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CODIS Terms and Abbreviations

9 NYCRR Part 6192 7\6
The policy which provides for the establishment and operation of the DNA Identification @
in New York State.

ASCII &%

American Standard Code for Information Interchange. Text-only, with no f n\ittl such as
tabs, bold or underlining.

q ceeds a list of
perform specific tests by

Accredited laboratory
A DNA laboratory that has received formal recognitign that it megts
standards, including the FBI Director’s Quality Assugange Stan

a nonprofit professional association of persons actj nvol orensic science that is
nationally recognized within the forensic scien mum accordance with the provisions
of the Federal DNA ldentification Act (42} \ 1413 bsequent laws.

Administrative removal O O
The deletion of a DNA record upon \ptt cati@ fact that the DNA record is not eligible for

inclusion in SDIS and/or NDIS. \

Allele &

In classical genetics, one of the alte orms of the gene at a particular locus. In DNA
analysis, the term “alleles” is co extended to include DNA fragments of variable length
and/or sequence which may known transcriptional product but are detected in a

polymorphic system.

Arrestee Q
The known sampl a person who has been arrested and in accordance with the law of the
applicable jurisdfCson is required to provide a DNA sample for analysis and entry into a state
DNA databa term “arrestee” includes persons who have been charged in a formal

criminal in@ ent, such as an indictment.

Ar ndex
An AMEstee Index consists of DNA records of persons who have been arrested or indicted with a
crime and are required by law to provide DNA samples.
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Assessment

A review of a laboratory, conducted by the FBI’s CODIS Unit, to ensure compliance with the
NDIS Operational Procedures and State/Federal law with respect to the laboratory’s participatio%

in NDIS. \

Autosearcher

A CODIS program that automatically searches all DNA profiles in a user specified i 3&{ ainst
all profiles in one or more other user specified indexes. '\'§§

Base Pair Distance \

When profiles containing particular loci are compared, the base pair dista e microvariant
amount that can exist for the alleles to still be considered a match. For gxahple, a base pair
distance of 1 would allow an allele 4 to match any of the following: ,and 4.1. This
parameter can be set by the administrator. During reyw of a ca match, the reviewer
must check whether the alleles are indeed matchl Jb

Biological Child

The CODIS specimen category for DNA en rom known reference samples
provided voluntarily by an adult Chl| e parental/guardian consent for a minor
child of a reported missing person. r this specimen category is stored in the
Relatives of Missing Person Index. These DN flles are removed once the individual for

whom the samples were submitted has be entified or if the individual voluntarily providing
the reference sample is determined not { related to the missing person.

Biological Father/Mother Q

The CODIS specimen categ 1@) A profiles generated from known reference samples
provided voluntarily by the Bjolggical father/mother of a reported missing person. Profiles in
this specimen category a ored in the CODIS index known as “Relatives of Missing Persons
Index.” These DNA p are removed once the individual for whom the samples were
submitted has been |@t ied or if the individual voluntarily providing the reference sample is
determined not t ated to the missing person.

Biological
The CO

g
ecimen category for DNA profiles generated from known reference samples
luntarily by the biological sibling of a reported missing person. Profiles in this
category are stored in the CODIS index known as “Relatives of Missing Persons
Index”. These DNA profiles are removed once the individual for whom these samples were
submitted has been identified or if the individual voluntarily providing the reference sample is
determined not to be related to the missing person.
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Cambridge Reference

The CRS is the standard sequence used in mitochondrial sequence DNA typing to which other
mitochondrial DNA types are compared. Mitochondrial DNA profiles are reported as differenc%
from the standard reference sequence [Anderson, S., et al. Sequence and organization of the '\
human mitochondrial genome. Nature 1981; 290:457-465].

Candidate Match (1/

A possible match between two or more DNA profiles discovered by CODIS soft
qualified DNA analyst from each affected laboratory must verify a candidate Candldate
matches must complete a confirmation process before being reported a tch or hit.

Candidate Profile
A DNA profile matching the target DNA profile (see target DNA @

Case Disposition
The final outcome (confirmed conviction, offerQ , fo er\ t etc.) of a criminal case aided
by CODIS. b

Case Report O O
A report generated by a forensic lab do ng the results of the analyses of the crime
scene evidence.

Casework Laboratory
A forensic DNA laboratory responsi {br DNA profiles developed from crime scene evidence.

CJIS-WAN

The FBI’s Criminal Justice gfg}matlon Services Wide Area Network that provides
communications networkﬁ%t e United States law enforcement community. Originally
designed to support th rated Automated Fingerprint Identification System (IAFIS), the FBI
is expanding the sco@ the CJIS-WAN to include all federal, state and local crime laboratories
participating in t onal DNA Index System.

N

CMF
Commo&esage Format, an ASCII text file format necessary for importing data into CODIS.

