forensic Science and the DNA
Identifi Index.

Exr@ystem

The software program or set of software programs that interprets the data generated from DNA
analysis instrument/platform in accordance with the laboratory-defined quality assurance rules
and accurately identifies the data that does or does not satisfy such rules.
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Expungement

The deletion of a DNA profile at the state and/or national index levels in response to the
following: (1) a court order that has overturned a convicted offender’s conviction for a @
gualifying offense; (2) a court order establishing that charges were dismissed or resu '
acquittal, or no charges were filed within the applicable time period; (3) a death ceftcate or
other document indicating that human remains have been identified; (4) if the person
corresponding to the reference sample from a relative has been identified. '\r\‘ t/

FBI Q

TheFederal Rireau of hvestigation is the federal agency authorized b DNA Identification
Act of 1994 to issue quality assurance standards governing foren ng and DNA databasing
laboratories and to establish and administer the National DNA Inﬁz stem (NDIS).

Forensic DNA Laboratory Q \O
Any forensic laboratory operated by the state of | @overnment that performs forensic
DNA testing on crime scene evidence or ma sd f@‘(rom the human body for use as
evidence in a criminal proceeding or for es {& tification (Executive Law section

995(2)).

Forensic DNA Profile ?S
A DNA profile generated from theesting & cime scene evidence. These profiles are from
persons whose identities are not knowg\yith certainty and who left DNA at the scene of a crime
or whose DNA was carried away frg scene of a crime. These profiles are put in the CODIS
specimen category “Forensic Un ?Q' ". Profiles in this category are stored in the CODIS index
known as “Forensic STR Indeéé

Forensic DNA Testing
Any test that employs ﬁgfmlques to examine DNA derived from the human body for purpose of
providing informatio solve issues of identification (Executive Law section 995(2)).

Forensic Hit (F @
CODIS case sition when two or more forensic samples are linked; also called a case-to-case

hit. 0

QO
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Forensic Index

A Forensic Index consists of DNA profiles originating from and associated with evidence found

at crime scenes. For example, evidence associated with a crime scene includes DNA t%nay be
carried away from a crime scene. The Forensic Index contains the specimen categorhi ensic
Unknowns and Forensic mixtures; and at the New York State level, Low Copy Nu amples.

Forensic Mixture X
A specimen category in the CODIS software that is stored in the Forensi 9&« nd originates
from a forensic sample (biological sample found at the scene of a crime C%contams DNA
contributed from more than one source.

Forensic Match Letter Q
A letter from a laboratory documenting a confirmed Forensic . This letter provides
information regarding the investigating agency offende:*\' ation (for solved cases).

searched at moderate stringency. Prgii'stin thi e only searched at SDIS, they have too
few alleles to be uploaded to NDIS.& O
Forensic Partial C)

A specimen category in the CODIS so re that is stored in the Forensic Partial Index and
originates from a single source (or deduced profile originating from a mixture) Forensic
Sample attributable to the putat@' petrator with either locus or allelic dropout at any of the 13

core CODIS loci. O
Forensic Partial Index

A Forensic Partial Inde;consists of DNA profiles from forensic samples that do not

Forensic Obligate Index Q
An index that contains the specimen c@ Requ@\& leles, and contains six to nine loci,
ar

contain results for all re CODIS loci and/or that may indicate a possibility of allelic
dropout. @

Forensic SDI
Formerly
have <

nly Category

as the Required Alleles category, this category contains samples which either
e loci, or do not meet the Match Estimation Utility threshold for the current
da@ ize for NDIS, but which does meet the threshold for current database foze N

SDI minimum of 6 core loci must be present in specimens submitted to this category.
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Forensic SDIS Only Index

An index at New York SDIS which contains crime scene evidence not eligible for NDIS, and
will be uploaded no higher than SDIS. There are three main reasons a profile would nt%
eligible for NDIS; (1) the profile is between 6-9 loci and therefore not enough loci for m% 7(2)
the profile has 10 or more loci, cannot meet the Match Estimation Utility threshold current
database size for NDIS, but can meet the threshold for the current database ) or

(3) the profile was generated using LCN methods. It is highly recommended.t ligate alleles
are marked when appropriate for more stringent searching of partial and profiles. The
Forensic SDIS Only Index contains two specimen categories: the Fore DIS Only category
and the Low Copy Number category.

Forensic STR Index Q

The CODIS index that contains forensic DNA records ’\'OK

Forensic Sample

A biological sample originating from and gss @ed rlme scene. For example, a sample
associated with a crime scene may |n ampl has been carried away from the crime
scene.

Forensic Unknown

The CODIS specimen category fo forens A profiles generated from the testing of crime
scene evidence. Profiles in this speci category are stored in the CODIS index known as
“Forensic STR Index.” 5\$

Heteroplasmy

The occurrence of more t @ mitochondrial DNA profile (mitotype) arising from a particular
tissue(s) within an individ@xhibiting more than one base at a particular nucleotide position.
High Stringency 9’\'

The number of all nd the corresponding allelic values are the same between two DNA
profiles at a giy, Cus.

High Strin Match

All allel Il loci match at high stringency. A confirmed match between two or more DNA
pr ts can occur at or between any level (local, state and national) in the CODIS
hierawghy. Hits can be a Forensic Hit, an Offender Hit, an Arrestee Hit (some states), or a
Detainee Hit (Federal).
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Homopolymeric Regions
The occurrence of variable lengths of the same nucleotide in a length of mtDNA (i.e. CCCCCC),
these generally occur around the region of 16183-16193 in HV1 and 303-309, 311-315®V2.

N

Hypervariable Region |
A segment of increased variability in the mitochondrial DNA control region; the n
nucleotide positions used in forensic mtDNA typing are 16024 to 16365. '\\

Hypervariable Region II
A segment of increased variability in the mitochondrial DNA control regiy\ the common
nucleotide positions used in forensic mtDNA typing are 73 to 340. Q

Identification Aided

Similar to Investigation Aided; counted for a pedpyee rank ct match which leads to either
an “ID Confirmed” or “ID Pending” dlsposmon FBI is metric to track the
effectiveness of the database program.

0

Identification Confirmed

ID confirmed. Disposition in CODIS an i ual is identified and confirmed; metadata
and other information such as a ft certificate support the confirmation of the
identification.

Identifying Information
Information on a Convicted Off personal characteristics and ID numbers, e.g. name,
NYSID#, DOB, SS#, etc. Ide Information is prohibited in CODIS.

Identification Pending ID @lng
A disposition in CODISQ{ an individual’s identification is still in the process of being

confirmed.
Q)Q

Index Offense

An offense d in Executive Law Section 995, conviction of which determines eligibility for
inclusion i tate DNA Databank.
Ind}

A foNgal written accusation originating with a prosecutor and issued by a grand jury against a
party charged with a crime.
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Interpreting Analyst
Forensic Biology analyst responsible for interpreting the DNA results in a case. Interpreting
Analysts are CODIS analysts.

Investigating Agency \

See Submitting Agency. \(1/

Investigations Aided (1A) '\

A criminal investigation equates to a case, which equates to a submissi % a laboratory. An
investigation aided for a casework laboratory is the number of cases §#nitted to the lab that
were assisted by CODIS. Investigations aided = Investigations as@ = Cases aided = Cases
assisted.

Juvenile Q ’\:

The known sample from a juvenile (as that te% eflne e relevant jurisdiction) who is
required by state law to provide a DNA sam ra iSvand entry into a state DNA database.
The DNA profile for this specimen cate store Convicted Offender Index.

o

Keyboard Search
A manual search of CODIS initia%y user In SDIS or NDIS the search is initiated
by the SDIS or NDIS Custodian. & LDIS earch is done by a member of the CODIS group.

Keyboard Search Request

A request from an agency for a k rd search of the DNA Databank at LDIS, SDIS or NDIS.
This letter includes all of the in tion relating to the DNA profile, the requesting agency and
certification of the control

Keyboard Search Resuiletter
A letter from the Dat Coordinator documenting the results (match/no match) of the
Keyboard Search. @

rial whose identity or type is established. Examples of known samples would be
imen from a victim or suspect; or a sample contributed by the close biological
a missing person.

Laboratory

A facility: (1) employing at least two full time employees who are qualified DNA analysts; and
(2) having and maintaining the capability to perform the DNA analysis of forensic and/or
casework reference samples at that facility.
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LAB-TYPES

A database which contains DNA profiles from Department of Forensic Biology staff, known
contaminant DNA profiles, and other DNA profiles from known individuals (such as janigQsal
staff or crime-scene and laboratory personnel from NYPD). }\

LDIS (19

The Local DNA Index §stem contains the DNA records selected from LDAS&Q\S rching for
DNA matches and (for those eligible) for inserting into higher level (SDISQ IS) CODIS
indexes.

LDIS Only Index 60
An index in LDIS which contains forensic profiles deemed ineligi% SDIS and/or NDIS.
Examples include profiles from suspects’ persons, or swabs fr@ uns seized via search

warrants. 6 &

Legal (sample) . %@ *

The known reference sample from a per hose @sample is collected under applicable
legal authorities provided that DNA Sa&that & luntarily submitted solely for elimination
purposes shall not qualify as a Leg cime @example of a Legal specimen is a sample
collected from a person found n%‘y b n of insanity who is required by the relevant
state law to provide a DNA sampl@§ for andlys and entry into a state DNA database. The DNA
profile for this specimen category is stgfd in a Legal Index.

Legal Index 5\$
A Legal Index consists of DNA_®cdrds of persons whose DNA samples are collected under

applicable legal authoritiet)

LINKAGE
The DNA database ug?}{o search preliminary DNA results for case links. LINKAGE contains
both casework nor§AyXture profiles (or deduced) forensic DNA profiles generated from
casework and profiles from suspects developed during the course of criminal
investigation of October 2013, no further samples are being added to it however it is still
available arching as before.

LI ser

A m employee who: (1) has login access to the LDAS/LINKAGE system and is
authorized to read, add, modify and/or delete DNA records in it; or (2) is a qualified DNA
analyst responsible for producing DNA profiles stored in LDAS/LINKAGE.
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Low Copy Number or Low Template DNA Analysis

As defined by NDIS, based upon a laboratory’s internal validation, any DNA typing results
generated from limited quantity and/or quality DNA template using conditions that have%
demonstrated increased stochastic effects are defined as Low Template or Low Cop

analyses. The stochastic effects which may be observed in DNA samples subject ese
conditions include allelic drop-in or drop-out, increased stutter and increased i s peak
height imbalance. When used to analyze limited quantity and/or quality DN te te below the
stochastic thresholds, Low Template or Low Copy DNA conditions may i e following:
additional amplification cycles, post-amplification purification, reduced r n volume,

injection enhancement by increased voltage or time, and nested PC

Low Copy Number specimen category

A specimen category existing at the Department of Forensic B} y LDIS and at New York

State SDIS for the purpose of uploading and seghkghing p nerated using low copy number
(amplification) techniques. Such profiles are glbl@DlS. This category is a member

of the Forensic SDIS Only Index. A 6\

Low Copy Number Profile
Forensic Unknown composite prwm hav n analyzed using extra cycles during
ed

amplification. These samples ar | w Copy Number Specimen Category in the
Forensic Index.

Low Stringency
For a given locus, an allelic valueﬁw{'\me allele from one profile is the same as an allelic value
for one allele from another profj

Low Stringency Match
At least one locus matd%s at low stringency.

Marked/Unmarked Qe
Marked profile pecimen Manager are profiles selected for upload to SDIS. Unmarked

profiles are t rofiles deselected for upload to SDIS. Pattern (a local legacy index), the
LDIS Onlygr , and suspect profiles are unmarked by definition.

QO
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Match A match occurs when CODIS makes an association between two or more DNA profiles
and a confirmation is performed by designated laboratory personnel from each affected
laboratory. At the Casework Laboratory and for the purpose of match evaluation, a hig
stringency match at all loci may be reviewed and evaluated by an individual who is c or
was previously a qualified DNA analyst. At the Casework Laboratory, a match at at less
than high stringency shall be reviewed and evaluated by a DNA casework an !51/ ently
gualified in the technology being reviewed. X

Match Confirmation
The process of determining if a potential candidate match generated DIS or other database
software is a true match and should be reported to the investigatin@ cy.

Match Estimation Utility Q
A module within CODIS Popstats which estimatesthe num Bg' moderate matches a profile
will generate in a database of a given size N

Match Manager A Q

Match Manager (MatchMan) is the C%ﬂ allows for the managing and sorting of
matches discovered through the us @tches are added to Match Manager by the
Searcher and Autosearcher DFOQ% C)b

Match Report

Electronic report generated by COD@‘!EI’] a potential candidate match is made by CODIS

software. \
Q

Match Stringency
The actual locus-level strige)cy (low, moderate or high) for a match. The match stringency for
the match between tw profiles is determined by the lowest locus-level stringency for all
loci of the match. A Stringency is used to establish whether or not two DNA profiles are
identified as matcf@ he CODIS software supports three Match Stringency levels: low,
moderate, and ow stringency matches occur when one or more alleles match between the
target and cang¥late profiles at a given locus. Moderate stringency matches require all alleles to
arget and candidate profiles can contain a different number of alleles. That is, if
file has three alleles and the sample profile has two, then two alleles must match.
ency matches require all alleles to match.
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Maternal Relative

The known reference sample voluntarily provided by a maternal biological relative who is not a
mother, child or sibling of a reported missing person. The DNA profiles for this specim%
category are stored in the Relatives of Missing Persons Index. These DNA profiles a% oved
once the individual for whom the samples were submitted has been identified or if ividual
voluntarily providing the reference sample has been identified. This is also a dj 5@1/ n that can
be used in CODIS to describe a mtDNA match. \

Methodology
The term used to describe the analytical processes and procedures 0 support a DNA typing
technology: for example, extraction methods (manual vs. automat ntitation methods (slot

blot, fluorometry, real time), typing test kit and platform (capillary glettfophoresis, real-time gel

and end-point gel systems). @

Mis-match (search)

A parameter within Searcher and Autosear, hic. s for one locus of a profile being
searched to match (or not) below the stri y Iev tng searched, and still return the result as
a match. For instance, during a mod earc but one locus with entered alleles, in the
two profiles being compared, matc oder@ high stringency, one locus which is either a
low stringency match or not a m%t all displayed. Searches allowing one mis-match
are performed at LDIS and SDIS; pur is to identify offender and forensic matches in

spite of a possible typographical or int etatlonal error at one locus of any given profile. If

this parameter is set to “zero”, then atch must occur with no mis-matches at the selected

stringency in order to be returne&)" e search.

Missing Person

The known reference san@e))f an individual reported missing, voluntarily provided by a relative
or the person who filed&(‘e missing person report. The source of the DNA has been verified as
originating from the g person and is stored in the Missing Persons Index.

Missing Perso@ex
A Missing Pe ndex consists of DNA records of missing persons and deduced missing
persons.

rial DNA
@cwcular piece of DNA found outside the nucleus in most cells and generally involved in
the production of proteins responsible for energy production in the body. It is inherited
maternally.
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Mitotype

A mitochondrial DNA profile consisting of a listing of nucleotide sequence differences from a
standard reference sequence; typically the Cambridge Reference Sequence (CRS) or %ed
Cambridge Reference Sequence (rCRS). The mitotype will vary depending upon th of
the sequence detected.

Moderate Stringency G\gl/
|

For a given locus, a minimum number of common alleles and the corresp allelic values
must be the same between two profiles. The minimum number is detern\ by the profile with
the fewest alleles. This is the standard search stringency.

Moderate Stringency Match Q
A match between two DNA profiles in which the locus-level strj gncy match for all the loci of
the match was either at moderate or high stringe&a No Ioﬁhed at low stringency.

NamUs . @ * Q
National Missing and Widentified Persgn @intain a website with sections for
missing persons, unidentified persons uncl e

the
i rsons. Contains information relevant to
missing persons DNA work.

NCIC ?S C)O

National Gime Information G&nter. \

NCIC Miscellaneous Field 5\%

The designated free text field i where identifying information as to the location where
DNA profiles have been p may be placed. This field should also be used to enter
information when a candi@DNA sample does not yield a DNA profile.

NCIC Unidentified PaérFile

The file in NCIC ¢ Ihing records for unidentified deceased persons; persons of any age who
are living and to ascertain their identity; unidentified catastrophe victims; and body parts.
For CODIS es, the DNA profile for unidentified persons in the Unidentified Human
Remains Is related to records in the NCIC Unidentified Person File.

N
Natiﬁg Center for Mssing and Eploited Children. Relevant for missing persons work.
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NDIS

The National DNA Index §stem. NDIS is one component of CODIS — the national and highest
level index containing the DNA records contributed from participating federal, state and%al
laboratories. NDIS is administered by the FBI in accordance with the provisions of th&
Identification Act of 1994, as amended. Q

of CODIS. These DNA records are comprised of forensic DNA profiles, ¢ offender
DNA profiles, arrestee DNA profiles, DNA profiles from missing persons elatives, and
anonymous DNA profiles contributed to a population database. %

NDIS receives DNA records from every lower level index and supports the a)%l«fg functions
@li}e

The document prepared by the FBI specifying the requiremen DNA data to be accepted for
searching and storage at the National level. Th must b ed by CODIS analysts
annually, and currently consist of a web-base ing @ d by a quiz.

*
Negative Amplification Blank ‘\A \
A negative control sample containing icatiq (g ents without added DNA, used to detect
DNA contamination of the amplificatg age@rlng testing.
Negative Control E C)

A specimen included in a batch of spe \ens which, when tested using DNA testing methods,
should yield negative test results.,\gé

NDIS Standards for Acceptance of DNA Data
b

Negative Reagent Blank
A negative control sample @mng all testing reagents without added DNA which is used to
detect DNA contaminatiorqf)ny reagent during testing.

NIST \'

Stands for the Btio stitute of $andards and@ echnology.

not a tr tch.

No@pect Case

1. A case with no suspect listed. This is determined by checking all paperwork associated with
the evidence submission and case contacts.

2. A case in which DNA testing has been conducted and the listed suspect(s) have been
excluded.

No Match 3
CODIS g& $sposition for a moderate stringency candidate match between two cases that are
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NYPD
Stands for the New York (City) Police Department.

NYS Administrator h{%
The New York State Administrator is responsible for the oversight and approval of
functions at the state level. This includes supervising the SDIS custodian.

NYS DNA Databank '\\

The New York State Identification Index as used throughout Executive L ection 995, which
is comprised of DNA profiles in the Offender STR Index, the Forensi Index, the
Unidentified Humans Index, the Missing Person Index and the Rel f Missing Persons

Index. K

NYSID Number
The New York Sate Identification Number. A up
fingerprinting. NOTE: This number is only a

S|gned to a person upon
abl York State Convicted Offenders;
% rrestees.

Obligate Allele &O
See “Required Allele”. ?\

Offender
An individual who is required by sta @o submit a sample for DNA analysis and databasing.
The term “offender” includes indi l&ls who are convicted or arrested for a crime or juveniles
adjudicated delinquent for an offgnse and required by state or federal law to provide a DNA
sample for analysis and d@ ng

Offender Duplicate
CODIS case dispositi en the same offender matches a case more than one time due to
duplicate testing o@ offender. This also serves as a quality control of the database.

Offender Hit (QN)

CODIS ¢ $sposition when a DNA profile generated from crime scene evidence in an open
case (c@ith no conviction) matches a convicted offender profile (or arrestee) at SDIS or
Q)

Offender Laboratory

The laboratory responsible to NDIS for a DNA profile developed from a sample provided by a

known offender. The offender laboratory for the State of New York is located at and
administered by the New York State Police Laboratory.
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Offender Match Letter
A letter from NYS DCJS (for state convicted offender matches) or the offender lab (offender

matches at NDIS) documenting a confirmed Offender Match. Provides the offender’s i ifying
information and the investigating agency. It is used by the agency investigating the c@§€e &’ obtain
a court order to acquire another biological sample from the convicted offender for parison to

crime scene evidence. \(1/

ORI
Stands for Omginating Agency dentifier. Unique laboratory identification n\@r that
associates a specimen with a particular laboratory (OCME - NY0300

Q

Other (pattern)
A legacy CODIS specimen category that the Department of F(@sic Biology used for forensic
DNA profiles generated from the testing of crim ene evi that were known to match
other forensic DNA profiles in the LINKAGE a DIS ases; one of which had already
been uploaded to the upper levels of COp%a ese trR&tern) profiles were unmarked for upload
to SDIS and were only searched in LI Q

Ownership 0 O&

Ownership occurs when any of t owi @ria are applicable:

(1) The originating laboratory will dge any samples, extracts or any materials from the

vendor laboratory for the es of forensic testing (i.e. a vendor laboratory prepares
an extract that will be an d by the originating laboratory);
(2) The originating labor Il interpret the data generated by the vendor laboratory;

(3) The originating lajsergtary will issue a report on the results of the analysis; or
(4) The originating laorptory will enter or search a DNA profile in CODIS from data
generated by ﬁ%vendor laboratory.

Forensic Biology t ownership of CODIS specimens submitted by other agencies for testing
at OCME, for i ce Unidentified Human Remains that were received for mitochondrial DNA

testing. 0

Partial

An@@in between two single-source (clean or fully deconvoluted profiles), showing
similagies but short of an exact match, that suggests that the source of an evidentiary profile is
potentially a relative of the source of the other, partially matching, profile. Partial matches are
inadvertent, and may be found at the local, state, or national levels (through comparison at the
bench, LINKAGE, or CODIS searches).
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Paternal Relative

The known reference sample voluntarily provided by a paternal biological relative who is not a
father, child or sibling of a reported missing person. The DNA profiles for this spemme%
category are stored in the Relatives of Missing Person Index. These DNA profiles ar ved

once the individual for whom the samples were submitted has been identified or |f i |V|dual
voluntarily providing the reference sample is determined not to be related to t | g person.
Pedigree Tree (Index) '\

The Pedigree Tree Index consists of DNA records of relatives and spou\ f missing persons
that are associated with a Pedigree Tree.

Pending
A CODIS disposition choice used temporarily while awaiting t@al results from a confirmed
match from the investigating agencies. \

Perpetrator

The individual who commits a crime. T@llty of @erpetrator may or may not be known

to the police. O

Personally Identifiable Informatl?

Information that includes, but is n mlte 0 names dates of birth, and social security numbers
used to identify individuals. Personally Wentifiable information does not include information
derived from the examination of the@ sample.

Platform
The type of analytical sys @ized to generate DNA profiles such as capillary electrophoresis,
real-time gel, and end-poiyt gkl instruments or systems.

Positive Human DN sSftrol
A known referenc sample traceable to the NIST standard reference material for which the
DNA profile is , and is used to demonstrate the acceptable performance of a DNA test.

N

Popstat
CODIS@)am available within the CODIS software to perform statistical calculations using

the@ pulation databases.

Privacy Act
Regulation which determines what information can be entered into CODIS in order to protect the
rights of the individual.
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Proficiency Testing

A gquality assurance measure used to monitor performance and identify areas in which
improvement may be needed. Proficiency tests may be classified as: (1) An internal prégfigiency
test, which is produced by the agency undergoing the test. (2) An external proficiencyNe hich
may be open or blind, is a test obtained from an approved proficiency test provideg

Qualified Auditor ! }
A current or previously qualified DNA analyst who sagcessfully complete DNA
Auditor’s training course.

Qualified DNA Analyst gc
rl

A DNA analyst who has satisfied and continues to satisfy the ex e, education, training,
proficiency testing and continuing education requirements of t}él Director’s Quality
Assurance Standards (Standards 5 and 13), iss in acc with the DNA Identification Act
of 1994, as well as successful completion of yln% r|or to beginning casework or

databasing responsibilities.

In the Department of Forensic Biology, allfle Analyst is defined as an Interpreting
Analyst who is a Criminalist Il or hlg{ tle m the above requirements.

Quality Assurance
Those planned or systemic actlons necdgsary to provide adequate confidence that a product or
service will satisfy given requiremen quality.

Quality Control
The day-to-day operationte)@mues and activities used to fulfill requirements of quality.

Ranks
Associations made in@OIS from Relatives of Missing Persons in a pedigree tree to
Unidentified Huma@ mains. The cases are ranked in joint pedigree likelihood ratio order.

Reference sa

A casewo rence sample is biological material obtained from a known individual and
coIIecte&urposes of comparison to forensic samples. Also known as an exemplar or known
DN@ le

Relatives of MissingPerson (Index)

Consists of DNA records from the biological relatives of individuals reported missing.
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Requesting Laboratory
A laboratory that sends a request to the SDIS or NDIS Custodian to search SDIS or NDIS.

Required Allele %

Specific designated alleles of a specimen are required to match in order for CODI clare a
match Required alleles are attributable to the perpetrator in a mixture, and ar ated with a
“+.” Only one allele per locus can be so designated.

Required Alleles Specimen Category

A specimen category of forensic unknowns and/or forensic category Ky es which can have up
to one allele marked as an obligate, per locus. Samples in this cat are only searched at
LDIS and SDIS, not NDIS. As of October 2013 this category waie med to Forensic SDIS

Only. 5\'0
Revised Cambridge Reference Sequence (rC
A revision of the standard sequence (CR§ in @ndrial DNA typing.

“Scientific Reason”
A statement that supports a search few @n the required minimum of STR loci at the
state or national level, such as t)‘%)are ence of mixtures, sample degradation or limited
sample availability. C)

SDIS
The Sate INA Index §stem. The Sée s repository of DNA records under the control of state

Qﬂtral point of contact between all New York State local labs
f

authorities. SDIS is typically th
and NDIS. (See also Con@é ender Laboratory).

SDIS Custodian
An employee or desi@'of the New York State Police responsible for, among other duties,
maintaining SDIS, @4flting technical requirements of CODIS and proper operation of the
computer hard on which the DNA Databank resides.

N

Search
A meth@comparing target and candidate profiles to see if any match.

Se@Stringency Parameters
Allows the user to define the number of alleles per locus that the target profile and candidate

profile must have in common. It is a user-defined setting that is used as a filter to report locus
matches of equal or higher stringency (see Low Stringency, Moderate Stringency, High
Stringency).
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Search Results
After CODIS determines that two or more DNA profiles match, an electronic report is generated
by CODIS and is distributed to the laboratories responsible for the matching profiles. %

Searcher

Searcher is an application within the CODIS suite of software products. It pro % eans of
locating specific DNA profiles by searching the profiles within the CODIS in \ r potential
matches to a target DNA profile.

Specimen/Sample %
The biological sample (for example, blood, semen or epithelial ceII% is the object of DNA
analysis for purposes related to forensic identification or statistic lation sampling.

Specimen Category

Used to classify a DNA profile and determine j |ch a specimen can be transferred.
For example, unidentified person, foren5|c copy number categories will be
inserted into the Forensic index. %

Specimen ID O

Identification number associated\{™ @lle entered into the CODIS system. Specimen

ID numbers must be unique and can be n&Jopger than 24 characters. The OCME Department of
Forensic Biology uses a standard for which is explained in section 4.1 of this manual.

Specimen Manager 5\6

Specimen Manager (SpecMa ODIS module that provides a simplified, central interface
for managing specimens é&cords) In SpecMan, views of specimens can be created using
different criteria, specime@\n be marked/unmarked for upload and uploads can be sent.

Spouse \

The known refere mple voluntarily provided by a presumptive parent of a common child.
The DNA profl@r this specimen category are stored in the Spouse Index. The DNA record of
a spouse sh removed if the missing person corresponding to this reference sample has been
identified.

dex
@se Index consists of the DNA records of a presumptive parent of a common child of a
missing person.
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Statute of Limitation

A statutory provision which sets forth the maximum period of time that can lapse after a criminal
act occurs for it to be taken to court. If that maximum time period passes and the perp@or has
not been formally charged for the criminal act, then he or she never can be. \

Stringency Q

Stringency levels define the number of alleles that must match in order to pr \ match (low,
moderate, or high). y\

Subject Index %

An Index in the State DNA Database that contains samples from ¢ d offenders seeking
early release from prison or parole, probation instead of prison, bargaln to a lesser offense
or those participating in the Department of Correctional Servicéxlscretlonary program that
results in early release of the offender into the cgagmunity.

e .0
m. T)@vm, which contains the bar code
d to& nvicted offender laboratory along with

offender’s identifying information, and the
ctltt)
Submitting Agency

The agency that submitted evidencig\orensm DNA crime laboratory. The submitting agency
is responsible for investigating cri

Submission Form
The DNA Databank Specimen Submissgi

number of the offender’'s sample, is s I
the offender's DNA sample. This f
facility responsible for the sampl

Suspect

An individual whose identgP known to the police and who is alleged to be the perpetrator of a
crime. Exemplars coll rom a suspect, such as blood or buccal specimens, or pseudo-
exemplars such as c%te butts or soda bottles, received in the laboratory for DNA comparison
purposes, are con@ d evidentiary.

Suspect Cas
1. A case ich DNA testing has been conducted and the listed suspect(s) have been included.
2.Aca #th a suspect listed and no DNA analysis has been performed to exclude them.

Tam@)NA Profile

A target profile is a DNA profile for which you are trying to find a matching DNA profile. This
profile is submitted by a criminal justice agency for the purpose of searching against DNA
profiles maintained by SDIS and NDIS which could match an indexed DNA profile.
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Technical Leader
An employee who is accountable for the technical operations of the laboratory and who is
authorized to stop or suspend laboratory operations. %

Technology
The type of forensic DNA analysis performed in the laboratory, such as RFLP,\ ' STR, or

mitochondrial DNA. '\

Unidentified Human (Remains) Index

Consists of DNA records from recovered living persons (for example,&#dren who can’t and
others who can’t or refuse to identify themselves), and recovered rsons (including their

body parts and tissues) whose identities are not known.

Unidentified Person ’\'O
The DNA profile developed from the recovere ase @uding body parts and tissue) or an

individual who is unidentified (for examplg 't and others who can't or refuse to
identify themselves). The DNA profile f YQ speC| ategory is stored in the Unidentified
Human (Remains) Index. Q

Upload \

The transfer of electronic data fr(?a, @of CODIS (LDIS or SDIS) to an upper level
(SDIS or NDIS). @

User
Personnel who have login acces ’QECODIS and/or qualified DNA analysts who are responsible
for producing the DNA profiles&h in NDIS.

User Defined 1, 2, 3
CODIS case dlsp03|t|ob§'hat can be defined by the user in the event that the others are not

appropriate.
S

ed when OCME tests and enters a sample into the database that was
nd entered by another lab. Typically, this occurs in missing persons cases
erforms not only STR but mitochondrial testing as well.

Usgged 2 is generally used when a forensic sample hits an additional sample taken from
the e offender which the forensic sample had hit previously. This is defined by agreement
among all the NY labs.
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User Defined 3 is generally used when a forensic sample hits a known sample at SDIS which
turns out to be a victim, witness, consensual partner or other elimination sample which was
unable to be obtained for in-house testing. Forensic samples involved in matches/hits %
type are then removed from the database. This disposition is also the “catch-all” for
uncommon match resolutions. This disposition is defined as needed by the LDIS %

concurrence by SDIS. \(1/

Use and Dissemination Agreement

An official document allowing the transfer of Databank information from gency to another.
This document contains requirements for the confidentiality and dissefpqgtion of DNA
information and procedures for laboratories participating in SDIS a S.

Waiting for More Data

Disposition in CODIS. Additional testing may b eeded to m or refute the match or rank.
This may or may not be possible; therefore thi n eing a “final” disposition for a
match, however this is not optimal. é

Warm match/hit

A warm match occurs when COD pro Qatch based on prior knowledge. A typical
example is when DNA profiles fr ver match that were submitted to the laboratory as
a pattern, or when a suspect exe pIar su ed for a particular case matches that case.
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2.1

OVERVIEW OF THE CODIS PROGRAM

Forensic Biology CODIS Overview %

The Department of Forensic Biology will enter DNA profiles from evide ﬁygms into
LDIS in accordance with departmental, New York State and FBI CO r\\r edures.
These profiles will be compared to DNA profiles from other Fore gy cases. The
information in LDIS must either be eligible for entry into the Ne r@ State SDIS or be
unmarked for upload (such as SDIS-ineligible forensic prof|I spect profiles).

The primary requirement for a DNA profile to be entered ifto SDIS and NDIS is that it
be from an item of evidence that reasonaRly could b ted to contain the alleles of
the perpetrator. To attempt to eliminate t 055|b| the alleles being from the
victim or other non-perpetrator, there ea alth effort to obtain the necessary
victim exemplars or other eliminati e ere appropriate, at least one such
effort should be made and doc din t@se record (e.g., NYPD paperwork, case

contacts, etc.)

NOTE: DNA profiles are @ only if a crime has been committed. If a case
has been deemed to be unfbun he NYPD, no DNA profile generated in that case is
eligible for entry.

Forensic DNA profiles in
LDIS. After upload to
York State SDIS.

\’VI” be compared to all other forensic DNA profiles in
, they will be compared to profiles contained within the New
NA profiles eligible for NDIS will be uploaded to NDIS and

Candidate
associate

s will be subjected to a confirmation process, including review of the
file(s) and data. After a forensic-forensic, forensic-offender, forensic-
orensic-suspect match has been confirmed, the New York City Police
Depagt t and the appropriate District Attorney’s Office(s) will be notified.

view of the associated case file(s) and data. After the match has been confirmed, the

:|®|ng persons candidate matches will be subjected to a confirmation process, including

edical Examiner of record and the OCME Identification Unit will be naotified.

The Department of Forensic Biology will track the usefulness of the CODIS databanking
program with the assistance of the Office of the Criminal Justice Coordinator, Offices of
the District Attorney and the New York City Police Department.
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2.2 Combined DNA Index System (CODIS)

COmbined DNA Index System (CODIS) is the Federal Bureau of Investigation P@am
that refers to the entire system of DNA indexes (convicted offender index, foreh\i mdex,
etc.). CODIS is a hierarchy of DNA databases from forensic laboratories a dthe
United States maintained at the Local, State and National levels. It co ﬁb A
profiles of individuals previously convicted of serious crimes as well ag f sic DNA
profiles (collected from items of evidentiary value). Suspect profil a% e maintained
and searched at the local level only. Its function is to identify D @tches between
convicted individuals and forensic DNA profiles as well as DN ches between
forensic DNA profiles. All 50 states; Washington, DC; Puer@ ; Guam; and 3 federal
labs participate in CODIS. The goal of CODIS is to provi({in stigative assistance to
law enforcement investigators in the field. \O

2.3 LINKAGE 74) Q(b

*

The Department of Forensic Bi aintaj Separate database of DNA profiles
generated during the analysis ses. GE does not contain mixed profiles or
ders.

DNA profiles from convicted ‘L es contain DNA profiles from suspects
identified during the inves YOn o@‘?es. LINKAGE is maintained separately from
the CODIS software. Its fulctiog is entify potential local hits quickly before case
completion so that these case be expediteaf October 2013 DNA profiles will

no longer be entered into E. Instead, these profiles will be uploaded to

LDIS in the LDIS-only CQ, pecimen category.

See also Section 4C)O

2.4 CODIS Loc@NA Index System (LDIS)

ocal DNA Index System (LDIS) contains forensic DNA records including
ixture profiles, missing person profiles, and relatives of missing person
7 LDIS may contain suspect profiles, which are not eligible for SDIS or NDIS.
@ nction of LDIS is to search for DNA matches involving mixture profiles (not
Q viously identified in LINKAGE) as well as those matches already identified through
INKAGE. It also serves to select eligible profiles for submission to the higher levels of
the CODIS hierarchy.

See also Section 4.5.
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2.5 CODIS State DNA Index System (SDIS)

2.6

2.7

The CODIS State DNA Index System (SDIS) contains the DNA records from all %I
DNA laboratories within the state. SDIS is the next level after LDIS in the COW\%
hierarchy. It is the state’s repository of DNA identification records and is u control
of state authorities. In New York, the SDIS is maintained by the New Y e Police
Forensic Investigation Center. In most states, including New York, S&t h®S a Forensic
index and a Convicted Offender index. SDIS typically serves as tlﬁe ral point of

contact for the state and for access to NDIS. ; \

CODIS National DNA Index System (NDIS) \

The CODIS National DNA Index System IS) is sQ—administered centralized
system of DNA identification records ¢ uted state and local participating
laboratories. NDIS is the highest Ie@ he & hierarchy and receives records from
every lower level and supports rchin{%ction of CODIS.

O

Retired versions of C ( )

CODIS 5.7.4 was retired in Iat@io. It was the system which held the DNA profiles
from criminal casework (in INg suspects). It did not have the capability to work with
mitochondrial data or ped; trees.

The Next-GeneratiQ}QlS (CODIS 6.x) system was the analogous database system for
Missing Persong caseé. It also had three levels (local, state and national). It contained
DNA (STR an chondrial) data from missing persons, unidentified remains, and
relatives of pas§irng persons. It had replaced CODIS+mito 1.4, in 2009.

Data fr, DIS 5.7.4 and CODIS 6.x was imported into CODIS 7.0 when that was
insf(a') t OCME, uniting the criminal casework and missing persons databases into
o]

Qlone of the older versions of the program are available or supported anymore.
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ORGANIZATION AND MANAGEMENT

‘o

3.1.1 The interpreting analyst has the responsibility of determining w gl? ornota
DNA profile is eligible for entry into CODIS. The FBI has pre SQ flowchart
which is available to aid in the determination of CODIS eli ~it is available
in the main CODIS directory on the network. @

3.1 Interpreting Analyst (Qualified DNA Analyst)

For those cases not easily resolved through the guid@ provided in the
flowchart, it is important to document your reasonlnq or determining eligibility.
The DB (database) Profile documegtation has& s section that should be used
to document any such reasoning. e&

3.1.2 The interpreting analyst co @cate er determlnatlon(s) to the Technical
Reviewer(s), Assistant ogram Manager and the CODIS
support staff through th of th Profile documentation in the LIMS

system.

3.1.3 ltis primarily the regon bl@f the interpreting analyst to compare appropriate
preliminary DNA proflle ose in LINKAGE, LDIS and Lab Types, determine

if there are any loca es (to another case, a suspect, or profile in Lab Types),
and expedite any d testing. If a pending match is confirmed, the analyst
must enter the priate data on the DNA-HITS secure website. The DNA-
HITS entry ifius reviewed before it is approved and notification made.

3.1.4 ltisthe onsibility of the interpretingadyst to alert their technical reviewer
of an IS-related actions on their case work. Such actions would include
su ent determination that a profile should be removed from CODIS (sample
@ to have come from the victim, husband or boyfriend) or an incorrect
Qz rpretation was made so a profile must be modified. The technical reviewer
O ill then alert the appropriate Assistant Director and the CODIS Program
Manager. The technical reviewer will ensure the appropriate forms are filled out
Q and provide this information to the CODIS staff for processing.
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3.2

3.3

Technical Reviewers — profiles for entry into CODIS

3.2.1

3.2.2

Technical reviewers are responsible for reviewing CODIS profiles submi with
each case they review for accuracy, completeness, correct specimen i(h%' ¥iCation
numbers, any local matches, ensuring profiles are not from eliminatigo rces
and meet criteria for entry into CODIS. The technical reviewer (Qs d
technical reviewer, for those cases requiring enhanced review)\s Xe®ponsible for
routing the DB Profile documentation to the CODIS suppor r entry into
LDIS.

The review(s) of the database profile must be docun%e?? in the case record.