CcO

The COmbined DNA Index System administered by the FBI. CODIS links DNA evidence
obtained from crime scenes, thereby identifying serial criminals. CODIS also compares crime
scene evidence to DNA profiles obtained from offenders, thereby providing investigators with
the identity of the putative perpetrator. In addition, CODIS contains profiles from missing
persons, unidentified human remains and relatives of missing persons.
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There are three levels of CODIS: the Local DNA Index System (LDIS), used by individual
laboratories; the State DNA Index System (SDIS), used at the state level to serve as a state’s 6
DNA database containing DNA profiles from LDIS laboratories; and the National DNA Inde*\
System (NDIS), managed by the FBI as the nation’s DNA database containing all DNA p

uploaded by participating states. \(1/

CODIS Administrator

An employee of the laboratory responsible for administration and security of th‘x1 ratory s
CODIS at a laboratory performing DNA analysis on forensic and casework ce samples.
This is also a defined role within the software.

CODIS Core Loci
The 13 autosomal DNA loci that are accepted and re
testing method. Currently the STR core loci are C

Qor a particular DNA
D168539 D18S51,

CODIS Information Technology (IT O\

A government employee of a CODI rato as login access to the CODIS system for
computer hardware/software and tele§ommunigatypns maintenance purposes but who is not
authorized to add, modify or delete DNA rgdgrds in CODIS.

CODIS Custodian/Supervisor \T

A member of the CODIS staff re for overseeing the CODIS system and all its functions
(also called “LDIS Custodians iS person fulfills the role of Casework CODIS Administrator
as defined by the FBI QA S@v

CODIS User
A government empl ho: (1) has login access to the CODIS system and is authorized to
read, add, modi elete DNA records in CODIS; or (2) is a qualified DNA analyst

responsible fc@ ucing DNA profiles stored in NDIS. This is a defined role within the
software.

er Plus
C@ S User who has also been granted the ability to edit the assigned analyst of a profile.
This is a laboratory-defined role within the software.

Contract Laboratory
A laboratory, usually in the private sector, that performs DNA analyses under contract to a
forensic laboratory.
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Control Certification Form

This document certifies that the positive human DNA control(s) and the negative controls satis%
the requirements established by NIST. One document must be completed and submitted '\
annually to the SDIS Custodian before DNA profiles can be uploaded into SDIS. (I/Q

Cold Hit \
Two DNA profiles matching with no prior indication that the profiles are related.'\b(

Composite DNA Profile \

A DNA profile generated by combining typing results from different loci d from multiple
injections of the same amplified sample and/or multiple amplifications @f the’same DNA extract.
When separate extracts from a given evidentiary item are combined pragwto amplification, the

resulting DNA profile is not considered a composite &ile. Unl %\' re is a reasonable
expectation of sample(s) originating from a com\rgh plicate vaginal swabs,

known reference samples, or a bone), allelic data tractions from different
locations on a given evidentiary item shoud bg com{ into a composite profile.

Convicted Offender O O
The CODIS specimen category for ?& pro#t @erated from any person who has been
convicted of a crime in federal, state,\nd/or Igle)ourts where the applicable law permits
establishment of a DNA record for this perdsg. In New York State, this is a person convicted of
one of the crimes listed in Executive L ction 995(7). Profiles in this specimen category are
stored in the CODIS index known a: &‘Convicted Offender Index” (or Offender Index). As of
June 2006, all convicted felons in York must give a sample to the database; as of October
2012, all those convicted in rk of a felony or misdemeanor must give a sample to the
database.

Convicted Offender I@x
A Convicted Offend ex consists of DNA records from offenders convicted of qualifying

state crimes and g iles required by the relevant jurisdiction to provide DNA samples.
Convicted der Lab
A foreng A laboratory responsible for DNA profiles developed from Convicted Offender

sa New York State, this is the New York State Police Forensic Investigation Center in
AlbaMN

Convicted Offender Sample
A biological sample containing DNA that is collected from a designated convicted offender for
the purpose of DNA profiling.
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Convicted Offender Profile

A DNA profile generated from a convicted offender sample. These DNA profiles are put into the
CODIS specimen category “Convicted Offender” and are stored in CODIS index known as the 6
“Convicted Offender Index.” These profiles establish an index of DNA identification recordsr\
that are searched for matches against the DNA profiles generated from crime scene evider%

Conviction Match 9&1/
m

The DNA profile generated from crime scene evidence matches a DNA profile fr nvicted
offender, but the offender has already been convicted of the crime for which that eWgdence was
collected.

Criminal Justice Agency Q
A criminal justice agency is an agency or institution of the federal, s@%r local government,
other than the office of the public defender, which pegiQrms as p & s principal function,
activities relating to the apprehension, investigatio, ecutigrt,@Mjudication, incarceration,
supervision or rehabilitation of criminal offerldﬁ I pu sYf participation in the National
DNA Index System, the DNA ldentificatign \ 1994 mended by Public Law 106-546
to include the Secretary of Defense in acc e Wi'@ .S.C. 81565.

Criminal History Record g& O
nt

Documents generated by DCJS that ain arvestJcharges, conviction, sentence, location and
identifying information of a convicted off: r.

DAO \}
Stands for District Attorney’s Off'cg ere is one in each of the five boroughs of New York
City. b

Databank Coordinator
An employee or design€eer the Division of Criminal Justice Services responsible for
administrative requi@ ts related to the New York State DNA Databank.

DCJS

Stands for @Qﬁn of Criminal Justice Services. Acts as a liaison between local New York
laboratogi d the New York State Police Laboratory. DCJS manages the program responsible
for@@n of offender samples in New York State, handles requests to expedite samples and
data searches and handles legal requests for convicted offender information.

DCJS Match Letter

A letter generated by DCJS after a match between a forensic DNA profile and a New York State
Police convicted offender profile has been confirmed. The purpose of this letter is to notify the
laboratory of a confirmed match, provide case and agency information, the identity of the
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offender, and current offender location.
The DCJS Match Letter is provided to the DAO’s upon request. 6

Deduced Missing Person

The CODIS specimen category for DNA profiles generated from examining reference

(for example, toothbrush, hair brush) of a reported missing person. Profiles in this s \?
category are considered reference samples and are stored in the CODIS Missing er ndex.
This index is searched and compared against the Relatives of Missing Persons r\ and the
Unidentified Human (Remains) Index.

Detainee

The known sample from a non-United States (U.S.) person detained the authority of the
U.S. and required by law to provide a DNA sample f nalysis y into a state/national
DNA database.

Detainee Index A \

Detainee Index consists of DNA records m n-Uni ates (U.S.) persons detained under
the authority of the U.S. and requrred to DNA sample.

DNA Analysis Backlog Ellmlnatlo

Authorized the collection of DNA sample m persons convicted of specified Federal Felony
offenses, certain District of Columbia c& ted offenders, and military offenders.

DNA Analyst

An employee that has succe I@ompleted the laboratory’s training requirements for
casework, database, known @ework reference sample analysis; passed a competency test;
and entered into a proficidQcy testing program in accordance with the FBI’s Quality Assurance
Standards for Forensio& Testing or DNA Databasing Laboratories. This individual conducts
and/or directs the an@¥§15 of samples, interprets data and reaches conclusions. See also,
Interpreting An ualified DNA Analyst.

State Identification Index (as used throughout Executive Law Section 995)
f DNA profiles in the Convicted Offender index, the Forensic index and the Missing

DNA ldentification Act
DNA ldentification Act of 1994; 42 U.S.C. 814132, as amended by the DNA Analysis Backlog
Elimination Act of 2000, the Justice for All Act of 2004 and the DNA Fingerprint Act of 2005.
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DNA Profile

The genetic constitution of an individual at defined locations (also known as loci) in the DNA. A
DNA type derived from nuclear DNA typically consists of one or two alleles at several loci (e.g%
short tandem repeat loci). The DNA type derived from mitochondrial DNA is described in \
relation to the revised Cambridge Reference Sequence (Nature Genetics 1999, 23, 147).

known as a DNA type.

DNA Record A database record that includes the DNA profile as well as data re uﬁ‘\o
manage and operate NDIS, i.e., the Originating Agency Identifier which serves &Gentify the
submitting agency; the Specimen Identification Number; and DNA personn ciated with the

DNA profile analyses. Q

Elimination Sample Q&

A biological sample from a known individual (com y a husb consensual partner),
other than the alleged perpetrator or victim, which 4 yzed rposes of identifying those
portions of a forensic DNA profile attributable lle etrator. This DNA profile for
this specimen category may be stored at t?%g %evels but is not eligible for upload

to NDIS. Such samples are considered to identi

Employee &

A person: (1) in the service of the apiicable fadepal, state or local government, subject to the
terms, conditions and rules of federal/state/fscal employment and eligible for the
federal/state/local benefits of service; o ormerly in the service of a federal, state, or local
government who returns to service i 5& gency on a part time or temporary basis. For purposes
of a vendor laboratory, an employesis\a person in the service of a vendor laboratory and subject
to the applicable terms, cond@ d rules of employment of the vendor laboratory.

Exact Match \
An association betwee profiles (single-source, fully deconvoluted, partially deconvoluted,
or mixtures) that co s that the two profiles, or components of the profiles, are the same.

icle 49-B Section 995 P
York State law establishing the Commission on Forensic Science and the DNA
Identificgtdm’Index.

Ex;@ystem

The software program or set of software programs that interprets the data generated from DNA
analysis instrument/platform in accordance with the laboratory-defined quality assurance rules
and accurately identifies the data that does or does not satisfy such rules.

Executive La
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Expungement

The deletion of a DNA profile at the state and/or national index levels in response to the

following: (1) a court order that has overturned a convicted offender’s conviction for a 6
qualifying offense; (2) a court order establishing that charges were dismissed or resulted in '\
acquittal, or no charges were filed within the applicable time period; (3) a death certificat

other document indicating that human remains have been identified; (4) if the missing

corresponding to the reference sample from a relative has been identified. b‘

FBI '\

The Federal Bureau of Investigation is the federal agency authorized by the Identification
Act of 1994 to issue quality assurance standards governing forensic testi NA databasing

laboratories and to establish and administer the National DNA Index S(te NDIS).