Technical Reviewers - matches \OK

3.3.1

3.3.2

3.3.3

3.34

QO

3.3.5 The technical reviewer(s) are responsible for routing the DB Profile

The final technical reviewer of le ls %nsible for notifying the NYPD
designee and the appropriat co er completion of the match
confirmation process for A s discovered in LINKAGE and/or
LDIS. This is accompli by en that the DNA-HITS data entry has been

laboratories and law enf; ent agencies needed to investigate local, state, and
national confirmedc% atches. The interpreting analyst will aid in this

process. Q

Technical rgffeWwef(s) are primarily responsible for requesting exemplars and
eliminatign les from victims, family members, employees of businesses or

any oth mplars as needed. These requests go to the NYPD and/or the
appropf¥\qte district attorney’s office.

reviewed, approveq a € Nnotj# n email sent.
The technical revie er(E a@sponsible for communication with other

chnical reviewer(s) are responsible for reviewing CODIS profiles submitted
each case they review for accuracy, completeness, correct specimen
entification numbers, any local matches, ensuring profiles are not from
elimination sources and meet criteria for entry into CODIS. This includes
bringing any CODIS considerations related to a case that may not be apparent
from the DB Profile documentation to the attention of CODIS staff.

documentation to the CODIS staff for entry in LDIS.
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3.3.5 The technical reviewer(s) are responsible for reviewing data required for match

confirmations and hit notifications for local matches made in LINKAGE and/or

LDIS. '\6

3.5 CODIS Staff Q

3.5.1

3.5.2

3.5.3

3.54

3.5

Wherever possible the CODIS staff is responsible for reviewi \(]&ua
contained in the DB profile documentation submitted with e% e for
completeness before entering and/or importing data into ﬁ

The CODIS staff is responsible for performing autos s of the database,
sending the New York State SDIS a regularly-schegule upload of forensic
profiles, processing CODIS data modifications gements deletions, monthly
hit counting and general malntena of the

The CODIS staff is responsl al of Forensic Biology files involved

in candidate matches m ugh DIS software, evaluating candidate

matches and ensuring t app jate agencies are notified of all confirmed
CO t

matches made throug& ware.

and Missing Persons/U tified Persons profiles. For LCN candidate matches,
the evaluation of th c&) ate match is done by an LCN-trained analyst, with the
match notification y the CODIS staff. For MP/UP candidate ranks or
matches, any kinspcalculation and notification is done by a member of the
Missing Per oup.

Exceptions to the a ve g e for candidate matches involving LCN profiles

pape and maintenance of all binders containing the DB Profile
do %1 ation, CODIS user information, and all other CODIS documentation.
A&ders will be maintained in the CODIS area.

ODIS staff is responsible for training system users and new CODIS staff

CODIS E’@is responsible for maintaining system records including all relevant

O concerning practical CODIS issues.

Q.S.G

The LDIS database is backed up automatically, by the city’s network systems.
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3.6

3.7

CODIS Administrator

3.6.1 A CODIS Administrator is a member of the CODIS staff with administrati
rights as defined by the CODIS Supervisor. The CODIS Supervisor, C(b%
Manager and designated members of the CODIS group as designat y the

CODIS supervisor, have Administrator rights. (1/
$ {O\}DIS, importing

3.6.2 These rights include, but are not limited to: entering profile
profiles electronically into LDIS, autosearches in LDIS, k @d searches in
LDIS, deleting/modifying profiles in LDIS, user mainten%, software updates,

and processing uploads.

CODIS Custodian/Supervisor (Crim(inalist IV)\'O\

3.7.1 The CODIS Custodian/Supervi@ thg && administrator of the laboratory’s
CODIS network. The COD odian ponsible for overseeing all
operations of the CODIS . Thi aéponsibility includes, but is not limited
to: entering profiles into S,s re updates, user maintenance, processing

uploads, evaluating caqdrate s, hit notifications, oversight of CODIS
computer training, iy asguradece and security of DNA profile data stored in
CODIS. \

3.7.2 The CODIS Custod| ervisor has the authority to terminate the laboratory’s
participation in CO the event of a problem until the reliability of the
computer data e assured.

3.7.3 TheCO ISGugtodian/Supervisor is the liaison between the Forensic Biology
Depart nd the SDIS Custodian of the New York State Police Forensic
Inves}ig&tidn Center.

3.74 T@ODIS Custodian/Supervisor is responsible for reviewing the biweekly
ad resolution, monthly hit counting and ensuring that all candidate matches
O ave been evaluated and dispositioned.

Q. .5 The CODIS Custodian/Supervisor is responsible for the oversight of maintenance

and filing of all documentation required for NDIS participation such as
proficiency test and audit documentation.
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3.7.6 The CODIS Custodian/Supervisor is responsible for supervising the CODIS
support staff and ensuring that all functions associated with CODIS staff are
performed in a timely manner. %

3.7.7 The CODIS Custodian/Supervisor and the CODIS Program Managﬁ ther,
have the authority to modify or remove profiles from the databas are
causing an excessive amount of spurious (false) candidate m Sﬁ he CODIS
Match Estimation Utility can be used to document such prof

Modifications could be accomplished by the addltlongg\;bhgate allele

designation to one or more loci or by other methods ed appropriate to the
sample.

N
3.8 CODIS Program Manager(Assistar@irecto \,O

3.8.1 The CODIS Program Manay @esp&@for the supervision of the CODIS

staff.

3.8.2 The CODIS Program ger onS|bIe for insuring the Forensic Biology
Departmentisin c e FBI Quality Assurance standards relevant
to CODIS.

acceptable need to st a keyboard search at SDIS/NDIS at the request of the
NYPD or DAO. O

In the abser@f the CODIS Program Manager, a keyboard search at SDIS/NDIS
may be approved by the CODIS Custodian or a member of the management team.

3.8.3 The CODIS Progr@e@ger is responsible for determining if there is an

3.9 Networ @pport Staff

3.9.1 rmation technology (IT) specialists from DOITT, the city’'s computer service,
re responsible for day-to-day maintenance (including regular backups) and
physical and electronic security of the CODIS servers and other hardware.

2.9.2 Those IT staff members with access to the CODIS server must undergo the FBI
security clearance process and be added to the user list as CODIS IT users. They
are not authorized to enter profiles or manipulate them.
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PROFILE MANAGEMENT

4.1 CODIS ldentification Number (Specimen ID Number) %

numbers will be used in the body of the description. Do not u her spaces

4.1.1 Each profile entered into CODIS will have a unique identifier. Oﬁ@g ers and

QO

characters (# or $) when indicated below. The standar at for entering

or any other characters, except a dash (-), period, or grané@ special
m
specimen information into CODIS is as follows:

The first eight to ten characters will encompass th orensic Biology laboratory

number (last two digits of the year,Jollowed b , followed by a four digit
number if the case is from 2006 or@&¥tlier, or d|g|t number if the case if
from 2007 or later) followed by Ift cimen is from a contract

laboratory the year will be pr oratory abbreviation (Bode
Technologies (BT or BTB@Mmark ostics (CD) or Genescreen (GS).

Vouchered items:a%&g%lst th Qgits of the voucher followed by a dash.
s aud

Post mortem item

P& ed by the item number followed by a dash.

The final set of char ill be reserved for sample type and identification:

Out-of-iurisdictiq\w&es add “O0J” followed by a dash.

that ibe the item, the item number, and the stain designation followed by
a If there is only one item of that type in the case (e.g. one pair of jeans,
eer bottle, or one baseball cap) the specimen ID need not contain the
or stain number. This segment may need to be shortened to help the
Specimen ID comply with the 24-character upper limit.

Stained iEemgin‘neets, clothing, etc.add a few (2 to 6) letters and/or numbers

For stains with differential extractions the designations below will apply to the
fractions.

Controlled versions of Department of Forensic Biology Documents only exist electronically on the

Forensic Biology network. All printed versions are non-controlled copies.



FORENSIC BIOLOGY CODIS MANUAL

4.0 PROFILE MANAGEMENT

DATE EFFECTIVE LAST REVISED APPROVED BY PAGE
09-01-2014 11-24-2014 MARIE SAMPLES 40 OF 115

Sexual assault kit itemsthe abbreviated descriptions for source and differential extraction
fraction (if appropriate) below must be used. Stain designations or the dried secretion swab
numbers should NOT be used unless there are multiple DNA contributors from the san@jse on

the same sample type, and samples need to be distinguished from one another: }\
Dried secretions swah described aBS (1/
Oral swabs or smear described a®S \
Vaginal swabs or smear described a¥S '\

Vulvar swabs or smearsdescribed a¥'U

Cervical swabs or smeardescribed a€S %\
Anal swabs or smear described a8S

Perianal swabs or smearslescribed aBPA

Penile swabs or smearslescribed aPS OK
Underwear described abBW

Sperm fraction described a

Epithelial fraction descri %i
Substrate/swab remai ondes@d aSR
Missing and Unidentifi

rson eshe specimen ID will follow the same
general format er E) K:
e

» Case number¥ollow a dash
* For vouchered ite@\add last three digits of the voucher followed by a

dash.
* To differenti tween sample types, use R for Relatives of Missing
Persons, issing Persons (or Deduced Missing Persons) samples,

and r dentified Human Remains.
e $-fo es worked with grant-funded supplies

Rel&jves of Missing Persons: the abbreviated descriptions below will be
or samples from relatives. If more than one sibling, other maternal

&ative or other paternal relative is submitted, designate each with a number
0 after the abbreviated description:

O Mother described as M
Q Father described &5
Biological Sibling (brother or sister) describedsas
Other Maternal Relative described as OM
Other Paternal Relative described as OP
Spouse (other parent of child(ren) in common) described as SP
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Missing Persons: add 4-5 letters describing the item, item number, and/or
cutting followed by a dash. This segment may need to be shortened to help the

specimen ID comply with the 24-character upper limit. %

Unidentified Human Remains: utilize “PM” and item number foIIo@
dash or item number depending on where the item is submltti

Grant-Funded cases add the special character followed by ThIS
segment should be omitted from the specimen ID if nei ondition applies.
The first instance of grant assistance determines w mbol is used, it

cannot be both. Q

# - for cases worked on weekend overtime gré\noney
$ - for cases worked with grant- ded su

AS assault, attemp h mici related cases

Case type indicator the Iast no § f letters indicating the case type.
BU burglary and d ca %
DR drug poss?&w an d cases
HO homicide cases
MP missing and unig&gtified persons cases
RO robbery, attempite)l robbery, and related cases

SA sexual assa¥lt\and related cases

WE weapon ession and related cases
AU aut grand larceny auto), unauthorized use of vehicle, and related cases
OT use\or any case type not covered above

x
&
0\}

QO
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4.1.2 Examples

Example 1 case no: FB0O7-00022, voucher N123456, item #1: purple shi@ain
1B; assault. Specimen ID number will be: 07-00022-456-PS1B-AS

Example 2 case no: FB00-1257, post mortem kit item PM 2F, v ﬂ%w

sperm cell fraction, homicide. Specimen ID number will be: 0 QY\ M2F-

VSSF-HO

Example 3 case no: FB08-01034, voucher P124589, it@uB glove, scrapings,
I

burglary, examined on a weekend. Specimen ID nun% be: 08-01034-589-
GLSCR-#-BU

cigar butt, sample amped usmg s pu d on grant. Specimen ID number

Example 4 case no: FB11-05500, ucher 1 832 item #1, auto theft case,
will be 11-05500-832-CB1- $ -A

Example 5 Cellmark Diﬁ@%ucs b case CD01-0001, voucher K321123,
sexual assault kit und r sta rm cell fraction, sexual assault. Specimen
ID number will be: @1 ! -UWSF-SA

Example 6case no: FB 1234 bone, PM1, unidentified human remains.
Specimen ID number : 11-01234-PM1-U-MP

Example 7 case QBO4 1234, voucher number K123456 , brother and sister of
Missing Pergen \Specimen ID numbers will be: 04-1234-456-S1-R-MP4and
1234-456-8@)\AP

There i aximum limit of 24 characters for the specimen identification number
inC . The above specimen identification system should not be deviated
fr nless it is necessary to distinguish two samples, or under unusual case

6 tions.

zeg) Suspect profiles entered into LDIS will have specimen IDs of the form XXX-
10-S0000 regardless of whether the case is from the LIMS era or before. This
Q special format is intended to prevent the CODIS team and others from placing the
suspect in the wrong index where it might be accidentally uploaded.
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4.1.4 LDIS Only profiles entered into LDIS will have specimen IDs of the form
LLL-13-00000. This special format is intended to prevent the CODIS team and
others from placing an evidence profile which is ineligible for NDIS, into ah
index where it might be accidentally uploaded past SDIS. Extensions s —
MDA or —FDA may be added when there is more than one LDIS onl for
a case, to aid in distinguishing between the two. \(1/

4.2 General Guidelines for Entering STR Profiles into CODIS\
(see also table at the end of this section)

4.2.1 Procedures for determining STR typing results are d % in the current Forensic
Biology STR manual. \

4.2.2 All STR profiles and mtDNA sequei®ges that
technical review prior to entry in S. T, hnical review includes
evaluation of associated posi% d \ve controls, the eligibility of the DNA
profile for CODIS, as we ‘op urin ppropriate exemplars and/or
elimination samples havé;én reaéed at least once.

4.2.3 All 13 core STR Io@ apQP\e additional technologies as needed must be
attempted on appro riati es in order for that sample’s data to be eligible

for CODIS.
O

DIS eligible must undergo

>

424 a. A minimu ore loci are necessary for entry into CODIS in order to
be uploa SDIS. A minimum of 10 core loci are necessary in order to
be u to NDIS. Additionally, all profiles intended for the Forensic
Mixtu d Forensic Partial indexes must satisfy a statistical threshold for

ma¥%¢h rarity of approximately one in the size of the NDIS database. This
i termined using the CODIS Match Estimation Utility, setting the

@a abase of size t¢ the current database size rounded up to the next
& million for NDIS and next hundred thousand for SDIS.
c}) For Missing Persons and Unidentified Human Rameases, the
O following minimum core loci plus Amelogenin are necessary for upload
Q into CODIS and Next Generation CODIS:

Unidentified Human Remains: 6 for SDIS, 7 for NDIS
Missing Persons and Deduced Missing Persons: 8 for SDIS and NDIS
Relatives of Missing Persons: 13 for SDIS and NDIS
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42,5 The DNA result from each locus will be entered on the DB Profile documentation
in the form p, q for heterozygotes (in ascending order) and p, p for homozygotes
(for example, THO1 6, 7 or 6, 6).

4.2.6 In certain circumstances, a single obligate allele may be entered as '730
single-source DNA profiles, this is allowable only as described in 4 3.6.
If this option is used, the profile must be placed in the Forensi \{t Forensic
Mixture, Forensic SDIS Only or LDIS only index.

This convention may not be used for Missing Persons, @n ves of Missing
Persons, and Unidentified Human Remains cases. vention may not be
used for suspect samples. K

No more than two alleles per lo th ptlon of one three-allele pattern
to allow for genuine trlsomy) Missing Persons, Relatives of
Missing Persons, and U i d Hu emains cases.

4.2.7 Forensic mixture profiles shall We more 4 alleles at any locus.

4.2.8 Only DNA data deriv de a& of NDIS accepted PCR loci/systems shall
be entered into C ted PCR loci/systems are referenced in the
FBI NDIS Standard for Ac nce of DNA Data.

4.2.9 Forensic Biology Lab%;;@y reports that contain results eligible for entry into
CODIS contain a st nt indicatithgt this information has been added to and
will be maintaine e CODIS system.

4.2.9.1 When a pr@?is removed from CODIS for any reason, a statement in the report
must in e that the profile was previously searched but has been removed.
Deper&on the timing of the removal, the statement may be in the initial
repc@ in an additional report.

4.2.1@ntly, profiles developed using Low Copy Number amplification techniques
0 e not eligible for entry into NDIS. They can, however, be uploaded to NY-

O SDIS for searching, via the Low Copy Number specimen category of the Forensic
Q SDIS Only Index. Samples in this SDIS Index are unmarked for any further
upload (i.e. to NDIS).

Controlled versions of Department of Forensic Biology Documents only exist electronically on the
Forensic Biology network. All printed versions are non-controlled copies.



FORENSIC BIOLOGY CODIS MANUAL

4.0 PROFILE MANAGEMENT

DATE EFFECTIVE LAST REVISED APPROVED BY PAGE
09-01-2014 11-24-2014 MARIE SAMPLES 45 OF 115

4.3 Guidelines for Entering STR Profiles Derived from Mixed Samples into
CODIS (see also table at the end of this section)

4.3.1
4.3.2

4.3.3

4.3.4

4.3.5

4.3.6

QO

All mixtures refer to the situation where the DNA profile from the eV|de @
composed of alleles from more than one individual.

As many loci and alleles as possible should be included in theﬁ@rl/submltted to
the database.

a “+” aids in moderate stringency searches by preve some of the spurious

When a locus can be only partially deduced, use of t% te allele designator,
moderate matches possible at mixed loci.

form at the discretion of the inte and the technical reviewer(s) if

an ambiguity exists at that lo or Type Il mixtures below). This

locus, however, can and stlll d in the confirmation process once a
candidate match is ma O

Type | mixture - th@ults ﬁ@h that it is possible to determine/deduce a
complete profile of a on%ib at 6 or more loci. The deduced profile of the

A locus may be designated inc &ve “l n the DNA Profile Evaluation
ee

major contributor or the pdor component will be entered into LDIS.

Only if the allele in
deduced at six
be entered i

iftes are such that the minor component can clearly be
e loci will the deduced DNA profile of the minor component

Type I re - the results are such that it is not possible to determine/deduce a
compé( ofile of a contributor at all loci; the allele intensities are such that the
co or can be deduced at some loci but not at other loci. Enter the deduced
a& at all deduced loci. Any loci that cannot be deduced can be entered as a
ture with the obligate allele indicated on the DNA Profile Evaluation Form
ith a “+”. Because of possible allele sharing, include any alleles that might be
attributable to the perpetrator, even if the victim also has those alleles.

There are two options for entering partially known loci when not all of the
possible alleles at that locus are confirmed.
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Type Il mixture — option ondor entry of a mixture locus: Enter the locus as
“INC”. This may be the method of choice when your profile contains good data
at most of the loci, and the loss of one or two loci still leaves a profile Whi%
meets the Match Estimation threshold and expected to meet the unique'»{

threshold.

Type Il mixture — option twafor entry of a mixture locus: If only n%he
potentially two alleles of the profile at that locus can be det (due to LCN
interpretation rules) or after all attempts to get results for a ly visible but

below threshold peak have failed, enter the one known with a “+”. Thisis a
CODIS method of designating that “another allele m resent at this locus.”
The advantage of listing one known allele over nong o™INC” is that a match
might be found at moderate stringency, but will nt at least most of the

spurious candidate matches whichMight occ thing at all is entered for that

locus. @ . Q

For example, a 10+ woul 1 9, 10@,‘10; 10, 11... but would preclude
anything that contained allel xample, 9, 9; 9, 11; 9, 12... would not
match, in contrast to MC”, o@ntry at that locus, which would allow any
allele to appear at @cus t be a mismatch.

This option is only meant d§ enhance a limited number of loci in a profile, for

instance to enable a p with 9 loci to meet the minimum amount (10 loci)
needed in order to arched at NDIS instead of being stopped at SDIS. Certain
criteria must be d documented in the case record in order to justify using
this method: 6

. Docurﬁrﬁltation from the CODIS Match Estimation Utility which estimates
thatQ umber of moderate matches a profile will generate in a database of a
i@ ize Ns not greater than one, despite its being a mixture and/or partial
ature.
O&Pdatabase size, Nse the current SDIS or NDIS size, rounded up to the
O next 100,000 or 1,000,000, respectively.
O = This is the one and only instance on a DNA Profile Evaluation Form when a
single allele is entered in the box for that locus. The “+” must also be present.
Q » The interpreting analyst and/or technical reviewer(s) submitting such a profile
may be called upon to evaluate all candidate matches found when the profile
is searched.
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4.4  Entering STR Profiles into LDIS

4.4.1 CODIS eligible profiles will be entered into LDIS by CODIS software-trai

4.4.2

4.4.3

4.4.4

staff only. The profiles entered and/or imported into LDIS must fall mto@
the following CODIS categories: Forensic Unknown; Forensic Mixtu ofensic
Partial; Forensic SDIS Only; Low Copy Number; Suspect, Know
Persons Index; the Relatives of Missing Persons Index or the \W fled Human
(Remains) Index) (see section 1.0 - CODIS Terms and Abb s for
definitions; for procedural guidelines on how to enter a pgoN to LDIS, see the
FBI CODIS Training Manugl For a list of NDIS-approv PCR Kits,

consult the current version of NDIS Operational Proc Manual

Profiles matching the victim or elimination sa or example, a family
member or a consensual sex part unamby ly will not be entered into

CODIS. For a profile to be una ously ted to the victim or elimination
sample, an exemplar must b pared to the profile in question. Itis
not sufficient to make an tlon on case information that the profile in
guestion matches the w@ rco ual sex partner.

Profiles that are cl er a case or crime will not be entered into
CODIS. For example, a elﬁ’profile from a condom from which a female
profile was determined he victim is excluded as the female contributor of
DNA. This will be at t cretion of the appropriate Assistant Director and the
CODIS Program M r. The determination can be aided using the CODIS
Guide to Determj hat is Allowable for Entry into the Forensic Index at
NDIS

Local suQﬁL%ct profiles reside in LDIS. They arenot eligible for upload to higher
levels IS. Local suspect profiles will be entered into LDIS (Suspect,
Kn dex), unless:

6 4.1 A properly executed court order dictates otherwise concerning a

specific sample. When any court order or similar paperwork is
received, the OCME Legal Department must be consulted and provided

QO a copy of the paperwork.
4.4.4.2

The exemplar was submitted subsequent to a partial match notification
and does not match the case for which it was submitted.
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4.4.5 Entry of a profile into LDIS will be documented on the DB Profile documentation

4.4.6

4.4.7

4.4.8

in the case record.

Upload of a profile to SDIS will be documented by including a copy of tl1\%
CODIS Specimen Detail Report in the case record.

Non-victim DNA profiles derived from evidence that are not eligible ¥r CODIS
entry will be entered into the LDIS Only CODIS category (fq &m le, a profile
obtained from the clothing of a suspect, or a weapon takel\\%ctly from an
arrestee).

Off ladder alleles above or below the allelic ladder reQﬂered as < (lowest allele
at that locus) or > (highest allele), respectively. @fﬁcial standardized NDIS

allelic ladder is %\'

CSF1PO <6, 6-15, 515\ *\Q
D13S317 <8, 8-15, > 6
D16S539 <5, 5-1 *QSA Q
D18S51 <9, 9- s O
D21S11 <2 2-38, $3)

D351358 <1X 12-19!

D5S818 <7, 7-16. N6

D7S820 <6, e-qé Y]

D8S1179 <8 \ ">18

FGA <18, 1%-30, >30

THOL1 =5, ,>10
TPOA<G) 6-13, >13
\% <11, 11-21, >21

genin X,Y
% S433 <9, 9-17.2, >17.2
251338 <15, 15-28, >28

0 Penta E<6 6-24, >24
0 Penta D <2.2, 2.2-17, >17

4.@Iadder alleles which fall within the lower and upper limits at each locus should be

entered as determined by the analysis software (e.g. an allele
called as 9.1 should be entered as 9.1, not 9.x).
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4.4.10 If a discrepancy exists on the DB Profile documentation (for example, writing is
not legible, reviewer’s initials are missing, the specimen ID appears incorrect or is
too long) the Interpreting Analyst (IA) or the technical reviewers for that sl@
must resolve the discrepancy befdhe data from that profile is entered. I]\Q
discrepancy is discovered once the profile has already been entered%rI
modification or deletion/re-import may be needed (case by case ation).
Specimen ID problems may be corrected by a member of the |$/staff.
Interpretation issues should be discussed with the appropri%% stant Director.

4.5 Modifying or Deleting an STR Profile from CODIS %\

4.5.1 Modification of data already entered into CODIS mqb due to several reasons:

= Additional testing has been cormgpleted on mple.
= An interpretation error was dj red ing the profile.

= The profile could be imp,ro& y thg\ Ition of the obligate allele designator

SR
Once i beer&mined that a profile must be modified in

CoO Pr@j dification form should be filled out and
subniitted to ODIS staff for processing. The original
Profile M@Qcation form will be maintained in the Profile
Modifi% form binder and a copy will be added to the case
rec

4.5.2 Any modificg r@a DNA profile once it has been entered into LDIS will be
documentedNn he appropriate profile modification log.

N

4.5.3 Reasonebr administrative removal/expungement might include:

-&A profile entered is later determined to be from a victim, witness,
0 consensual partner, family member, etc.
O Documentation is provided for legal expungement.
O " A determination was made that the profile should not have been entered
Q into CODIS due to a user problem (for example, the IA has failed a
proficiency test during the time the data was generated) or a systemic
laboratory problem.
" Profiles from missing persons and/or relatives of missing persons are
removed once a person is identified. Profiles from unidentified human
remains will be removed only if the body recovered is intact.
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Once it has been determined that a profile must be deleted from CODIS, a Profile
Removal/Expungement Form must be filled out and submitted to the CODIS staff
for processing. Unless there are time restraints surrounding the deletion %
example, in response to a court order requiring it before the next local q&
so, an Expungement Request letter will be sent to the SDIS custodi%th

- if

deletion will be processed with the next upload to SDIS. (1/

The original form will be maintained in the Case Deletion/E \nent form
binder and a copy will be added to the case record. The n will also be
recorded in the Upload Deletion/Expungement log at th€Rde it is processed. The
deletion portion of the reconciliation report from the u ill also be printed

and placed in the Case Deletion/Expungement fOHKbI er confirming that the
deletion was completed. @

4.6 Routine Searches of LINKAGE a@ls&

*

*
4.6.1 Interpreting analysts and their M | revi \ will routinely compare appropriate
preliminary DNA profiles to thoG INK and LDIS.

4.6.2 LDIS autosearches will b@duc r the addition of new profiles into LDIS and
before an upload to SDIS. Whis se will serve to ensure that no intra-laboratory DNA
matches were overlooked, and&ack local DNA hits using the CODIS system. LDIS
autosearches will be perfor% the CODIS staff only.

4.6.3 Al LDIS autosearches&e conducted at moderate or high stringency using a
minimum of six loci efault setting is moderate.

4.6.4 Samples with VQ'r more loci will also be searched, allowing one locus to have either
low-stringenc on-matching results (“one-mismatch search”).

46.5 All LDI@didate matches will be examined. The CODIS staff will investigate any
ot already documented and ensure that all proper notifications are prepared,
and made expeditiously. The CODIS group may return such matching files to
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4.7

4.8

Uploading Profiles to SDIS/NDIS and Search Policies

4.7.1 All appropriate LDIS profiles will be uploaded into SDIS by the CODIS st%
Currently, New York State local DNA laboratories upload to SDIS biwed%%,1 ith
the SDIS search performed shortly thereafter. Forensic STR Index, UMdenhtified
Human (Remains) Index and Missing Person Index profiles contgini 0 or more
loci are searched at both high and moderate stringency. Profilf& 6-9 loci are
searched at high stringency only unless placed in the “Fores IS Only”
index.

4.7.2 LDIS profiles for upload to SDIS will be from ewdent@?mples ddhder
no circumstances will known human reference sa e uploaded to SDIS

forensic indexes. Such profiles m e entered § he Missing Persons
Index, the Relatives of Missing Pe s Inde e Unidentified Human

(Remains) Index) if approprlate @
4.7.3 All putative perpetrator nakF
uploaded to SDIS. ***Ng)( * Adgh
be placed in the Oth ern)
the same offender spo

4.7.4 Uploads to NDIS will ta@ﬂace as scheduled by the SDIS custodian.

*

ic Blology DNA pattern will be

al profiles from patterns will no longer

in LDIS. Confirmed additional matches to
as State Defined #1.

Other Searches Q\$

4.8.1 Only DNA mideeveloped by the Department of Forensic Biology may be
compared t KAGE. Requests to compare other DNA profiles to LINKAGE

will not proved and are not allowed.

d searches of LDIS, SDIS, and NDIS are only allowed of DNA profiles

d from evidence. Keyboard searches of DNA profiles from known
ividuals are not allowed.

& Keyboard search requests of SDIS/NDIS are addressed to the Databank
coordinator. This search is requested through the DCJS Databank coordinator and

: is executed at the discretion of the SDIS custodian.

Keyboard search requests of LDIS are addressed to the CODIS custodian, CODIS
Program Manager, or the laboratory director.
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4.8.4 There are assorted reasons a keyboard search would be requested by a laboratory.

O

QO

All requests must be accompanied by a Justification for Keyboard Search Request

form. %

Reason #1 The requesting laboratory wants to search a profile that \ot

searched based upon SDIS or NDIS current search policy. ard searches
for this reason must be, accompanied with a documente ific reason
justifying the search (for example, apparent presence
degradation or limited sample availability). Scientifi (fication must
include but is not limited to a statistical significan e profile (or deduced
loci) that meets the NDIS Match Estimation Utiligy réguirements of 1 in a
database of size.NNDIS does allow keyboard ches of profiles with fewer
than 10 loci, if this required threﬁ)ld can t. A copy of the Match
Estimation printout must be ed t ODIS group with a justification
of this type.

meet the minimum loci requirements for SDIS or NDIS entry x{ not be

Reason #2- The reques&&g S to search a profile before the next
search in a situati ere a n convicted offender is a suspect in a

particular case ed for an expedited search. The initial request
from a Bureau C |ef fro of the District Attorney’s Offices must be
submitted in written fg, must be accompanied with a valid justification

for the urgency, a ust be confirmed that the suspect in question is,

in fact, in the da &'r k. This confirmation is the responsibility of the
requesting a . There must also be a documented conversation with an
AssistantBi r and appropriate case information. Case information from
the DAO\Mu}t include: the suspect’s full name, NYSID number, social
securﬂ;@#, and any known aliases.

T gowing reasons are considered valid urgency justifications by the

ODIS search at SDIS or NDIS:

@spartment of Forensic Biology to request a keyboard search to expedite a

* A suspect has been arrested for a particular case and will be released
without the search. Additionally, there is no other evidence (eyewitness,
fingerprints, etc.) to hold the suspect and attempts to obtain a DNA sample
from the suspect have been exhausted.
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* A strong investigative lead has developed a suspect in a particular case
and the search will lead to an arrest. Additionally, there is no other
evidence (eyewitness, prints, etc.) to arrest the suspect and attem 0
obtain a DNA sample from the suspect have been exhausted.

NOTE: Evenifthe DAO or NYPD can confirm a potenﬂ@%ct

has qualified for entry in the convicted offend ank
this does not insure the sample has been

processed, or entered into the offender d

Expedition of a convicted offender sanﬁp y DCJS does
not have to be in response to a key equest. If the
suspect is based on a strong invegti e lead and the
investigator wants to insure the spondlng convicted

offender sample i
routine search oul ferred to DCJS.

v@e advised to attempt to obtain
a DNA @ % spect and submit it directlyo
Forensb i ogy.o{

Investigatqr
Reason #3- The re@mg Q and/or the Department of Forensic Biology
wants to search proﬁle@re the next search in a situation where there is an

urgency for an expe search to attempt to identify an offender in a serious
or serial crime. K

4.8.5 Both the CODIS dlan/Supervisor and the CODIS Program Manager must
approve key earch requests. Disagreements between the CODIS Program
Manager an thp analyst, technical reviewer(s), or manager requesting a keyboard
search WN)'e resolved by the laboratory director.

Onc yboard search request has been approved, the interpreting analyst will
f@a Forensic Biology Keyboard Search Request form and forward it to the
\} IS staff for processing. All keyboard search requests will be processed by
0 e CODIS staff. If the keyboard search request is for SDIS, the CODIS
O supervisor will discuss the request and case information with the DCJS Databank
Q coordinator via telephone and fax the request form accordingly. Documentation
of the request and search results will be added to the case record. Keyboard
search requests from outside laboratories are kept in the Keyboard Search
requests binder. The interpreting analyst requesting the keyboard search will
be responsible for evaluating all candidate match results from the search
within 15 days of receiving the results from the CODIS staff.
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NOTE: Prior to faxing a Keyboard Search Request form to SDIS, the CODIS
staff will first perform an autosearch to identify any local candidate

matches. %

4.8.6 A forensic profile may be searched at a non-CODIS databank (for e % via
Interpol). See the NDIS Procedures for further information.

4.8.7 A non-US forensic profile may be searched at NDIS upon r \o the FBI and
at their discretion. Such a profile may NOT be searched a

Table — DNA Profile Evaluation Form entries for STR profiles deri mlxed samples
STR result Interpretation DNA Profile ~ Will match
Evaluation For@
7,8,9 deduced contributor is

O
9,9 .&,Za &Q(b 9,9

(high stringency)
7.8,9 deduced contributor i | C‘ é-

8,9 ?~ C P 8,9
(high stringency)

7,8,9 deduced contributor i ISO

9,7 K
s &

(where Z is@@a 7 or 8 or 9), 8, 9+ 7,90r8,90r9,9
(moderate stringency)
7,8, 9** deduc@gntributor is INC anything

%@ or
\> ther non-called allele, 9+ 9 plus any other allele

possible drop-out, or LCN (moderate stringency)

: O possible false homozygote
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VERIFYING AND REPORTING DNA MATCHES

‘o

Discovering and confirming “exact matches” and “partial matches”, and g timely
notifications, are among the highest priority tasks done in the Depart Forensic
Biology. Any delays can result in additional crimes being commit@ may have been

5.1 General principles

preventable. For local matches, it is not necessary to have all s completed or
reports written, just that the required data is available for revieW o) the match.

Local exact matches between cases may result in the cregon (or extension) of a DNA
pattern. To consolidate the handling of related patter s, and to streamline any
subsequent court testimony, a single an (wher ossible) should be assigned all

cases in a pattern. Therefore, depen @ the of the cases involved, a “new”
case may be transferred to the an the us case(s). See Section 5.4.1 for

additional information.
c?ndlre@ches that suggest that the source of an

Partial matches are inadv té&
evidentiary profile is poter%:

» Arelative of a suspect (sus@file)
* Arelative of another ev%TI y profile (within a case or between two cases)
* Arelative of some otI‘(& parison sample (victim or elimination sample)
* Arelative of an g e@ (state or national)
This is evaluateqsbih mparing the number of shared alleles and/or loci, then calculating
the full sibling W00d ratios and/or the parent-offspring likelihood ratios using the
CODIS Popégpplication; and the EKR (expected kinship ratio) and EMR (expected

e specific procedures below). The use of partial matches at the state level
proved by the New York State Commission on Forensic Science. The use of

tches at the national level has been approved by the NDIS Board; however,
ation is left up to each individual state.

Q’Iatches at the local level may occur at any time. Matches at the state level follow a two-
week cycle set by the state. Matches at the national level follow a one-week cycle.

For Missing and Unidentified Persons cases, discovering and confirming “exact matches”
and “associations” are also among the highest priority tasks done in the Department of
Forensic Biology.
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5.2

Associations are “indirect matches” that suggest that the reference profiles (i.e. profiles
from relatives of Missing Persons in a pedigree tree) are potentially related to pr%(s
from a Missing Person or Unidentified Human Remains. These associations a'\ edin
CODIS according to a joint pedigree likelihood ratio.

Missing persons matches in CODIS may occur at any time at the loc ég At the state
and national level, matches follow a one month cycle set by NY St a’%\ /or the FBI.
Additional searches such as those with mitochondrial DNA only @ne as scheduled
by NY State and the FBI (typically, quarterly).

DNA HITS application Q

The majority of DNA exact match and pargs] match atlons are made using the
web-based DNA HITS application. Th| |cat ws for quick e-mail
dissemination of matches to the NX d t t ct Attorney’s offices. If DNA HITS
is unavailable for > 24 hours, or. t| ar nality is unavailable, make
notifications using a Notlflcatlo r fo@gup with DNA HITS notification when it
becomes available.

is sent via email to notify all invalyed parties of the match. For matches with unidentified
remains from NYC OCME, t igned Medical Examiner, Identification Unit, and
NYPD Missing Persons a ays notified. Matches involving outside jurisdictions will
be sent to that jurisdicti esignee(s).

DNA HITS is not used for Slssgg @deentlfled Persons Cases. A notification letter

Only the NYPD de@e(s) and the appropriate DAQO’s designee(s) are notified via DNA
HITS. If using HITS, do not also notify Detectives or ADA’s directlyey will be
notified by theX Swperiors.

ab management have privileges in DNA HITS to add or delete authorized
se analysts have varying levels of privileges within the program. All

ng analysts plus certain clerical and CODIS staff members have login privileges
n enter match information. Supervisors, technical reviewers, management and

Q ain CODIS staff members have approval privileges for matches. The program will

ot make a notification until it has been approved.
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5.3 Method of notification

The existence of an exact match or partial match is disseminated via the Depar t of
Forensic Biology report, via DNA HITS, or both. The method depends on the bg the
match (“cold” vs. “warm”), the level (local, state, national), or the type of co ri

(exact vs. partial). “Cold hit” means no one thought the cases (or susp t) e linked
previously. “Warm hits” are the opposite: the cases were previously to have
been linked, and DNA is simply confirming this.

In general, match notifications made via DNA HITS are applic \nly to cases that

have a clean, informative forensic autosomal DNA profile (s *Source or deduced)
attributable to a putative perpetrator. In addition, partial ngatcfnotifications are limited
to such profiles with 20 CODIS core loci (for SDIS) or,a ODIS core loci (for

NDIS) with no Z’s, INC’s, or other indicati of a mj

Associations solely to non- deconvol @uxt @solely to Y STR results are
described in the reports, not VI ITS

Notification via DNA HITS is &&ssary@e following types of matches:

Local matches: E C)

Cold hits between case \
Partial matches betw 1‘Qses

Cold hits between F and a suspect (exemplar or pseudo-exemplar)

Warm hits betw ase and a suspect (exemplar or pseudo-exemplar)
Partial matc ween a case and a named suspect or arrestee (exemplar or
pseudo- plar)

State Ional matches:
Ma between a case and an offender
RPextia matches between a case and an offender
ches between a case and a case in another laboratory

I@qeation via DNA HITS is notnecessary for the following types of matches:

Warm hits between cases
Partial matches within a case
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5.4

5.4.1 Local exact matches discovered via LINKAGE or LDIS

5.4.1.1 Confirm the exact match

The report (evidence report or suspect report) will contain information on all local exact
matches and/or partial matches.

DNA HITS is not used for Missing and Unidentified Persons cases. Match notiﬁq@ns
are made via a Forensic Biology Report and Notification Letter.

Verifying and reporting exact matches '\\(1/

NS

In the event an analyst suspects there is a cold hit bet his/her “new” case and a
previous case or pattern, or between his/ “new” d a suspect file, his/her
supervisor or technical reviewer shoul otlfle ediately

Expedite additional testing (incI emp @needed) to determine if you have a
true match or a fortuitous matc dltlo ing includes any duplication needed to

satisfy the concordance poho&

Once you have confirmed E ac@tch, continue the process.

5.4.1.2 Review the matching casg\sgo

The analyst of the “nev@é has to request the “previous” case(s). For a case-to-case
match, compare thg ation available in the files: precinct, location of occurrence,
description of assag’, details of the assault, etc. If any 61 forms are missing, have a
supervisor arra to get a copy. (This step is not required for NYPD project cases. If
any of the inf tion in the 61 forms seems inconsistent, discuss with your supervisor

or techr& iewer.)
For @ -case matches, determine whether the matching samples were processed
tog ;

Q Evidence exam on the same date and/or by the same analyst?

DNA extraction and/or amplification worksheet with the same date and time?

If so, see your supervisor or technical reviewer, and Assistant Director immediately.
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For case-to-case matches between similar case types (ex. Property Crime to Property
Crime) or disparate case types (Homicide to Property Crime), it is a possibility that a
member of law enforcement is the source of the DNA. Therefore, the following 5«5Id
also be determined based on paperwork in the file: }\

* Was the evidence in both cases collected by the same Crime Scen U?ll/ Evidence
Collection Team member?
* Was the evidence in both cases processed by the same NYPDggbowsatory Criminalist?