Forensic DNA Laboratory \O

Any forensic laboratory operated by the state or uns cal \@ment that performs forensic
DNA testing on crime scene evidence or matgrk%) ived ¥. e human body for use as
evidence in a criminal proceeding or for p% f iden&!lon (Executive Law section

995(2)).
O
Forensic DNA Profile YS OO
te§ting of &

A DNA profile generated from the scene evidence. These profiles are from
persons whose identities are not known witfngertainty and who left DNA at the scene of a crime
or whose DNA was carried away from { ene of a crime. These profiles are put in the CODIS
specimen category “Forensic Unknoy®™ Profiles in this category are stored in the CODIS index
known as “Forensic STR Index”.

Forensic DNA Testing
Any test that employs tecipiques to examine DNA derived from the human body for purpose of
providing information Ive issues of identification (Executive Law section 995(2)).

Forensic Hit (F
CODIS case di ion when two or more forensic samples are linked; also called a case-to-case

hit. O

QO
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Forensic Index

A Forensic Index consists of DNA profiles originating from and associated with evidence found

at crime scenes. For example, evidence associated with a crime scene includes DNA that may b%
carried away from a crime scene. The Forensic Index contains the specimen categories ForenK
Unknowns and Forensic mixtures; and at the New York State level, Low Copy Number sa@es.

Forensic Mixture

A specimen category in the CODIS software that is stored in the Forensic Index inates
from a forensic sample (biological sample found at the scene of a crime) that CO\ s DNA
contributed from more than one source.

Forensic Match Letter
A letter from a laboratory documenting a confirmed Forensic Match@w letter provides
information regarding the investigating agency and opgnder info (for solved cases).

Forensic Partial
A specimen category in the CODIS softw,
originates from a single source (or a fu
Sample attributable to the putative
core CODIS loci.

the Forensic Partial Index and
originating from a mixture) Forensic
her locus or allelic dropout at any of the 13

Forensic Partial Index
A Forensic Partial Index consists of &profiles from forensic samples that do not
contain results for all 13 core CO ci and/or that may indicate a possibility of allelic
dropout.

Forensic SDIS Only Cabégory

Formerly known as th ired Alleles category, this category contains samples which either
have <10 core loci, ot meet the Match Estimation Utility threshold for the current
database size N IS, but which does meet the threshold for current database size N for
SDIS. A mini of 6 core loci must be present in specimens submitted to this category.
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Forensic SDIS Only Index

An index at New York SDIS which contains crime scene evidence not eligible for NDIS, and

will be uploaded no higher than SDIS. There are three main reasons a profile would not be 6
eligible for NDIS; (1) the profile is between 6-9 loci and therefore not enough loci for NDIS; [Q{
the profile has 10 or more loci, cannot meet the Match Estimation Utility threshold at the f%

database size N for NDIS, but can meet the threshold for the current database size N

(3) the profile was generated using LCN methods. It is highly recommended that o leles
are marked when appropriate for more stringent searching of partial and mixture Qrof#€s. The
Forensic SDIS Only Index contains two specimen categories: the Forensic SD?{S@Iy category
and the Low Copy Number category.

Forensic STR Index Q

The CODIS index that contains forensic DNA records. \OK

Forensic Sample

A biological sample originating from and assgci ith scene For example, a sample
associated with a crime scene may include@ e that en carried away from the crime

Scene. &0 O

Forensic Unknown O
The CODIS specimen category for fdsensic D rofiles generated from the testing of crime
scene evidence. Profiles in this specimen gory are stored in the CODIS index known as
“Forensic STR Index.” 5\$

Heteroplasmy

The occurrence of more tha @tochondrial DNA profile (mitotype) arising from a particular
tissue(s) within an individué@wibiting more than one base at a particular nucleotide position.

N

High Stringency ?
The number of aIIel@w the corresponding allelic values are the same between two DNA
profiles at a give, S.

High Stri Match

All allel I loci match at high stringency. A confirmed match between two or more DNA
pro@/ s can occur at or between any level (local, state and national) in the CODIS
hierahNg#y. Hits can be a Forensic Hit, an Offender Hit, an Arrestee Hit (some states), or a
Detainee Hit (Federal).
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Homopolymeric Regions
The occurrence of variable lengths of the same nucleotide in a length of mtDNA (i.e. CCCCCC),
these generally occur around the region of 16183-16193 in HV1 and 303-309, 311-315 in HV2.

Hypervariable Region | \
A segment of increased variability in the mitochondrial DNA control region; the com (5?1/
nucleotide positions used in forensic mtDNA typing are 16024 to 16365. ’\

Hypervariable Region 11 \
A segment of increased variability in the mitochondrial DNA control reglon% ommon

nucleotide positions used in forensic mtDNA typing are 73 to 340. Q

Identification Aided

Similar to Investigation Aided; counted for a pedigregank or d tch which leads to either
an “ID Confirmed” or “ID Pending” dlsposmon I us etrlc to track the
effectiveness of the database program.

Identification Confirmed

ID confirmed. Disposition in CODIS n md& Is identified and confirmed; metadata
and other information such as a cop ficate support the confirmation of the
identification. \

Identifying Information

Information on a Convicted Offende rsonal characteristics and ID numbers, e.g. name,
NYSID number, date of birth, soc Aécurlty number, etc. Identifying Information is prohibited

in CODIS.
Identification Pending géing

p
A disposition in CODI&M an individual’s identification is still in the process of being
confirmed. @

Index Offens @

An offense gefiged in Executive Law Section 995, conviction of which determines eligibility for
inclusiop State DNA Databank.
Indidggrent

A formal written accusation originating with a prosecutor and issued by a grand jury against a
party charged with a crime.
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Interpreting Analyst
Forensic Biology analyst responsible for interpreting the DNA results in a case. Interpreting
Analysts are CODIS analysts.

Investigating Agency

See Submitting Agency. \(I/Q

Investigations Aided (1A)
A criminal investigation equates to a case, which equates to a submission to a I§JoMstory. An
investigation aided for a casework laboratory is the number of cases submitt
were assisted by CODIS. Investigations aided = Investigations assisted

assisted. \

Juvenile

The known sample from a juvenile (as that term is d by evantjurlsdlctlon) who is
required by state law to provide a DNA sampleﬁfgz try into a state DNA database.
The DNA profile for this specimen catego d |n icted Offender Index.

Keyboard Search

A manual search of CODIS initiate @ In SDIS or NDIS the search is initiated

by the SDIS or NDIS Custodian. In RDIS th h is done by a member of the CODIS group.

Keyboard Search Request

A request from an agency for a keyb &search of the DNA Databank at LDIS, SDIS or NDIS.
This letter includes all of the infor8gt®n relating to the DNA profile, the requesting agency and
certification of the control v@
Keyboard Search Resul’&%zt er
A letter from the Datab§nd Coordinator documenting the results (match/no match) of the
Keyboard Search. @

Known Sam
Biological al whose identity or type is established. Examples of known samples would be
en from a victim or suspect; or a sample contributed by the close biological

missing person.

Laboratory

A facility: (1) employing at least two full time employees who are qualified DNA analysts; and
(2) having and maintaining the capability to perform the DNA analysis of forensic and/or
casework reference samples at that facility.
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LAB-TYPES

A database which contains DNA profiles from Department of Forensic Biology staff, known
contaminant DNA profiles, and other DNA profiles from known individuals (such as janitorial 6
staff or crime-scene and laboratory personnel from NYPD). '\

LDIS

The Local DNA Index System contains the DNA records selected from LDAS for s \3 for
DNA matches and (for those eligible) for inserting into higher level (SDIS and N §C DIS
indexes.

LDIS Only Index

An index in LDIS which contains forensic profiles deemed ineligibl and/or NDIS.
Examples include profiles from suspects’ persons, or swabs from élzed via search
warrants.

legal authorities provided that DNA sam rily submitted solely for elimination
purposes shall not qualify as a Legal s n. A ple of a Legal specimen is a sample
collected from a person found not g y re insanity who is required by the relevant
state law to provide a DNA sample f analys@ entry into a state DNA database. The DNA
profile for this specimen category is storegkal Legal Index.

Legal (sample) . Q@ * Q
The known reference sample from a perso% DNA @ie is collected under applicable
I

Legal Index 5\$
A Legal Index consists of DNA @ of persons whose DNA samples are collected under

applicable legal authorities. C)

LINKAGE

The DNA database use? earch preliminary DNA results for case links. LINKAGE contains
both casework non- e profiles (or deduced) forensic DNA profiles generated from
casework and D@roflles from suspects developed during the course of criminal
investigations. October 2013, no further samples are being added to it however it is still
available f@ching as before

LI User

A Iﬁy employee who: (1) has login access to the LINKAGE system and is authorized to
read, add, modify and/or delete DNA records in it; or (2) is a qualified DNA analyst responsible
for producing DNA profiles stored in LINKAGE.
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Low Copy Number or Low Template DNA Analysis

As defined by NDIS, based upon a laboratory’s internal validation, any DNA typing results
generated from limited quantity and/or quality DNA template using conditions that have 6
demonstrated increased stochastic effects are defined as Low Template or Low Copy DNA '\
analyses. The stochastic effects which may be observed in DNA samples subjected to the
conditions include allelic drop-in or drop-out, increased stutter and increased intra-loc %
height imbalance. When used to analyze limited quantity and/or quality DNA templ t% the
stochastic thresholds, Low Template or Low Copy DNA conditions may include ¢he

additional amplification cycles, post-amplification purification, reduced reactio me,
injection enhancement by increased voltage or time, and nested PCR. Q%

wing:

Low Copy Number specimen category

A specimen category existing at the Department of Forensic Biology

State SDIS for the purpose of uploading and searchi rofiles g

(amplification) techniques. Such profiles are not ek for

of the Forensic SDIS Only Index. . A N
\)

>
Low Copy Number Profile ‘Q ﬂ
Forensic Unknown composite profiles iﬂave bw yzed using extra cycles during
amplification. These samples are st?&w th opy Number Specimen Category in the
Forensic SDIS Only Index. @
Low Stringency O\
For a given locus, an allelic value fo &gallele from one profile is the same as an allelic value
for one allele from another profil é

Low Stringency Match q)
At least one locus matcheéxat [ow stringency.