If so, see your supervisor or technical reviewer, and Assistant '\tor immediately.
Conversations with NYPD and/or the relevant District Attor fice(s) may need to
be held in order to procure elimination samples from pote@a -involved personnel. If

such samples are not forthcoming, and the question of ource of the DNA has not
been resolved, DNA HITS will be used fop®atch nofi n.
5.4.1.3 Determine if the “new” case shoul{@ans @

Use common sense when dec@n th Ster of a “new” case. Consider the nature

of the crimes; the nature of t idenc s within the cases; the time frame of the
crimes; and whether any rto iously solved via arrest, typing of a suspect, or
an offender database match. Tran

should only take place when a logical pattern is
created or added to. O\

Examples of situations w! ansfer makes sense might include:

« A 2012 sex a@ult case matching a 2010 sexual assault case.
« A2012 bur case matching a 2011 robbery case.
« A2012 ry matching a 2011 sexual assault (where case facts are similar)

If there is Ical pattern or relationship between the cases, no transfer of the “new”
case is sary. Examples might include:

2012 burglary case matching a solved 1996 homicide case.
O A 2012 sexual assault case matching a 2011 auto theft case.
Q * A 2012 robbery matching a 2011 sexual assault (where case facts are different)
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A transfer is NOT necessary if a “new” case is solely matching a previous suspect file.
The analyst of the “new” case retains that case and will have the previous suspect file
transferred to him/her. The analyst of the “new” case is responsible for making @NA
HITS notification of the case-to-suspect match and for reporting of the newly d& red
match in a suspect report.

5.4.1.4 Transfer the “new” case '\\(1/

» Transfer the newly linked case to the analyst for the previd
* Have a supervisor update records to reflect the new casg
* There is no requirement to complete testing in the en
draft report, prepare tables, or prepare a DNA Profj
such things may be done as a courtesy. \O

e .0
<\ S{@Q

ase(s).
signment.
ase, start or complete a
Valuation Form. However,

5.4.1.5 Make the match notification(s)

» The analyst and technic ewer( own the case are the ones responsible
for making the match nqg ion.

Enter the match(es) into DNA HI ing@cedure in section 5.6.

5.4.2 Verifying and reporting SDIS 981 matches

With DNA matches identif}
confirmation responsibi
exception of Low

scheduled by NYS.!

SDIS, both laboratories involved in the match have
- All matches will be resolved by the CODIS staff, with the
mber samples and certain identity searches performed and

Responses QNandidate matches must be immediate. The final disposition of the
candidate h to the SDIS custodian must be reported no later than 30 business days
after reg@NNg the match report.

5.4.2.1 G@Process

Q e CODIS staff will print out the Candidate Match Detail Reports from the CODIS
ystem along with a Match Inventory list (a summary list of all the cases involved in the
candidate matches) and retrieve the corresponding files.
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Each candidate match report and corresponding file or LIMS case record must be
reviewed to confirm whether or not the two profiles indeed match. The analyst reviewing
the file must fill out a Candidate Match Confirmation Checklist if the match is fou@o

be true. }\

If any modifications to the DNA profile are needed, a Profile Modificatio Qmust be
filled out by the Interpreting Analyst or the analyst reviewing the data s% ction 4.6),
and submitted to the CODIS group. It is not necessary to wait for ile to be
modified to continue in the confirmation process. \%

5.4.2.2Verifying and reporting SDIS offender exact matches

If the profiles are an exact match, complete a NYS DN abank Candidate Match
Confirmation Form. This form communicg¥gs to DC the Databank coordinator the
case information, and that the candida chis_i t, a true match. Therefore, one

=

nM¥ormeweery confirmed
t be completed. The NYS DNA
s then transmitted to DCJS by fax or

NYS DNA Databank Candidate Mgt%/ fi
candidate match listed on the Ma \ entor
Databank Candidate Match Coé)%htion

other electronic means. & O

Upon receipt of the NYS [YATDataan& Candidate Match Confirmation Forms from our
laboratory, and upon receipt of firmation of the offender sample from the NYS DNA
Databank coordinator, DCJS elease the offender’'s name, via fax followed by USPS,
in the form of a DCJS Mat tter (see the current version of the New York State
COmbined DNA Index Sy§t&m Procedurél)is letter will contain the name of the
offender, any alias Qe)NYSID number and offender’s current location.

Enter the matchi@ Into DNA HITS using the procedure in section 5.6.

If the confir atch has linked an offender to an unsolved case, the investigating
agency obtain an exemplar from the offender and submit to the laboratory for
retesti or to proceeding to trial. This requirement is located on the DCJS Match

Let@ t is available to the District Attorneys’ offices upon request.

Q? DCJS Match Letter should be used by the DAO to obtain the court order authorizing
e collection of the exemplar. The Department of Forensic Biology will perform testing
on the exemplar to replicate the DNA match of the offender to the forensic sample(s) and
to testify in court to the match. Questions from the DAO regarding offender information,
offender blood draws, etc. should be directed to DCJS. Analysis of the exemplar by
Forensic Biology is generally not necessary for grand jury proceedings. This analysis,
however, is necessary before trial.
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5.4.2.3 Verifying and reporting SDIS forensic exact matches

After the data is reviewed, the other laboratory involved in the match must then I&
notified via telephone, fax or email and the match verified. Both laboratory’s 0’3e
numbers and ORI numbers are on the Match Detail Report and on the Mat ntory
list. The contact information for all CODIS laboratories can be found o % S-WAN.
Standard case contact protocol should be followed to document any r\ﬁ ndence or
conversations.

If it is determined the candidate match is a non-match, the pro@\stops here. All case
contacts should be documented on the checklist accordingI)Q

If it is verified to be a true match, information regarding &ases must be exchanged.
The CODIS DNA Match Data Request a espons Is transmitted to the other
laboratory by fax or other electronic m i acilitates the exchange of

information. Information on this foIrQ

» Contact information for the itting g@ agency.

» Contact information for t orato
* Laboratory and police fic bers (Forensic Biology and complaint

numbers).

* Whether the case is solvedﬁby DNA).

» Suspect information (for, le, name, NYSID number, has he/she been tested at
our lab, etc.).

* General case ir@mgon (for example, date of occurrence, type of crime, etc.)

* If the case wjth atch at SDIS is one of a local pattern, information regarding
both/all sh@e provided to the other laboratory.

Upon recei the response from the other laboratory, the match is confirmed. This
form d nts that the candidate match between the two laboratories was
ackn ged, each laboratory has finished their review process, both laboratories are

corffirping the match and that case information has been exchanged.

Onter the match(es) into DNA HITS using the procedure in section 5.6
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5.4.3 Verifying and reporting NDIS exact matches

With DNA matches identified at NDIS, both laboratories involved in the match h%
confirmation responsibilities. All NDIS matches will be resolved by the CODI

match to the NDIS custodian must be reported no later than 30 busin s after

receiving the match report. Q

5.4.3.1 General Process %

e%ts from the CODIS

Il the cases involved in the

Responses to all candidate matches must be timely. The final dlsposmg(\fb candidate

The CODIS staff will print out the Candidate Match Detail
system along with a Match Inventory list (a summary li
candidate matches) and retrieve the corr onding f]

Each candidate match report and g ' r LIMS case record must be
reviewed to confirm whether or o pr indeed match. The analyst reviewing
the file must fill out a Candldat tion Checklist.

If any modifications to the@ needed, a Profile Modification Form must be
filled out by the Interpretin nalys r Jhe analyst reviewing the data (see section 4.6),
and submitted to the CODIS grQOR. It is not necessary to wait for the profile to be
modified to continue in the ¢ ation process.

If a profile has a natlon

Q&nder candidate match and a state offender candidate match
at or near the sam low the state confirmation process to proceed first. If a profile
has two (or more) al offender candidate matches at or near the same time, select
one of the candidate matches to proceed first (see the CODIS supervisor for guidance on
selection). O e of the candidate matches has been verified and the name of the
offender ob , process the remaining candidate matches as conviction matches.

5.4.3.2 Verif and reporting NDIS offender exact matches

/@%e data is reviewed, the other laboratory involved in the match must then be
Q ied via telephone, fax or email and the match verified. Both laboratory’s case
umbers and ORI numbers are on the Match Inventory list. The contact information for
all CODIS laboratories can be found on the CJIS-WAN. Standard case contact protocol
should be followed to document any correspondence or conversations.
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If it is determined the candidate match is a non-match, the process stops here. All case
contacts should be documented on the checklist accordingly.

If it is verified to be a true match, information regarding the cases must be ex p%
The CODIS DNA Match Data Request and Response Form is transmitted t ffender
laboratory by fax or other electronic means. This form facilitates the ex m
information. Information on this form, if available, should include: \

» Contact information for the submitting police agency. \Q

» Contact information for the laboratory.

» Laboratory and police identification numbers (for exa ¥case number,
complaint number, etc.).

* Whether the case is solved (i.e. by DNA). Q

» Suspect information (for example e, NY%D mber, has he/she been tested

at our lab, etc.) %

* General case information (fo ple of occurrence, type of crime, etc.).

» If the case with the matc IS is f a local pattern, information regarding
both/all should be provig&¥o the éc laboratory.

* When available, in (ﬁ y kn lases of the offender/suspect if the case is
solved, because th ndef/suspect may be in the other database under a
different name.

Upon receipt of the CODI g/latch Data Request and Response Form from our
laboratory, and upon the er laboratory’s confirmation of the offender sample, the
match is confirmed. T ender laboratory will release the convicted offender’s name,
via fax, in the form tch letter. This letter will contain the name of the offender,
any aliases, the #, current location, and sometimes an FBI number or social

security numb@

Enter the match ito DNA HITS using the procedure in section 5.6

If the rmed match has linked an offender to an unsolved case, the investigating
a must obtain an exemplar from the offender and submit to the laboratory for
ting prior to proceeding to trial. This requirement is located on the match letter that
forwarded to the District Attorney’s office upon request. The match letter should be
used by the DAO to obtain the court order authorizing the collection of the exemplar.
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The Department of Forensic Biology will perform testing on the exemplar to replicate the
DNA match of the offender to the forensic sample(s) and to testify in court to the match.
Questions from the DAO regarding offender information, offender blood draws,

should be directed to the agency contact information given on the CODIS DN h
Data Request and Response form. Analysis of the exemplar by the Deparmt f
Forensic Biology is generally not necessary for grand jury proceedings. ﬂll/ alysis,
however, is necessary before trial. '\\

5.4.3.3 Verifying and reporting NDIS forensic exact matches \Q

The CODIS staff will print out the Candidate Match Reports é}re CODIS system
along with a Match Inventory list (a summary list of all the ga involved in the
candidate matches) and retrieve the corresponding fileb

Each candidate match report and corr Qing fi @LIMS case record must be
reviewed to confirm the profile data %ﬁb NRQt ccurate. The analyst reviewing the
file must fill out a Candidate Matc \ firmat ecklist.

If any modifications to the D filenweded, a Profile Modification Form must be
filled out by the analyst re gt (see section 4.6), and submitted to the CODIS
group. lItis not necessary % wait fttjle profile to be modified to continue in the
confirmation process.

After the data is reviewed

ther laboratory involved in the match must then be
notified via telephone, faodemail and the match verified. Both laboratory’s case
numbers and ORI nu#Qe)s are on the Match Inventory list. The contact information for
all CODIS laboratof§jes)can be found on the CJIS-WAN. Standard case contact protocol
should be foIIovth'to document any correspondence or conversations.

If it is deter che candidate match is a non-match, the process stops here. All case
contact d be documented on the checklist accordingly.
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If it is verified to be a true match, information regarding the cases must be exchanged.
The CODIS DNA Match Data Request and Response Form is transmitted to the other
laboratory by fax or other electronic means. This form facilitates the exchange %
information. Information on this form, if available, should include: \

» Contact information for the submitting police agency.

» Contact information for the laboratory. \

» Laboratory and police identification numbers (for example, FB '}o complaint
number, etc.).

* Whether the case is solved (i.e. by DNA). %

» Suspect information (for example, name, NYSID numbel%s e/she been tested at
our laboratory, etc.).

» General case information (for example, date of o e type of crime, etc.).
» If the case with the match at SDIS is ofalo ttern, information regarding
both/all should be provided to the er

Upon receipt of the response fr othe atory, the match is confirmed. This
form documents that the cand| ma een the two laboratories was
acknowledged, each Iabo as f|n thelr review process, both laboratories are

confirming the match and cas |nf ation has been exchanged.
Enter the match(es) into DNA @X using the procedure in section 5.6

5.5 Evaluating, verifying,Q,éd&reporting partial matches

5.5.1 General guideline()O

Partial match s%odures are applicable only to cases that have a clean, informative
forensic aut@l DNA profile (single-source or deduced) attributable to a putative
perpetrat ch profiles must havilO>CODIS core loci for SDIS partial matches or

all 13 & core loci for NDIS partial matches, with no Z's, INC’s, or other indications
of aXure.

each locus (indicating a potential parent-offspring relationship) and/or counting of
shared alleles across all loci (indicating a potential full-sibling relationship), followed by
calculation of kinship ratios and the EKR (expected kinship ratio) and EMR (expected
match ratio), for state or national partial matches. Thresholds for allele sharing and the
likelihood ratios have been established and are described on the Partial Match Evaluation
Form.

&ial matches will be evaluated by a combination of observing whether there is sharing
t
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At the local level, only partial matches between evidence samples (within a case or
between cases) or partial matches between evidence samples and a named suspect or

arrestee for that case will be evaluated. Any partial matches revealed by comp a
suspect to LINKAGE or partial matches revealed by searching a suspect in L%
NOT be evaluated. Q

At the state and national levels, only partial matches to offenders Wi”K\i uated.

Pull the previous case(s), if applicable.

5.5.2 Local partial matches Q%

Partial matches may exist within a case, between two cases, céstween a case and a suspect file.

5.5.2.1 Partial matches within a case @ @

*

example, compare a victim or elimina mpl e Donor A or compare Male Donor A,
B, and C to each other. & O

In the event an analyst believes M is aR.elible partial match, the first step is to evaluate the
profiles. Using the Partial Match Evalygtion Form and following the local flow chart below,
determine if the two profiles meet Ia&d ory requirements. If so, expedite any additional testing
needed to satisfy the concordanc duplication policies.

All eligible DNA profiles within a case sh Y e revi% for potential partial matches. For
@ % I

If possible and appropriat L@er testing using Y STRs should be done. If a partial match is
still a possibility, continuehe Jorocess.

The existence of a p@'match within a case is disseminated via the report, using wording that
describes that a sil@‘t ity was noted and requests additional exemplars.

5.5.2.2 Partia ches between two cases

In the ¢ n analyst believes there is an eligible partial match between two cases (found in

LI or an LDIS search), the first step is to evaluate the profiles. Using the Partial Match
Evaldsgtion Form and following the local flow chart below, determine if the two profiles meet
laboratory requirements. If so, expedite any additional testing needed to satisfy the concordance
and duplication policies.
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If possible and appropriate, further testing using Y STRs should be done. If a partial match is
still a possibility, continue the process.

The analyst and supervisor must then meet with the local CODIS administrator and/ @IS
manager to discuss the potential partial match. If appropriate, efforts will be mad ermlne
the status of each case (solved vs. unsolved, arrests, etc.) or gain additional cﬁ/ rmatlon

The existence of a partial match between cases is disseminated via DN nter the

match(es) into DNA HITS using the procedure in section 5.6.
5.5.2.3 Partial matches between a case and a suspect (exemplar c@do -exemplar)

Partial matches involving the DNA profile of a suspect is Ilmlteélhe case for which the person
is a named suspect or arrestee.

In the event an analyst believes there is an @Ie @natch the first step is to evaluate the

profiles. Using the Partial Match Evalyatii rm a wing the local flow chart below,
determine if the two profiles meet lab req nts. If so, expedite any additional testing
needed to satisfy the concordance upllc olicies.

If possible and appropriate, furth E g Y STRs should be done. If a partial match is

still a possibility, continue the process

The existence of a partial match &een a case and a suspect is disseminated via DNA HITS.
Enter the match(es) into DNA usmg the procedure in section 5.6.

5.5.3 Evaluating, verifyl nd reporting state offender partial matches

If a candidate? to an offender is NOT an exact match, the next step is to evaluate it
as a potentl tial match”. Partial matches are inadvertent “indirect matches” that
suggest e source of an evidentiary profile is potentially a relative of an offender.

Thigidetermined by comparing the number of shared alleles and/or loci using the
Match Evaluation Form, and following the SDIS flow chart to determine if the
profiles meet laboratory requirements.
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If the requirements are met, calculate the full sibling likelihood ratios and/or the parent-
offspring likelihood ratios using the CODIS Popstats application. Additionally, if the
partial match has no low-stringency matching or “no match” loci, perform the Exy%ed
Match Ratio (EMR) and the Estimated Kinship Ratio (EKR) calculations using&

CODIS Popstats application. Q

If the requirements are not met, attach the Partial Match Evaluation FQr he
Candidate Match Detail Report and note “no match”. The informatj ded to the
case record. The CODIS groups will disposition the candidate m jn the CODIS

system as “No Match” and send NYS DCJS that information.

If the profiles meet the laboratory requirements for a parti{&ch, then do the following:

Using the Partial Match Inquiry | cont NYPD and the appropriate

Confirm that the profile has bee@ched in (see the CODIS group)
District Attorney’s office(sQ ’\

In order for the partial match p& to cowtie, certain requirements have been set by
the state. The NYPD and Di Attor office(s) are asked:

* Are they committed % pu su@)urther investigation?
* Will they provide follow- %formation?

Once the completed work is returned from both the NYPD and District Attorney’s
office(s), and both agre& ursue the case, continue the process. Complete the DCJS

Partial Match Eval equest and the CODIS group will transmit it to DCJS by fax
or other electronic Rgegns

At this point, \3 administrator will enter a comment “partial match requested” with
date and i i@, into the CODIS match disposition screen.

Upo ipt of the DCJS Partial Match Evaluation Request from our laboratory, DCJS
Willgs' the NYS DNA Databank that a confirmation of an offender DNA profile is
equested based on an “indirect” CODIS match.

Q the EKR and EMR meet the thresholds defined by the state policy, DCJS will release
the offender information and EKR/EMR statistics to us.

Enter the match(es) into DNA HITS using the procedure in section 5.6.
It is imperative to enter a partial match using “Forensic to Offender (Partial)” as the
match type.
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5.5.4 Evaluating, verifying, and reporting national offender partial matches
NDIS has instituted a policy covering partial matches at the national level. %

If a candidate match to an offender is NOT an exact match, the next stefl Qvaluate it
as a potential “partial match”. Partial matches are inadvertent “indiregt rNagehes” that
suggest that the source of an evidentiary profile is potentially a relgii n offender.

This is determined by comparing the number of shared aIIeIes@br loci using the
Partial Match Evaluation Form, and following the NDIS flow o determine if the
two profiles meet laboratory requirements.

If the requirements are met, calculate th | sibling od ratios and/or the parent-
offspring likelihood ratios using the CO ops lication, and the Expected
Match Ratio (EMR) and the Estlm@te EKR) calculations using the
CODIS Popstats application.

If the requirements are n tach rtlal Match Evaluation Form to the
Candidate Match Detail R% o match”. The information is added to the
case record. The CODIS Grou posmon the candidate match in the CODIS

system as “No Match”.
If the profiles meet the Ia@ry requirements for a partial match, then do the following:

Complete the Req elease of Offender’s Identifying Information letter. The local
CODIS administrat§r ahd/or CODIS manager will review the letter and forward to the
offender laboratdy, with a copy supplied to the NDIS Custodian at the FBI. Include with
the letter, the &and EKR calculations.

The offe Qaboratory may request that additional testing (Y STR’s and/or mtDNA) be
. If the offender laboratory does not have the additional technology online,
wie if the offender laboratory will release a portion of their sample to be tested at

Qhe decision to release the name of the convicted offender is made by the offender
laboratory, according to applicable state law and policies; their determination is
final. The offender laboratory either:

. Notifies us that the information cannot be released, or
. Provides us with the identifying offender information.
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5.6

If the information is releasednter the match(es) into DNA HITS using the procedure
in section 5.6. It is imperative to enter a partial match using “Forensic to Offender

(Partial)” as the match type. 6

Making notifications using DNA HITS

NOTE: If a new match (case-to-case, case-to-suspect, case-to-kno&glﬁect or
arrestee, or case-to-offender) is identified to a pattern thafsge-8ated DNA HITS,
the previous matchesaust be entered into DNA HITS pri ew match.