Marked/Unmarke(@o ile

Marked profiles cimen Manager are profiles selected for upload to SDIS. Unmarked
ofiles deselected for upload to SDIS. Pattern (a local legacy index), the
, and suspect profiles are unmarked by definition.

and at New York
d using low copy number
This category is a member
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Match A match occurs when CODIS makes an association between two or more DNA profiles

and a confirmation is performed by designated laboratory personnel from each affected

laboratory. At the Casework Laboratory and for the purpose of match evaluation, a high 6
stringency match at all loci may be reviewed and evaluated by an individual who is currently

was previously a qualified DNA analyst. At the Casework Laboratory, a match at any loci S
than high stringency shall be reviewed and evaluated by a DNA casework analyst curr,

qualified in the technology being reviewed. \

Match Confirmation '\
The process of determining if a potential candidate match generated by CO other database
software is a true match and should be reported to the investigating agen

Match Estimation Utility K
A module within CODIS Popstats which estimates tr@meer o;@ate matches a profile

will generate in a database of a given size N.
g g RN
. A \
Match Manager
Match Manager (MatchMan) is the COD %ule t s for the managing and sorting of
matches discovered through the use of S M are added to Match Manager by the

Searcher and Autosearcher programv C)

Match Report
Electronic report generated by CODIS K@a potential candidate match is made by CODIS

software. Q’\'

Match Stringency
The overall stringency (Iow,@gﬂerate or high) for a match. The match stringency for the match
between two DNA profil®4 is determined by the lowest locus-level stringency for all loci of the
match. A Match Strin Is used to establish whether or not two DNA profiles are identified
as matching. The C software supports three Match Stringency levels: low, moderate, and
high. Low stringgRcWmatches occur when one or more alleles match between the target and
candidate profi a given locus. Moderate stringency matches require all alleles to match, but
the target agrel dandidate profiles can contain a different number of alleles. That is, if the target
profile ) ee alleles and the sample profile has two, then two alleles must match. High

atches require all alleles to match.
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Maternal Relative

The known reference sample voluntarily provided by a maternal biological relative who is not a
mother, child or sibling of a reported missing person. The DNA profiles for this specimen 6
category are stored in the Relatives of Missing Persons Index. These DNA profiles are remov&
once the individual for whom the samples were submitted has been identified or if the indi
voluntarily providing the reference sample has been identified. This is also a dispositi rﬂl/

be used in CODIS to describe a mtDNA match. \

Methodology
The term used to describe the analytical processes and procedures used to s a DNA typing
technology: for example, extraction methods (manual vs. automated), qu n methods (slot

blot, fluorometry, real time), typing test kit and platform (capillary eleg( resis, real-time gel

and end-point gel systems). 6 @

Mis-match (search)

A parameter within Searcher and Autosearchgr aII ne locus of a profile being

searched to match (or not) below the stringe be| rched, and still return the result as

a match. For instance, during a moderate |f a e locus with entered alleles, in the
ate o

two profiles being compared, match at trlngency, one locus which is either a
low stringency match or not a matc)%& Iayed Searches allowing one mis-match
are performed at LDIS and SDIS; the urpose tg identify offender and forensic matches in
spite of a possible typographical or mterpri |0nal error at one locus of any given profile. If

this parameter is set to “zero”, then the must occur with no mis-matches at the selected
stringency in order to be returned by H‘Q' arch.

Missing Person Q

The known reference sampl@n individual reported missing, voluntarily provided by a relative
or the person who filed tP missing person report. The source of the DNA has been verified as
originating from the mi{sRg person and is stored in the Missing Persons Index.

Missing Person@x
A Missing Pe@ dex consists of DNA records of missing persons and deduced missing
persons.

rial DNA
@cwcular piece of DNA found outside the nucleus in most cells and generally involved in
the production of proteins responsible for energy production in the body. It is inherited
maternally.
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Mitotype

A mitochondrial DNA profile consisting of a listing of nucleotide sequence differences from a
standard reference sequence; typically the Cambridge Reference Sequence (CRS) or revised 6
Cambridge Reference Sequence (rCRS). The mitotype will vary depending upon the sequen¢\
detected.

Moderate Stringency h‘\(}/

For a given locus, a minimum number of common alleles and the corresponding glle lues
must be the same between two profiles. The minimum number is determined b h»profile with
the fewest alleles. This is the standard search stringency.

Moderate Stringency Match Q
A match between two DNA profiles in which the locus-level stringe atch for all the loci of
the match was either at moderate or high stringency. loci ma}%@ low stringency.

missing persons, unidentified persons, an imed s. Contains information relevant to
missing persons DNA work.

NCIC ?S C)

National Crime Information Center. \

NamuUs . $]® N Q
National Missing and Unidentified Perso@% ; the \tain a website with sections for
C %

NCIC Miscellaneous Field 5\$

The designated free text field in here identifying information as to the location where
DNA profiles have been pro b\ay be placed. This field should also be used to enter
information when a candidat¢g DINA sample does not yield a DNA profile.

are living and u 0 ascertain their identity; unidentified catastrophe victims; and body parts.

NCIC Unidentified P@@'File
The file in NCIW g records for unidentified deceased persons; persons of any age who
For CODIS puﬁ es, the DNA profile for unidentified persons in the Unidentified Human

Remains | ¥ related to records in the NCIC Unidentified Person File.

NC%?
Nati Center for Missing and Exploited Children. Relevant for missing persons work.
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NDIS

The National DNA Index System. NDIS is one component of CODIS - the national and highest
level index containing the DNA records contributed from participating federal, state and local 6
laboratories. NDIS is administered by the FBI in accordance with the provisions of the DNA \
Identification Act of 1994, as amended. Q

NDIS receives DNA records from every lower level index and supports the searchi rl(ons
of CODIS. These DNA records are comprised of forensic DNA profiles, conwcﬁ%W

DNA profiles, arrestee DNA profiles, DNA profiles from missing persons and es, and
anonymous DNA profiles contributed to a population database.

The document prepared by the FBI specifying the requirements for data to be accepted for
searching and storage at the National level. These miis{ be revie &' CODIS analysts
annually, and currently consist of a web-based trai ; ||OV@H quiz.

Negative Amplification Blank

A negative control sample containing am n r without added DNA, used to detect
DNA contamination of the ampllflcatl ents testing.

NDIS Standards for Acceptance of DNA Data E Q

Negative Control
A specimen included in a batch of speC|m WhICh when tested using DNA testing methods,
should yield negative test results. K

Negative Reagent Blank
A negative control sample ¢ @g all testing reagents without added DNA which is used to
detect DNA contamlnatlon reagent during testing.

NIST ?

Stands for the Natio titute of Standards and Technology.

No Match

CODIS ca osition for a moderate stringency candidate match between two cases that are
not a tr h.

No@ect Case

1. A case with no suspect listed. This is determined by checking all paperwork associated with
the evidence submission and case contacts.

2. A case in which DNA testing has been conducted and the listed suspect(s) have been
excluded.
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NYPD
Stands for the New York (City) Police Department.

NYS Administrator }\%
The New York State Administrator is responsible for the oversight and approval of CODIQ
functions at the state level. This includes supervising the SDIS custodian. (1/

NYS DNA Databank &

The New York State Identification Index as used throughout Executive Law S 995, which
is comprised of DNA profiles in the Offender STR Index, the Forensic STR , the
Unidentified Humans Index, the Missing Person Index and the Relatives ing Persons
Index.

\§
NYSID Number Q \O
mber

The New York State Identification Number. A uni ed to a person upon
fingerprinting. NOTE: This number is only gppl to rk State Convicted Offenders;
&es

Obligate Allele &O
See “Required Allele”. ?\

Offender \)

An individual who is required by statut @1 mit a sample for DNA analysis and databasing.
The term “offender” includes indivi ho are convicted or arrested for a crime or juveniles
adjudicated delinquent for an off@xd required by state or federal law to provide a DNA

sample for analysis and datati)

Offender Duplicate 5\5
CODIS case dispositio?h n the same offender matches a case more than one time due to
duplicate testing of t@ ender. This also serves as a quality control of the database.

Offender Hit

osition when a DNA profile generated from crime scene evidence in an open
no conviction) matches a convicted offender profile (or arrestee) at SDIS or

Offender Laboratory

The laboratory responsible to NDIS for a DNA profile developed from a sample provided by a
known offender. The offender laboratory for the State of New York is located at and
administered by the New York State Police Laboratory.
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Offender Match Letter

A letter from NYS DCJS (for state convicted offender matches) or the offender lab (offender
matches at NDIS) documenting a confirmed Offender Match. Provides the offender’s identifyin%
information and the investigating agency. It is used by the agency investigating the case to obp&

a court order to acquire another biological sample from the convicted offender for compar{§og t
crime scene evidence.

N

Stands for Originating Agency ldentifier. Unique laboratory identification numK at
associates a specimen with a particular laboratory (OCME - NY030011K). %

Other (pattern)
A legacy CODIS specimen category that the Department of Forensiﬁf&ogy used for forensic

DNA profiles generated from the testing of crime scepg evidence ere known to match
other forensic DNA profiles in the LINKAGE and IS{I@ s; one of which had already
>

been uploaded to the upper levels of CODIS., Th att iles were unmarked for upload
to SDIS and were only searched in LINK /or LD

Ownership 0 O&

Ownership occurs when any of the ?&ing ; e@re applicable:

(1) The originating laboratory will use\any samples, extracts or any materials from the
vendor laboratory for the purp forensic testing (i.e. a vendor laboratory prepares
an extract that will be anal y the originating laboratory);

(2) The originating laboratg interpret the data generated by the vendor laboratory;

(3) The originating labgrat§ry)will issue a report on the results of the analysis; or

(4) The originating Iab@ry will enter or search a DNA profile in CODIS from data
generated by thé%a'n or laboratory.