In the Notes section, make reference to the previous letters, including
match letter number as well as the date of the origi@ Ification.

Step 1: Using the internet, go to the DNA HITS progr KThe Domain should show
“OCME?”; login using your OCME@er nam assword.

Step 2: Click on “Create New Loca}@“Cr w State Hit” or “Create New

National Hit” button in W rrig d corner.

Step 3: Using the drop-dom& nu, s he appropriate match type. Itis very
important to sele COrgett madtch type, since DNA HITS is being used for

“cold hits”, “warm hits” suspects/arrestees, and for most partial
matches. O
Step 4: Enter the case n rs for the new match and click on “Search”.

NOTE: F @cations on a new case in an existing pattern, the two cases
er@d here should be the new case anfirtheaseof the pattern.
s(%e first case is generally the one whose DNA profile is represented in
DIS; see a supervisor or a member of the CODIS group if unsure
which case is the first case.

Step .@ng the drop-down menu, select the appropriate search type (LINKAGE or
O LDIS for local matches). If this is not done, all the information will be lost and
will have to be reentered.

3 “Warm hits” between a case and a suspect are reported using the “Case to

Known Suspect or Arrestee” function within DNA HITS.
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If one of the cases was involved in a previous DNA HITS notification,
information for that case will be populated automatically. If both cases are new
to DNA HITS, all fields marked in yellow are required to be entered. In %
addition, when available, the date of occurrence, 61 number and the % r
numbermmust be entered. The exceptions are PM samples (no vou mber);
backlog project cases (no 61 number and sometimes no date (6'[/ ence); and
the occasional Biotracks or IAB case (no or partial 61 numb (\

NOTE: Be careful in using the drop-down menus; make\ what you select
stays selected by moving the cursor off of th down menu and
clicking elsewhere to deactivate the drop-d@.

Step 6: For the ‘Criminalist’ section, if the analyst assi (the IA for the cases) is not
on the drop-down list, deselect ‘SAlect’ and lly type in the analyst’s last
and first names; use normal cgpi atio e analyst assigned to a case is no
longer at the lab, list the Tec vie ech2 reviewer, in that order of
preference. Should neit hem allable consult CODIS staff or a
supervisor regarding aSSI

Step 7: Use the ‘NOTE§?§~|on ate |f
The forensic profil a mixture
The forensic % S a patrtial profile

Other informati Ch as additional victims, can also be indicated in NOTES.

Step 8: Click on “@Approval”. If any red error messages appear, fix the problem and
click on¥Get Approval” again. Once there are no errors, the screen will return
to th ate New Entry” mode and inform you that you have successfully
ent a match.

Step 9¢ @/e the cases reviewed by a technical reviewer (or two, if enhanced technical

rev@)’ required).

& 10: Have the technical reviewer approve the match in DNA HITS. Once approved,

the assigned analyst, Criminalist IV and/or Assistant Director will receive a
DNA HITS confirmatory email from DNAHITS @cityhall.org
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5.7

5.7.1

Step 11: Print out the DNA HITS email confirmation and add to the case record.

Step 12: Forward the DNA Profile Evaluation Form(s) to the CODIS group in-bo<D

Verifying and Reporting Missing and Unidentified Person I\/Iatch%t\

Person cases. “Exact matches” are the result of an identity se identity search is
done amongst the following indices:

Unidentified Human Remains to Unidentified Human Remai

Unidentified Human Remains to Missing Persons

General Search Guidelines: '\\J
There are varied searches done in CODIS to accommodate MISS@ nidentified

Profiles of Unidentified Human Remains MISSI ons are also searched against
Convicted Offenders and Forensic Un s are performed against the
following indices:

Unidentified Human Remalnst ted @ ders

Unidentified Human Remalns r nsic nowns

Missing Persons to Convicte nde
Missing Persons to Foren kn@

Ranks or associations to relatlﬁf Missing Persons in a pedigree tree are the result of a
pedigree search. A pedigree h is done amongst the following:

Pedigree Tree to Unidentifi uman Remains
Biological Mother, Fath d Child to Unidentified Human Remains
Refer to the NYS S Procedures-Search Parameters and NDIS Missing Person DNA

Searches (Oper&nal Procedures) from the FBI for search parameters.
Exact Mayck@s in CODIS

Exac es in CODIS occur between profiles from Unidentified Human Remains
se against profiles of Unidentified Human Remains and Missing Persons.

QO
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5.7.1.1 Local Level Exact Matches (LDIS):

Unidentified Human Remains to Unidentified Human Remains 6
Unidentified Human Remains to Missing Persons \

1. Request and pull the case files. (I/Q

2. Confirm that the profiles match by reviewing the data.

3. Compare the information available in the files. Some question ider are:
a. When was the body recovered in relation to when the was reported
missing? N

b. Are physical descriptions such as age, race, stat Q
tattoos, scars, etc. indistinguishable?
c. Are fingerprints, dental records, or other medj
comparison? If these are avall
appropriate departments for
Unit, Forensic Odontology,

gir color, eye color,

riso
nsig\{h ogy, or NYPD.
4. Determine if the samples w&sted i {g ordance with the duplication guidelines.
5. Determine whether the m\ g sa@ were processed together:

Evidence exam on tEe sam and/or by the same analyst?

DNA extraction and/or anulification worksheet with the same date and time?
If so, see your supervisor or tech reviewer, and Assistant Director immediately.

6. Determine if adgh c@ echnologies such as Y-STR’s or mtDNA are needed to
confirm or refut§ thg match.

7. Transfer t?éwly linked case/or cases to the interpreting analyst from the previous
case or analyst that has the lowest FB case number. Have your supervisor
upd@cords to reflect the new case assignment. (This step can be done after

0

n(@ ns, if desired.)

bgﬁce all is confirmed, notifications can be made via telephone and/or email.

Q. An additional report is written linking the two cases together. Random match
probability statistics are performed on the unidentified human remains and included
in the report in accordance with Forensic Biology protocol.
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10. A notification letter and a copy of the additional report are sent via email to notify all
involved parties of the match. For matches with unidentified remains from NYC
OCME, the assigned Medical Examiner, Identification Unit, and NYPD Missil%O
Persons are always notified. Matches involving outside jurisdictions will be}sgl
that jurisdiction’s designee(s). The notification letter may be sent by emgligg
scanned .pdf copy of the original signed letter and/or facsimile.

5.7.1.2 State Level Exact Matches (SDIS) Q'\\

Matches will not occur at the state level in CODIS since the N@wk State Police does
not conduct missing person searches within CODIS. NYS rg s and uploads the
profiles our lab sends monthly to NDIS; but the only searo&: SDIS are for direct
matches within the offender or forensic indices. \O

5.7.1.3 National Level Exact Matches (NDIS):® @
*

Unidentified Human Remains to X tified @an Remains
Unidentified Human Remains tb' ing Iak S

With DNA matches identi(?& ND}&, laboratories involved in the match have
confirmation responsibilitie

Responses to all candidate r@es must be immediate. The final disposition of the
candidate match to the ND stodian must be reported no later than 30 business days
after receiving the matc rt.

1. The CODIS sta@ print out the Candidate Match Detail Reports from the CODIS
system alon@qvith a Match Inventory list (a summary list of all the cases involved in
the candid atches) and retrieve the corresponding files.

2. Eac}@%ate match report and corresponding file or LIMS case record must be
revi to confirm whether or not the two profiles indeed match. The analyst
¥\wing the file must fill out a Candidate Match Confirmation Checklist.

QQf any modifications to the DNA profile are needed, a Profile Modification Form must

be filled out by the Interpreting Analyst or the analyst reviewing the data (see section
4.6), and submitted to the CODIS group. It is not necessary to wait for the profile to
be modified to continue the confirmation process.
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4. Compare the information available in the files. Some questions to consider are:

a. When was the body recovered in relation to when the person was reporte%
missing?

b. Are physical descriptions such as age, race, stature, hair color, eye @ ttoos,
scars, etc. indistinguishable?

c. Are fingerprints, dental records, or other medical records avail Re
comparison? If these are available, the information should §$a d with the
appropriate departments for comparison such as the Fore@
Forensic Odontology, Forensic Pathology, or NYPD.

nthropology Unit,

5. Determine if the sample(s) were tested in concordancgwiti’the duplication policy.
6. Determine whether the matching samg¥gs were pXQ'Qsed together:
Evidence exam on the same dgt @or \ ame analyst?
DNA extraction and/or amplifi Work% with the same date and time?
If so, see your supervisor or technlck@/leweb®l Assistant Director immediately.

7. Determine if additional tgchnologied such as Y-STR’s or mtDNA are needed to
confirm or refute the match.

8. Once allis confirmed@caﬂons can be made via telephone and/or email.

9. An additional re r@written. Random match probability statistics are performed on
the unidentifieduhan remains or the missing person profile and included in the
report in acc&ance with Forensic Biology protocol. If the remains are intact or
living pers ound, then the profile should be removed from CODIS and noted in
the addi report. Refer to Section 4.6.

10.A jcation letter and a copy of the report are sent via email to notify all involved
i&s of the match. For matches with unidentified remains from NYC OCME, the
igned Medical Examiner, Identification Unit, and NYPD Missing Persons are
Q lways notified. Matches involving outside jurisdictions will be sent to that
jurisdiction’s designee(s). The notification letter may be sent by emailing a scanned

.pdf copy of the original signed letter and/or facsimile.
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5.7.2 Exact Matches in CODIS
5.7.2.1Unidentified Human Remains toSDIS offender exact matches 6

If the profiles are an exact match, complete a NYS DNA Databank Candida%/l ch
Confirmation Form. This form communicates to DCJS and the Databa inator the
case information, and that the candidate match is, in fact, a true match. \h§fefore, one
NYS DNA Databank Candidate Match Confirmation Formeeery confi

candidate match listed on the Match Inventory must be completed\The NYS DNA
Databank Candidate Match Confirmation Form is then transmi(ﬁ DCJS by fax or
other electronic means. Q

Upon receipt of the NYS DNA Databank Candidate Maﬁ;r onfirmation Forms from our
laboratory, and upon receipt of confirmatig of the of sample from the NYS DNA
Databank coordinator, DCJS will relea offe name, via fax followed by USPS,
in the form of a DCJS Match Lettey (s e c&t ersion of the New York State

COmbined DNA Index System Pr Q redis r will contain the name of the
offender, any aliases, the NYS@nber ender’s current location.

1. Request and pull the tle.
2. Confirm that the profiles matCR by reviewing the data.

3. Determine if the sampl gs tested in concordance with the duplication guidelines.

4. Once all is confj @notifications can be made via telephone and/or email to the
OCME Identific@ Unit and to the Medical Examiner.

5. An additio as\éport is written. Random match probability statistics are performed on
the unid€atjifed human remains and included in the report in accordance with
Forep&IA\Blology protocol.

6. ification letter and a copy of the additional report are sent via email to notify all
olved parties of the match. For matches with unidentified remains from NYC
Q CME, the assigned Medical Examiner, Identification Unit, and NYPD Missing
Persons are always notified. The notification letter may be sent by emailing a scanned
.pdf copy of the original signed letter and/or facsimile.
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5.7.2.2 Unidentified Human Remains to NDIS offender exact matches

After the data is reviewed, the other laboratory involved in the match must then I&
notified via telephone, fax or email and the match verified. Both laboratory’s cﬁo
numbers and ORI numbers are on the Match Inventory list. The contact inf n for
all CODIS laboratories can be found on the CJIS-WAN. Standard case protocol
should be followed to document any correspondence or conversation \

If it is determined the candidate match is a non-match, the proce@ps here. All case
contacts should be documented on the checklist accordingly.

&s must be exchanged.

is transmitted to the offender
itates the exchange of

d include:

If it is verified to be a true match, information regarding th
The CODIS DNA Match Data Request and Response
laboratory by fax or other electronic mea This for
information. Information on this form [ able

» Contact information for the g po ency.
» Contact information for the ratory.
e Laboratory and pollce |d atlon ers (for example, case number, complaint

number, etc.).

* Whether the case is soI ed ( NA)

» Suspect information (for exé&ie, name, NYSID number, has he/she been tested at
our lab, etc.)

* General case informa@r example, date of occurrence, type of crime, etc.).

* If the case with the h at NDIS is one of a local pattern, information regarding
both/all should Cﬁided to the other laboratory.

* When availaple, ude any known aliases of the offender/suspect if the case is
solved, be the offender/suspect may be in the other database under a different

name. @
&
O

QO
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Upon receipt of the CODIS DNA Match Data Request and Response Form from our
laboratory, and upon the offender laboratory’s confirmation of the offender sample, the
match is confirmed. The offender laboratory will release the convicted offender’

via fax, in the form of a match letter. This letter will contain the name of the ofpg

any aliases, the State ID #, current location, and often an FBI number or s curlty

number. \(1/

1. Request and pull the case file.

2. Confirm that the profiles match by reviewing the data. %\

3. Determine if the sample was tested in concordanc%v he duplication
guidelines.

4, Once all is confirmed, notificatio e via telephone and/or email to the
OCME Identification Unit arldA @Examlner

5. An additional report is w, Ran tch probability statistics are performed
on the unidentified hu mal included in the report in accordance with
Forensic Biology p

6. A notification letter and y of the additional report are sent via email to notify
all involved parties of atch. For matches with unidentified remains from

NYC OCME, the asgigMed Medical Examiner, Identification Unit, and NYPD
Missing Persons_agie ®lways notified. The notification letter may be sent by
emailing a s .pdf copy of the original signed letter and/or facsimile.

5.7.3 Ranks in CODI
Pedigree Tre nidentified Human Remains (UHR)

Pedigree Tr? Missing Person (MP)
Biologic er, Mother, Sibling (with additional technology) to UHR or MP

Prof from a pedigree tree associated to unidentified human remains or a missing
are ranked according to a joint pedigree likelihood ratio (JPLR) in Rank Manager.
JPLR above 1 will constitute a rank.
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The CODIS staff will print out the Specimen Detail Reports for the associated ranks to
the pedigree tree or single relative.

1. Fill out the Rank Manager Sample Inquiries Form. }\%

2. Locate the files and determine if the JPLR constitutes a true aSS\cl?-lt/

3. Some questions to help in the disposition:
a. Does the gender of the Missing Person correlate HR?
b. When was the body recovered in relation to whe@person was reported
missing?

4, If further investigation is still needed, then rewew@&STR data and perform
kinship analysis.

5. If an additional technology su § h@s been performed, utilize that in the
assistance of the disposii e ca

6. Determine if additiona{gnolo@ch as YSTR’s or mtDNA need to be
performed. ?\

7. Determine if additional refdence samples from relatives of missing persons or
samples from the misg erson are available and needed to assist in the
identification (i.e. st hening the likelihood ratio or assisting in confirming an
association via z@t match with a reference sample from the missing person).

8. If the associ@ does not pan out, note it as “No Match” and initial and date the
SpecimengDetail Report and make comments on the Rank Manager Sample
Inquirie(&: m.

9. I@e associations, notifications can be made via telephone and/or email.

10.0% additional report is written. Kinship analysis is performed between the
O relatives of the Missing Person and the unidentified human remains or the missing
person profile and included in the report in accordance with Forensic Biology
Q protocol. The profiles of the relatives of the Missing Person must be removed
from CODIS and noted in the additional report. Refer to Section 4.6.
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11. A notification letter and a copy of the report are sent via email to notify all
involved parties of the match. For associations to unidentified remains from NYC
OCME, the assigned Medical Examiner, Identification Unit, and NYPD MigsiQg
Persons are always notified. Associations involving outside jurisdiction e
sent to that jurisdiction’s designee(s). The notification letter may be 5'%

emailing a scanned .pdf copy of the original signed letter and/or @

5.7.4 Low stringency searches in CODIS

NY State performs a low stringency search every quarter agai@\e remaining Relatives
of Missing Person samples in the state database against th ntified Human Remains

index in CODIS. K

For verifying and reporting these pOSSIb|e atches, the same steps above in 5.7.3.
5.8 Organization of CODIS Pap%@n ecords

For LIMS era case records, C ocu a ion is added to the case record

electronically.

In pre-LIMS era files, the d cunQQ)n is arranged as follows:

of the file should contain:

DNA Pro& luation Form - copy
SpeC|me tail Report - printout from computer

Left side of file if all paperv%@s properly completed and photocopied, the left side

* Candi Match Detail Report - printout from computer
* CagpWlidate Match Confirmation Checklist - original
. idate Match Confirmation Form - copy
JS Match Letter — copy faxed by DCJS (or comparable form from another

state)
O- DNA HITS confirmation email — printout from email (CODIS staff does not

QO need a copy
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For Partial Match cases, the left side of file depending on the type of match and
level may have some or all of the following:

» DB Profile documentation report %
* Specimen Detail Report - printout from computer \
* Candidate Match Detail Report - printout from computer Q

» Partial Match Evaluation Form
» Likelihood ratios — printout from CODIS Popstats applicatio
* Expected Match Ratio (EMR) and the Estimated Kinshk@ﬂ[i (EKR)

calculations - printout of Partial Match Calculation S

» Hit Notification Letter-original or copy, PDF of origira@¥sdved in CODIS
folder under “HITNOT’ in “MISP” for Missing Per%&ntiﬁcaﬂon cases
only K

For Missing Persons cases, left su@f f|Ie d Slng on the type of match may

have some or all of the foIIOW|

* Forensic Biology report(s% 6\

« DNA Profile Evaluati(n@

» Specimen Detail Rejgog™ print m computer

» Candidate Mat ail @ printout from computer

* Candidate MatcXConfirrgatign Checklist — original

» Hit Notification Letter-&ginal or copy, PDF of original saved in CODIS
folder under “HITN “MISP”

Depending on the &e of match and at what level it may have occurred, the
following m on the left side of the file:

. Candlda@a ch Confirmation Form-copy

« DCJ atch Letter-faxed copy

g paperwork such as copies of dental records, anthropology reports
®a ene reports from within OCME or from the outside jurisdiction.

QO

Controlled versions of Department of Forensic Biology Documents only exist electronically on the
Forensic Biology network. All printed versions are non-controlled copies.



FORENSIC BIOLOGY CODIS MANUAL

5.0 VERIFYING AND REPORTING DNA MATCHES

DATE EFFECTIVE LAST REVISED APPROVED BY PAGE
09-01-2014 09-01-2014 MARIE SAMPLES 83 OF 115

Local partial
match flowchart

clean profile?
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6.1

CASE DISPOSITION AND HIT COUNTING

Case Disposition %

6.1.1

6.1.2

6.1.3

6.1.4

6.1.5

6.1.6

After the completion of all notifications, the CODIS staff will foIIo n the
disposition of all DNA matches notified during the month. Th| rfhation is
obtained from the NYPD designee.

Depending on information given about each case, e \\ match is
dispositioned as one of the following: Forensic Hit, O er Hit, Arrestee Hit,
Detainee Hit, Legal Index Hit, Investigative Informa{ion, Benchwork Match, or

Conviction Match (see section 1.0 CODIS Ter @ Abbreviations for
definitions).

Other dispositions that m ed ang ndlng, Offender Duplicate, User
Defined 1, 2, 3 or No Ma t@ee sec& .0 CODIS Terms and Abbreviations for
definitions). 0

For missing perso%@ gjgnal dispositions that may be used are: ID
confirmed, ID pendi K or More Data, or Maternal Relative (see section
1.0 CODIS Terms an A@ viations for definitions).

Refer to the NDIS tional Procedures Manual and/or the CODIS
Administrators ook to determine which disposition is appropriate.

Local C DICaAministrators must report the following data each month to the
SDIS a jstrator:

O '%ffender hits within the state (matches detected at SDIS)

,© Offender hits from other states (matches detected at NDIS)
Arrestee hits at NDIS (match detected by NDIS)
Detainee hits at NDIS (match detected by NDIS)
Legal Index hits at NDIS (match detected by NDIS)
Investigations aided (for each level)
Forensic hits with other labs in the state (matches detected at SDIS)
Forensic hits with labs from other states (matches detected at NDIS)
Confirmed identifications within the state (matches detected at SDIS)
Confirmed identifications with labs from other states (matches detected at
NDIS)
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Pls.  Putative Identifications within the state (matches detected at SDIS)
Ply:  Putative Identifications with labs from other states (matches detected at

NDIS) %
ID: Identifications aided (via putative eonfirmed identifications) \

6.2 Hit Counting \(I/Q

6.2.1

6.2.2

6.2.3

O

QO

Hit statistics or hit counting is a requirement for participatiog=g the' CODIS

program. These statistics are used to track the effective the program and
the successes of the laboratories. The problem: how We credit to all
participants without inflating the total number of hits ( mple, if 2 local

laboratories link their cases through a hit at state, lpth Tocal laboratories and the
state laboratory all want to claim hits - a total o’f\t'@ hits - when only one hit

occurred). 6
@&

Solution: hit counting tracks etricg 4 DIS: the number of investigations
aided (or ‘IAs’) by CODI N enu f hits made by CODIS (see section
1.0 CODIS Terms and iatio r definitions).

Investigations (or I?&catipﬂs@dedfhe primary metric is the number of
investigations (or idemtifi ati&os’aided. The number of investigations (or
identifications) aided is ter measure of CODIS program performance than the
number of hits since t ectiveness of CODIS is ultimately measured by the
crimes it helps solv, unidentified persons it helps identify.

Hits: The s n@y metric is the number of hits made by CODIS. Counting the
number of hE‘dees laboratories credit for their investment in CODIS.

Rules @it Counting

ional hits:

For offender hits, the Casework Laboratory will report the number of
investigations aided and the Offender Laboratory will report the number
ofoffender hits;

» For forensic hits where one case is solved, the Laboratory with the unsolved
casewill report the number of investigations aided and the Laboratory with the
solved case will report the forensic hit; and

» For forensic hits where neither case is solved, each Laboratory will report the
number of investigations aided and the Laboratory with the first entered
forensic profile should report the forensic hit to NDIS.

wllowing methods will be used to minimize the duplicate counting of
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See also, the NDIS Procedure “CODIS Hit Disposition Reporting” from
which these examples are taken. 6

Rule #1 The level in the CODIS hierarchy (local, state, national) at wi¢h the hit
occurs gets credit for the hit. This metric reflects the investment i(i/ ctivity of
the different levels of CODIS. '\

Rule #2 An offender hit disposition takes precedence ove %ensic hit
disposition when the hits occur during the same search: e event where an
unsolved case profile matches a solved case previou% ntified as an offender
hit, the hit disposition will be “Forensic Hit” for that hit all subsequent hits.
Previous forensic hits will not be reclassified wh y match an offender. Since
offender hit dispositions take preceMgnce, an orensic to forensic matches
(at SDIS or NDIS) shall be dispgsiffasied @estigative Information”.

*

Rule #3 A hit is counted fo’Q uni ﬁb of matching profiles where at least
one of the matching pro@: fro solved case. Since it takes two samples
u

for a hit to occur, the mb& its equals the total number of samples

minus one (N-1). ?\ C)

Rule #4 An investigatio y be aided only once. Count the number of actual
investigations CODIS Ided, loé number of times CODIS has assisted a
particular investigat'?fq' r investigations. This reflects a direct one-to-one
relationship betw: e metric and cases involved. As a point of clarification, an
investigationwi ofiles from more than once source may be aided only once.
Laboratorie%gy only count their own investigations as having been aided.

Rule # ngle hit may aid more than one investigation. A single hit may
asso several separate cases. Laboratories may claim credit for all of the cases

a@within their jurisdiction.

O le #6 An investigation aided must be associated with a hit. An investigation
is aided if CODIS provides value to the investigation.

Q Rule #7 Only investigations of unsolved cases may be aided.

6.2.4 OCME tabulates both the types of hits §0BHy, etc.) and investigations aided,
and reports these to SDIS for confirmation against their tallies, though the credit
for each goes to the offender lab and OCME, respectively.
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Scenario examples and Corresponding Scorecard:

Example #1: b
A no-suspect case is analyzed and an evidence profile entered into CO
(OCME). It matches a profile from an offender lab (NY SDIS). NY %)rts
that the match aids the investigation.

Disposition: Offender hit (Of) '\\

Scorecard: OCME reports one investigation aided (1A % Y SDIS receives
one offender hit (OF).

Discussion: CODIS aided the no-suspect mvest@on and receives credit. Itis
an offender hit even if the offende snots ently arrested or charged.
This hit is also counted in the ev a Nnoj- y verdict.

e ID \o “Yes”. The evidence and offender
and loaded to NDIS if they meet NDIS’
req nts.

Action: OCME can set the, 8
profiles both remain in
completeness and eligfioi

Example #2: E

A no-suspect case is ed and an evidence profile entered into CODIS

(OCME). It matches g ;@ e from a solved case (Nassau County). The NYPD
reports that the matcR &ids their investigation.

Disposition: @SIC hit (R

Scorecar® OCME reports one investigation aided. Nassau County reports one
forensi H) because their forensic sample resided in the database first.

D} sion: CODIS aided the no-suspect investigation and receives credit. Itis a

sic hit even if the suspect was not subsequently arrested or charged. The hit
O' also counted in the event of a not-guilty verdict.

QO Action: OCME can set their specimen’s “source ID” box to “Yes”. Both

evidence profiles remain in CODIS and both are uploaded to NDIS assuming they
meet completeness and eligibility requirements.
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Example #3:

An evidence sample is submitted. The police report and/or the laboratory request
form list a suspect’s name, but no sample was submitted for the suspect.%en
the evidence sample is analyzed and the profile entered into CODIS at , at
match is detected with an offender (NY SDIS). The offender is the %erson
as was listed in the paperwork. The NYPD reports this match aim r

investigation. '\

Disposition: Offender hit (OF) \Q

Scorecard: OCME reports one investigation aided. @S receives one
offender hit (OH). &

Discussion: Whether or not the ¢ was co d a suspect or no-suspect case,
CODIS aided the investigation eive It. Regardless of the reason there
is no sample provided to OCMK; D ided assistance toward identifying

the suspect. DNA and CO nfirm e investigator’s suspicion that the
named suspect was inv in the i\

Action: OCME ca@our I@ “Yes”. The evidence and offender profiles
both remain in CODKS and bQthjare uploaded to NDIS, assuming completeness

and eligibility requireme%ere met.

Example #4 5\$

An evidence sa nd a suspect buccal specimen are both submitted the same
day. The prgh atch and this information is reported as usual. When the
profiles are @ed into LDIS they also match there.

Disposié;x'

S ard: Do not report here. No hits or investigations aided are counted.
ever, this information is tracked so that laboratory management can provide

O' 0 OCME management and City Hall.

Investigative Information.

O Discussion: CODIS didot aid the investigation with this match; it was already
known, because the samples were submitted together when the detectives used
non-DNA information to find the suspect.

Action: OCME can set the source ID to “Yes” on the evidence sample. The
evidence and suspect profiles remain in LDIS. The evidence profile is uploaded
to SDIS (and NDIS assuming completeness and eligibility requirements are met).
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Example #5

O

QO

Controll

A no-suspect case is analyzed and entered into CODIS (OCME). It matches a
profile from an arrestee sample (Virginia SDIS). The NYPD reports that t%
match aided the investigation. }\

Disposition: Arrestee Hit

Scorecard: OCME reports one investigation aided and V|r &ortg one
arrestee hit.

Discussion: CODIS aided the no-suspect mvestlgatl@ receives credit.

Action: OCME can set Source ID to “Yes.” The nce and arrestee profiles
remain in CODIS and the ewdenc ofile ma ploaded to NDIS (assuming it
meets completeness and ellglbl U|re ). Arrestee profiles are allowed at
NDIS provided the submittin Ilcable law allowing it. Suspect
profiles are currently natllo t NDI

Example #6

An evidence samp?& buccal swab are submitted at the same time,
and analyzed. The roflles t match. Reports are written, reflecting that the

entered into CODIS lo It later matches a forensic unknown from a newer

submitted suspect does match the evidence. When the suspect profile is
unsolved case. é

Disposition:gﬁ@ghit (for the second case).

ScorecarKO ME reports one offender hit and one investigation aided.
Disc 9 This is a variation of Example #5. CODIS aided in the identification

vestigators must be contacted. On the assumption that the suspect

Iminated for Case One actually had no connection with the case, only one
investigation aided would be reported (for Case Two). Hence even though the
suspect was submitted for Case One, the hit did not aid Case One. ltis
conceivable that the investigator believes that while the suspect did not leave
DNA at the scene, he was, nevertheless, involved in Case One. Because of the
suspect’s association with Case Two, the true source of the DNA in Case One
may now perhaps be identified. In this situation, both cases would be aided.

@atch and receive credit. To determine how many investigations were aided,
|
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Action: The source ID can be set to “Yes” for the forensic specimen from Case
Two. The evidence and suspect profiles remain in CODIS, and the evidence
profiles are uploaded to SDIS (and NDIS, assuming completeness and el%gty
requirements are met). The suspect sample remains at LDIS only; susR re
not allowed at NY SDIS or at NDIS.

O
Example 7

As in Example #4, an evidence sample and suspect buccal e submitted at
the same time to be analyzed at OCME. The profiles mat ports are written
and the match is reported. Several months after the prej entered into CODIS,

a match occurs at SDIS between the forensic profile % suspect, now typed as
an offender sample following conviction at trial for g.ca%€ never tested at OCME.
The name is the same for the S-file and the NY @oﬁender sample.

N\

Disposition: Conviction match. @ @

Scorecard: Do not report. \}ts or |®l|gations aided are counted.

Discussion: CODIS aid t @estlgatlon and receives no credit for this
match. The conwcﬁw sition is used even though these are two
separate crimes. T ffen as in the database for a case unrelated to the
current case. The timin the match is immaterial. It could have happened
upon completion of th ent case, or months or years later. This is the ultimate

QC tool and has im e value to the laboratory and the database system, but it is
not counted as a

Action: Oc@hould previously have set Source ID for the forensic profile to
“Yes” aftethe suspect hit. The evidence and offender profiles remain in SDIS
(and N@ssuming completeness and eligibility requirements are met) and the
sus @ ofile remains at LDIS.

ple #8
O ontinuing with the scenario in Example #7, the evidence profile goes to NDIS.
O A match is detected to an offender in New Jersey (or any other state).
Information exchange between the OCME and the NJ lab determines that this is
Q the same person.

Disposition: Conviction Match.
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Scorecard: Do not report. No hits or investigations aided are counted.

Discussion: The NDIS match did not aid the investigation and receives n%e’dit
for the match. Again this is the ultimate QC tool and has immense valuN th
laboratories and the database system, but not to the cases.

Action: OCME should previously have set the Source ID to “Yg.e{}ﬂe

evidence, offender and suspect profiles all remain in the da@ s before.

Example #9: \
For various reasons, a case may have waited sever s before it is analyzed
e

and a CODIS profile is developed. When a no-suspect<ase at OCME is uploaded
into CODIS, there is an offender match at SDIS. n notification of the match,
the NYPD reports that the suspect dad pled nd is serving a sentence; or
that the prosecution has procee thou for DNA. DNA results were not

involved in the suspect’'s prng wn. &o ender and the suspect are the same

person. \
QO

Disposition: Convictic‘&tch.
Scorecard: Do not rgport. @ts or investigations aided are counted.

Discussion: Initially, it@sared that CODIS aided the investigation by providing
a name to a no-sus ase. The value of the CODIS hit to society may be
debated. For hit Ing purposes, however, CODIS did not aid the investigation
i it for the hit.

The dispOQiéon in this example would be the same even if the suspect/offender
had no through the trial process. A conviction match would apply if the
agen@ id that the suspect had pled guilty. Clearly, CODIS strengthened the
p ution’s case, but CODIS cannot take credit for developing the suspect for

ase. This situation is different from that in Example #3 because in the

O rrent example the suspect has indicated guilt without DNA evidence. In
O Example #3 neither the plea has been arranged nor the prosecution begun and
Q these activities may hinge on the presence of DNA results.

Action: OCME can set the Source ID box to “Yes”. The evidence and offender
profiles remain in CODIS and both profiles may be uploaded to NDIS assuming
completeness and eligibility requirements are met.
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Example #10:

A no-suspect case is submitted to OCME. Evidence is analyzed and entered into
CODIS. No matches are detected. The police develop a suspect and su%ﬂa
buccal swab to the lab for comparison. OCME’s DNA analysis shows e'gd
between the evidence and the new suspect’s profile. The match is r€prted out
and the DA’s Office begins preparing for prosecution. Meanwhil q/ IS a hit
occurs to what turns out to be the same offender in California &\n other state).

Disposition: Conviction Match. \

Scorecard: Do not report. No hits or investigations @re counted.

Discussion: The NDIS match did not aid the inv tion, since a suspect sample
had already been matched “at the pgnch” to t ence. The fact that the court
had not yet convicted the suspe S no the disposition.

*
Action: OCME can set the < ﬁbe ID @Es" after the match to the S-file. The
OCME'’s evidence profil the C ia offender both remain in CODIS.

Example #11: YS O
n

A crime scene stai subm¥ted to the laboratory without any standards: victim,

suspect, or elimination. en it is analyzed and entered into CODIS, at match to
an offender is detecteg. mparison to the paperwork in the file reveals that the

profile belongs to a \?fg' in the case.

Disposition: tI@s an SDIS hit, use “User Defined #3”. If this is an NDIS hit,
use “Investi@atiye Information”.

Scorec@bo not report. No hits or investigations aided are counted.

mple was.

Dj sion: The hit does not add information to identify a perpetrator, even
gh it may add value to the case by determining who the source of that DNA

QO

Action: The source of the profile has been identified as the victim and is no
longer eligible to remain in CODIS. The profile mhstremoved from CODIS,

the hit is notreported out, and a reparflecting sample’s database status must be
issued; this can be accomplished either in the original case report if it has not yet
been issued, or may require an additional report.
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Example #12:

A stranger sexual assault case is submitted; there is therefetespect DNA

sample. When the kit is analyzed and a profile entered into CODIS, a ma%to an
offender is detected. Upon investigation, the police determine that the p\ IS
from the victim’s husband.

Disposition: Investigative Information. \(1/

Scorecard: Do not report. No hits or investigations a|ded unted
Discussion: The match is to an “elimination individu does not add
information to identify a perpetrator. The husband’ le is not probative. The

important point is that this is not an NDIS- counta@ |t

Action: The source of the profll |ed as a consensual partner and
is no longer eligible for COQIS e removed from CODIS. A
reportreflecting sample’s se st ust be issued; this can be
accomplished either in t |naI eTeport if it has not yet been issued, or may

require an addltlonal r

Example #13:

A homicide case is sub d with some suspects’ oral swabs. An unknown
bloodstain was identifi m the evidence that did not match the victim or the
suspects. Later, a ?&h to an offender is detected in CODIS. Upon investigation
after the hit notific&iow, the police determine that the offender was in prison at

the time of t r@jer but that he did have opportunity to leave the bloodstain at
the scene afanJearlier time. In other words, this sample can have had nothing to
do with th¢ homicide investigation. The hypothesis that the offender has a twin
has be&ed out.

[@%on: Investigative Information.

orecard: Do not report. No hits or investigations aided are counted.

QO Discussion: The match is to an individual not involved in the case. The
offender’s profile is not probative because he was in prison at the time of the
homicide. Determining the source of the stain was important to the investigation
and the prosecution of the perpetrator. It prevented the defense from arguing
there was an unknown assailant that committed the homicide. The important
point is that this is not an NDIS-countable hit and this sample should be removed
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from CODIS in the same way a match to an elimination known would be removed
(see examples #11, 12).

Action: The source of the profile has been identified as not belonging t@@
perpetrator and is no longer eligible for SDIS and NDIS. The profile tbe

removed from CODIS. The profilmustbe removed from CODIS, Iﬁ&. ort
reflecting sample’s database status must be issued; this can bf%cy plished

either in the original case report if it has not yet been issue require an
additional report. {6

Example #14: g

OCME analyzes a suspected pattern of 4 unsolvedgdublgfaries, which are found to
match each other prior to CODIS entry. They ar&lered into CODIS and a
representative sample is sent to SIAS/NDIS. IS, a hit to an offender is
made.

Disposition: Offender Hiké\A@ \6\0

Scorecard: OCME reﬁgds 4 in@ations aided; SDIS receives one Offender

Hit. ?\

Discussion: Four investigations are aided in this example since none of them had
been previously aided@ DIS. Although 3 other cases in this example were
Il were aided by CODIS.

been involvad ir) case-to-case hits (forensic hits already reported in hit-counting),
this will a&gt e number of investigations aided reported with the offender hit,
becau h case can only be aided once by CODIS.

%
$
o

QO

not sent to SDIS/N§
Note: If the@@ ad existed for a period of time and the samples had already
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Example #15:

OCME analyzes an evidence stain and a suspect buccal swab. These match

(benchwork match) and the evidence profile is uploaded to SDIS/NDIS. @

Westchester County analyzes evidence from a case there, and also a s&n t
y

buccal swab. When the two evidence profiles are searched at SDIS atch.

Disposition: Investigative Information. '\\(1/

Scorecard: Do not report. No hits or investigations aided \%ounted.

Discussion: The same suspect committed a crime in parisdictions. In both
cases, this suspect was developed without the aid @f IS. Although the two
profiles match in CODIS, the suspect was knowr@ atch already, and no credit
can be given to CODIS. A\

Action: OCME and Westch.estﬁ%b ould previously both have set Source
ID to “Yes”. The evidenc® s bot ain in CODIS.

un
Example #16: O
OCME analyzes fo%ar L@)Ived cases and the profiles are entered in
CODIS. During the ¥DIS ausgsgarch, they all unexpectedly match each other.

Disposition: Forensi,c\@)).

Scorecard: OC orts 3 forensic hits and 4 investigations aided.

Discussion: @DIS aided the no-suspect investigations and receives credit. It is
a forensioduit even no suspect is ever identified; or if one is, if the suspect is not
subse arrested or charged. The hits are also counted in the event of a not
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Example #17:

One month after Example #16, there is a hit to a newly-entered offender at SDIS

to this pattern. %

Disposition: Offender Hit. Q
Scorecard: OCME reports one offender hit and no investigatioR\qi d.
Discussion: Previous forensic hits are not reclassified wh y match an
offender (see rule #2). Since all four investigations wer€ided by the forensic

hits from Example 16, no additional investigations ca ded by the offender
hit. It is an offender hit even if the suspect is not sybseefuently arrested or
charged. The hits are also counted in the event ot-guilty verdict.

Action: The evidence profiles r her @y were in CODIS.
R\ \{\

Example #18: N\

A new OCME forensic s@e ise into CODIS and hits the four forensic
and ender from Example 17.

samples from Exampl(
Disposition: Foren&ﬁit.
Scorecard: OCME re@one offender hit and one investigation aided.
Discussion: CO é}(’ed the new no-suspect investigation, and receives credit.
Action: All @nce profiles, and the offender sample, all remain where they

D

were in %I . The new sample will go on to SDIS/NDIS assuming it meets
compl s and eligibility requirements.

Qe #19:

\} al lab that uploads entire patterns into their SDIS analyzes 4 separate
solved cases and enters the profiles into CODIS. When these are searched at
SDIS, they all match the same offender.

Disposition: Offender hit.

Scorecard: Laboratory reports 4 offender hits and 4 investigations aided.

Discussion: CODIS aided the no-suspect investigations and receives credit.
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Example #20:

OCME makes a case-to-case local forensic hit between cases A and B. OCME
correctly scores this as one local forensic hit, and two investigations aideg’
Suffolk County makes a case-to-case local forensic hit between cases N ,
and scores this correctly as one local forensic hit and two |nvest|gat|

Between these two labs, there are 4 individual cases.

When an SDIS search is performed, a case-to-case state f \It occurs
between OCME'’s case A and Suffolk’s Case C (both labs g followed the
previous procedure of only having uploaded one case ttern from their

jurisdiction). This hit should be scored as one forens% ith the lab owning
the first case uploaded to state, reporting the forengic and zero investigations
aided (since they have already been aided). Noéppose that a month later, an
offender is loaded into SDIS and ches ca nd C during a regular search.
This is now scored as one offen and estigations aided.

It is evident that CODIS nvest ns total (two from OCME and two
from Suffolk). The corr t tlstlc for this series of hits between 4 cases
inv

would be a total of 4 enS|c hits, one state forensic hit, and one
state offender hit;

ns aided.)
Example #21.:
An OCME solved cas @ ile for a named suspect) matches (at NDIS) an
unsolved case from& sylvania. According to the rules, only OCME should
report the forensicityor hit-counting. Pennsylvania should report one

investigatiorc') or their hit-counting.

Exampl
OCME{E’ﬁﬁitS a forensic unknown to SDIS/NDIS. Several months later, Hawaii
sub forensic unknown to NDIS and matches OCME’s profile. OCME
( entered their profile first) reports one forensic hit and one investigation

. Hawaii (having been aided by OCME’s sample in the database) should

O ly report one investigation aided.

QO

A month later, NY-SDIS enters a convicted offender and matches OCME’s
sample during a state autosearch. NY-SDIS then uploads the offender to NDIS
where it hits Hawaii’s forensic sample. No investigations aided should be
reported by either lab to NDIS for hit-counting. Both forensic cases had already
claimed investigations aided; there should however be ank@tiveen NY-SDIS
and Hawaii.
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Example #23:

OCME makes a case-to-case local Forensic Hit between unsolved cases A and B.
OCME correctly scores this one local forensic hit and two investigations ags
When a state or national search is performed cases A and B match to ak\a cted
offender. This should be scored as one offender hit and no mvestlg ided.
The next month, OCME analyses a new unsolved case (case x nters it into
CODIS (at LDIS). The local autosearch matches to the no & cases A and
B. The OCME correctly dispositions the new match as on\%nsm hit and one
investigation aided (see also Example #18).

cases A and B upon upload to SDIS, the OCME ctly dispositions the match
as one offender hit and one investm)n aided® en the sample is uploaded to
state and generates a hit, no hit est&' s should be awarded (they

occurred at the local Ievel) 6\

v QO

Discussion: Even though OCME knows case C W§|& the same offender as
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Scorecard for the OCME for the above examples:
Match Date 1A FH_ | FHs | FHN | OHs | OHn | 1As | 1AN OyL
Example #1 1 1 }\VJ'
N
Example #2 1 1 A
Example #3 1 ]ﬁ \ V
Example #4 0 \6 N
Example #5 1 }\ \ﬁ
Example #6 1 \)- 1
Example #7 0 X\' K
Example #8 0 %_> \@ 0
Example #9 0 * «A —6‘\<~\ 0
Example #10 0 ;Q ,.& 0
Example #11 N Ps N
Example #12 ‘ N \J' 0
Example #13 0 {O\ 0
Example #14 A 1 4
Example #l;. O@ 0
Exampl #k/ 4 3
Exam;&f? 0 1 0
?A@g #18 1 1
%‘zmple #19 0 4 4
OfExample#2o | 2] 1] o 1 0
QO Example #21 0 1 0
Example #22 0 1 1 0 0
Example #23 3 1 2
Total 12 5 0 2 10 3 10 0 2
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6.2.5 Hit counting statistics in the form of a CODIS Hit Counting Scorecard are to be
submitted to the SDIS custodian and DCJS no later tharttey7of each
month. The SDIS custodian double-checks the numbers from all the LDI S
against their hit count, and then forwards the entire state’s information t\t
NDIS custodian. In addition to tracking CODIS hits, the number of n%%ect
cases that enter the Department of Forensic Biology each mont o tracked
and reported to the SDIS custodian and DCJS. NYPD Backlog andBiotracks
cases are treated as no-suspect cases and reported in addij k he number of no-
suspect Forensic Biology cases. \6

6.2.6 Missing persons hit-counting is designed to be as gimMter as possible to traditional
hit-counting, but there are some necessary differ&s; matches and associations

are defined below.

This section draws heavily f;%@ NI@@erational Procedures Manual.

6.2.6.1 Matches C‘)Q O\
For searc@/olv' @sing persons or unidentified human (remains),

some of theyesults be defined as matches, while others are
considered assqog\tions. When a search result involves profiles that may
have originat m the same individual, the term match may be used.
Examples include unidentified human (remains) matching an
offender estee, or a missing person matching to a forensic
onfirmation of these types of matches results in a “hit” even
tho®gh Jhe terminology used in counting is different.

@Host instances, for missing person “hits”, the appropriate disposition
18 ID Pending, and the metric reported to NDIS by the laboratory

& responsible for the unidentified human (remains) or missing person is a
0 Putative Identification. The laboratory responsible for the other sample

O may count on ldentification Aided. For the purpose of hit-counting,
O Identifications can be aided only once. If unidentified human (remains)
match to a forensic unknown, the laboratory responsible for the forensic
Q sample may report the Identification Aided. If the remains subsequently

match to an offender, it may result in a Putative Identification, but no
further Identifications Aided shall be counted.
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Matches between two profiles from unidentified human (remains) must
be evaluated to determine if they were previously known to originate
from the same source. This would be the case if Lab A processe%e
unidentified human (remains) using STR technology, uploads t’%ﬁ file
to NDIS and subsequently sends the sample to Lab B for aq@ortal
technologies. Lab B may also upload the STR profile, a Qﬁ}( the
additional technology, to NDIS. These matches shall ek%n ositioned as
Duplicates. If a match between unidentified huma &ha S) is not the
result of duplicate analyses, then the disposition s@e Investigative
Information and confirmation shall proceed in a@ ner similar to
forensic hits.

It is important to note that the dispositim@d metric do not conclusively
state that identification ha ly the competent legal

een ma
authority in each jurisdi edi;&miner or Coroner) can issue a
ie

death certificate copfir thet y of the unidentified human
(remains). If the | ory isb d that this has occurred, then the
disposition can @(‘jmeﬁ\ Confirmed and the metric updated to a
Confirmed IdgnWfization se changes do not need to be reported to
NDIS, as e firmed Identifications will be grouped
together. wever \f gJpreviously reported identification is later

refuted by the leg&l authority, then NDIS must be informed to
adjust the me{ cordingly.

6.2.6.2 Associaboé.\'

Wh@search in CODIS involves the Relatives of Missing Person or
digree Tree Indexes, the result is not considered to be a match. In
@e e cases, the target and candidate profiles are not believed to have
riginated from a common source. Instead, the search indicates that the
unidentified human (remains) may be those of the missing person sought
0 by the relative(s). For this reason the term “association” is used.
O

O Associations are produced by using an Identity Search for single family
references. These results will appear in Match Manager. Pedigree Tree
Q Searches produce a ranked list of associations of unidentified remains to
each Pedigree. These are stored in Rank Manager. A confirmed
association may still be considered a “hit” and shall be dispositioned as
ID Pending. The rules for counting and reporting these hits are the same
as matches.
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6.2.6.3 Missing Persons Hit Counting Rules.

O\}((\

QO

These apply to hits, not matches or associations. %

Rule #1: The level in the CODIS hierarchy (Local, State, Nﬂ at
which the hit occurs gets credit for the hit. This metric r t‘I/
investment in and activity of the different levels of CO S\

Rule #2: A hit involving a direct match takes prec %:e over a hit
arising from an association when the hits occ g the same search.
If more than one hit involving a direct match during the same
search, when an unidentified human (rem NSt is to an offender
profile, it takes precedence over an uni ied human (remains) hit to a
forensic profile. Any subs@ent h|ts e dispositioned as
Investigative Informatlo

Rule #3: A hitis for e nlque set of unidentified human
(remains) enter O a single investigation involves two
sets of remal en ay be up to two Putative Identifications and
two Ident| ote that this is different than Rule #4 for
Forensic H

Rule #4: An |@|catlon may be aided only once. Count the number
of actual id ations CODIS has aided, not the number of times
CODIS sisted a particular identification or identifications (e.g.
reuni n of separated remains). This reflects a direct one-to-one
relamhip between the metric and cases involved.

@é #5: A single hit may aid more than one identification. A single hit

ay associate several separate cases. Laboratories may claim credit for
all of the cases aided within their jurisdiction.

Rule #6: An identification aided must be associated with a hit. An
investigation is aided if CODIS provides value to the investigation.
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USER MANAGEMENT
7.1 Users

7.1.1 Users are defined as personnel who have login access to the CO stem
and/or qualified DNA analysts who are responsible for producrn
profiles stored in NDIS. Categories include CODIS Analyst N t User and
CODIS IT User.

7.1.2 The Designated State Official is responsible for collegd . mformatron from
participating laboratories within the state, maintainin|es and forwarding
required documentation to the FBI. \

7.1.3 In the Department of Forensic Bio@y a Quat DNA Analyst is defined as an
Interpreting Analyst who is a C % st Il er title meeting the FBI
Director’s Quality Assurance ard epartment of Forensic Biology will
add and remove users u gui established by the FBI in the NDIS
Operational Procedure uahd gcard the required documentation to the

Designated State %
7.1.4 Users are required tb co the Annual Review of DNA Records Acceptable at
NDIS. This computer-b training serves to define and clarify the types of

DNA records that ar
participation in the

table at NDIS. This is a Federal requirement for
S program. In the Department of Forensic Biology, a
will ensure that each user completes the training and quiz
icate or transcript from the quiz is printed to confirm that
ceived the annual reminder and understands and will abide by
ta is accepted at NDIS. These completed annual reminders will be
by the CODIS staff in binders and available for inspection upon
Failure to comply with this requirement may result in suspension of the
ment of Forensic Biology’s CODIS rights.

annually. T
each user h

7.1@%I paper records regarding CODIS users are maintained by the CODIS staff in
QO binders and are available upon request.
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7.2 Adding a User to NDIS

7.2.1 To add a user to NDIS, the Designated State Official will send a letter to @
NDIS custodian requesting the addition. The Department of Forensic is
responsible for forwarding to the Designated State Official the follow%

documentation for each user being added: \
= FD-484: Privacy Act explanation.

= FD-258: Fingerprint (10 print) card; two copies. \Q

= FD-816: Background Data Information form. %

= CODIS User Information form

External Proficiency Testing Documentation for Quallfled DNA Analyst
7.2.2 The start date for each new user |®on Notjfi n by the SDIS custodian of
each new user approval.

7.3 Removing a User From N[)Jé\\ \6\

7.3.1 There are two way; ove from NDIS:

A Stop Date is set fo th&us@ allows previous data from the user to remain
in the system, but no fur, data will be accepted - this is the method the
Department of Forer;% logy currently uses.

User identificati eletethis will delete some or all data associated with the
user, includi profiles entered or modified by that user.
7.3.2 The De ted State Official will request the removal of a user if any of the

followiQ®s, conditions occur:

-@e user may leave employment at a participating laboratory or a change of
duties makes it inappropriate to continue access to NDIS
O An NDIS user may fail a periodic security check and the FBI's rejection of the
O security check would require the State and Department of Forensic Biology to
Q remove the user
= There may be a problem with the data associated with the user, either because
the user has received unsatisfactory ratings in external proficiency tests,
because data was falsified, or other technical issues.
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7.3.3 The stop date should be set to within 20 working days of when/if any of the above
situations occur.

7.3.4 Request to remove a user should be submitted to the Designated Stat@al in
written form including a recommendation regarding all data associat@i the

user. \(1/
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QUALITY ASSURANCE/QUALITY CONTROL
8.1 Proficiency Testing %

8.1.1 Proficiency testing will be conducted as detailed in the Departme %)rensic
Biology’s Administrative Manual

Operational Procedures ManuaDocumentation is availa a database

8.1.2 Proficiency test documentation will be maintained as req @ he NDIS
maintained by the QA group within the lab.

8.1.3 Issues related to proficiency testing will be addres d as detailed in the
Department of Forensic Biology’s édmlnlstratl ual

O

8.2 Audits < .
-Q \Q
8.2.1 Audits of the Iaboratory cond as detailed in the Department of
Forensic Biology’s Ad atlve

8.2.2 Audit documentatlgmll beqﬁlned and provided annually to NDIS as
required by the NDI atigrfal Procedures Manualidit documentation will
be provided yearly to théls custodian for submission to the NDIS custodian in
the form of a Labor dit Certification accompanied by a letter signed by

the Laboratory Dir.

8.2.3 The Departﬁgﬁ Forensic Biology and its CODIS program will be audited as

required Ry Quality Assurance Standards for DNA Testing Laboratories and
Convict ender DNA Databasing Laboratorieth& national standards
iISsu the Director of the FBI.

8.3 994@1 Other Positive and Negative Control Monitoring

%Q) 9947A and other applicable positive control STR profiles will be compared to the
Q appropriate positive control profile(s) at the time the data is analyzed.

8.3.2 Negative controls will be examined at the time the data is analyzed.
8.3.3 A Positive Control Certification letter (see Appendix 9.17) will be sent to the

SDIS custodian annually as required by the New York State COmbined DNA
Index System Procedures
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8.4 Monthly database QA/QC checks

Each month, a series of checks are performed as a quality measure. The chec e
designed to ensure that the profiles in LDIS are allowable and proper, and incN e use
of queries (“views” in CODIS language). The list of checks includes the foll@g,
documentation will be maintained in the CODIS area. (1/

Profiles that need fixes may be referred to the interpreting analyst@'}pervisor, or may

be dealt with by the CODIS group. ; \

8.4.1 Specimen Manager views covering the entire datab
Run the following views, evaluate the results, @e appropriate actions:

* Marked Specimens with Un d Up{@ble Loci (should not have any;
mark any affected loci) §

* Microvariant (.x) Allel

* New NDIS ladders ¢
with official allelj

r
* Specimens assi to Q??xes (should not have any; investigate and fix)
» Specimens Violafling e er) 4x4 Rule (there are a handful which have

been granted excep@ as noted in comment boxes; investigate and fix any

sent (f} y are found)
(fix a -ladder alleles such that they comply

others)
* Specimens Un@ed for Upload (disregarding suspects and patterns;
investigate a@ ¥ any others)

8.4.2 Match N@' views covering the entire database:
Run @%\owing views, evaluate the results, and take appropriate actions:

e atches with Disposition Discrepancies

CJQ Overdue Dispositions

QO
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8.4.3 Spot check of profiles entered during a month:

To do this, create a view in specimen manager for all samples “assigned’%
desired time frame (e.g. 8/1/11 to 8/31/11). It is preferable to wait 2-3 rN for
ease of obtaining the case file.

Highlight non-suspect profiles. These will be the pool to ex r%gwl/

Scroll through and select every 12th specimen ID; pull a@s of these files
as can be easily found. The goal is to have a minim 5% (one in every
20) review rate.

Examine all selected CODIS profiles in a case for% lity, correctness, and
4x4 and/or Match Estimation compliance; complete tThe LDIS Audit Form
designed for this process.

Fix problems found, as neededg \O
A CODIS supervisor will put e iQt @omment box of all specimens
examined that the profile spesisgNduring a database QA/QC check on
(date) and that the prafite¥s eligible(fo)
on the LDIS Audit Fgrmi\ The fegrgNs added to the case record.
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ENTERING PROFILES INTO LINKAGE

LINKAGE is closed. While it may still be searched, no further profiles are being add %
it. Therefore the only editing of it should be limited, such as needed corrections(j.(ll%les.

9.1 To edit DNA profiles in LINKAGE: y\\
A Open the LINKAGE database \Q
B. Use Ctrl-F to open the search box. Select “Linkage” i@a “Look In” drop down.

C. In the appropriate fields, type in thg corrected @ tion
1) Case number — either FB c%numb YPD project

case number %
2) V# - “1” unless part o a ern; W|se “2” for the
second victim/enti For chlng suspect, “S” is

shown, for a non g ct “1” is shown.
3) DNA aIIeIes .3 below)
4) Pattern desi on ifa
5) “E” for eV|den e. Qthew€ntries shown are “S” for
suspect’s exempénd “P” for suspect’s pseudo-exemplar
6) Victim name ( nd last names if a person, or name of
entity if not \o

7) Suspect
8) Date

date ape kit was collected
9) PrLSipct — number if known, otherwise “M,” “K,” “BX,”
0

. r “R” based on the storage number for NYPD
%ojects

, iIf known

L@ If an evidence profile matches a suspect, enter “True” here
The date the profile is entered
(O)Y2) Leave the LDIS field blank

0. Using the Tab or arrows, leave the record — this causes your newly-entered
DNA profile to be added to LINKAGE.
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9.2 Allele Entry
Alleles must be entered properly! %

9.2.1 For autosomal loci, enter one allele for homozygotes; “allele 1,” spaﬁele 2"
for heterozygotes (no commas, no extra spaces). Amelogenin i gréd either as
XX or XY. X

9.2.2 For “new” alleles, use “12.3” etc. for off-ladder alleles, u e\% and “>30" etc.
for alleles larger or smaller than the allelic ladder. %

9.2.3 If you do not have both alleles (i.e., in a deduced &profile) leave blank. Do
not type in “**”, “inc”, “NEG”, “+”, or a single al elg u think the true profile
may be heterozygous

9.3 Completion AQ \Q
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Revision History

March 24, 2010 — Initial version of manual. \%

July 28, 2010 — Section 1 revised to add/update terms and abbreviations; Section 2 revised t @policy change
on requesting exemplars (2.1); Section 3 revised to reflect the correct form name (“D ile Evaluation
Form”) and to update profile eligibility documentation (3.1.1); Section 4 revised to r e correct form
name (“DNA Profile Evaluation Form”) and to add 4.2.9.a; Section 5 revised to refl Yy change to report
all “suspect matches” with DNA Hits. @

April 1, 2011 — Section 1 revised to add/update terms and abbreviations. Sectj %\ Section 5 revised to reflect
policy changes associated to the implementation of the partial match proces

July 1, 2011 — Section 4 revised. Specimen ID format revised to allo \é‘better tracking of CODIS profiles
uploaded using grant funding.

July 23, 2011 - Section 1, 4, 5, and 6 revised to add tlonsa edures for CODIS 6.1 and on how searches
are done using CODIS 5.7.4 to accommodate ing Per mples.

October 3, 2011 —
Section 5: A paragraph was added @tlon pecn‘ymg that if there are multiple national offender
candidate matches, a single cand| atch e confirmed first. The remaining matches are confirmed
subsequently. Additionally, minor r isions w@re njade to other sub-sections.
Section 8: A new section, 8.4, was adde describes the database QA/QC checks.

November 29, 2011 — Section 5.4.3.1 w&&rther revised to clarify the procedure for confirming multiple national
offender candidate matches.

February 2, 2012 — Revisionsfto ons 5.1 and 5.4.1 were made to clarify the procedure for transferring cases
when a local match has be covered.

May 21, 2012 — Revisiongt ction 6 were made to conform to recent NDIS procedural revisions.

July 16, 2012 — Re
hard-co
place.(A

to Section 1 through 5 for OCME LIMS implementation. Removed references to specific
s such as the DNA Profile Evaluation Form. Inserted LIMS or generic references in its
d definition for “LIMS.”

January 913 — CODIS Manual was updated due to changes in Departmental policies and procedures, LIMS
@ tation, and changes in NDIS Procedure

October 7, 2013 — Revisions to Sections 1, 2, 3, 4, 5, and 9 due to LINKAGE being retired and also due to changes
to SDIS Procedures.

September 1, 2014 — Updated language for DNA HITS approvers following changes in technical review procedures;

clarification of specimen IDs for suspects and LDIS-ONLY profiles and loci requirements for missing person
samples.
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November 24, 2014 — Updated section 4.1.1 in Profile Management to include a specimen identifier for out-of-jurisdiction cases.
Removed instances of specific reference to “Paradox” database in sections 1.0 and 2.0. Changed instructions to reflect new

Microsoft Access database usage in section 9.0. ;
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