Forensic Biology ta %ership of CODIS specimens submitted by other agencies for testing
at OCME, for in Unidentified Human Remains that were received for mitochondrial DNA

testing. 0

Partial

1on between two single-source (clean or fully deconvoluted profiles), showing

les but short of an exact match, that suggests that the source of an evidentiary profile is
potentially a relative of the source of the other, partially matching, profile. Partial matches are
inadvertent, and may be found at the local, state, or national levels (through comparison at the
bench, LINKAGE, or CODIS searches).
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Paternal Relative

The known reference sample voluntarily provided by a paternal biological relative who is not a
father, child or sibling of a reported missing person. The DNA profiles for this specimen 6
category are stored in the Relatives of Missing Person Index. These DNA profiles are remove’\
once the individual for whom the samples were submitted has been identified or if the indi
voluntarily providing the reference sample is determined not to be related to the m|53|@

Pedigree Tree (Index)
The Pedigree Tree Index consists of DNA records of relatives and spouses of m\ persons

that are associated with a Pedigree Tree. %

Pending
A CODIS disposition choice used temporarily while awaiting the fir@sults from a confirmed
match from the investigating agencies. \

Perpetrator
The individual who commits a crime. The@ of the @trator may or may not be known

to the police.

Personally Identifiable Informatl(vr

Information that includes, but is not [¥nited to es, dates of birth, and social security numbers
used to identify individuals. Personally idgMifiable information does not include information
derived from the examination of the D ple.

Platform ?
The type of analytical syste ti@ to generate DNA profiles such as capillary electrophoresis,
real-time gel, and end-pointr@)wstruments or systems.

Positive Human DNA \rol
A known reference sample traceable to the NIST standard reference material for which the
DNA profile is @n and is used to demonstrate the acceptable performance of a DNA test.

Popstats 0

CODIS m available within the CODIS software to perform statistical calculations using
the ulation databases.
Privacy Act

Regulation which determines what information can be entered into CODIS in order to protect the
rights of the individual.
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Proficiency Testing

A quality assurance measure used to monitor performance and identify areas in which
improvement may be needed. Proficiency tests may be classified as: (1) An internal proficienc
test, which is produced by the agency undergoing the test. (2) An external proficiency test, w
may be open or blind, is a test obtained from an approved proficiency test provider.

Quialified Auditor N {1/

A current or previously qualified DNA analyst who has successfully completed th
Auditor’s training course.

Qualified DNA Analyst Q%
A DNA analyst who has satisfied and continues to satisfy the experiencg, eddcation, training,
proficiency testing and continuing education requirements of the FB ctor’s Quality
Assurance Standards (Standards 5 and 13), issued i&;m?rdance e DNA Identification Act

of 1994, as well as successful completion of a quals testp beginning casework or
databasing responsibilities. . A *\é

In the Department of Forensic Biology a Wed D alyst is defined as an Interpreting
Analyst who is a Criminalist I or highi' meetj above requirements.

Quality Assurance E

Those planned or systemic actions necessaf\to provide adequate confidence that a product or
service will satisfy given requirements ality.

Quality Control
The day-to-day operational t@@es and activities used to fulfill requirements of quality.

Ranks
Associations made in from Relatives of Missing Persons in a pedigree tree to
Unidentified Human ains. The cases are ranked in joint pedigree likelihood ratio order.

A casewor ence sample is biological material obtained from a known individual and
coIIectep urposes of comparison to forensic samples. Also known as an exemplar or known
D e

Relatives of Missing Person (Index)
Consists of DNA records from the biological relatives of individuals reported missing.
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Requesting Laboratory
A laboratory that sends a request to the SDIS or NDIS Custodian to search SDIS or NDIS.

Required Allele }\%
Specific designated alleles of a specimen are required to match in order for CODIS to dec

match. Required alleles are attributable to the perpetrator in a mixture, and are design q/

“+.” Only one allele per locus can be so designated. x

Required Alleles Specimen Category

A specimen category of forensic unknowns and/or forensic category mixtur ch can have up
to one allele marked as an obligate, per locus. Samples in this category a searched at
LDIS and SDIS, not NDIS. As of October 2013 this category was renqqe Forensic SDIS
Only.

Revised Cambridge Reference Sequence (rCR 6
A revision of the standard sequence (CRS) usem DNA typing.

“Scientific Reason”
A statement that supports a search usin r tha equwed minimum of STR loci at the
state or national level, such as the aQ&t pr f mixtures, sample degradation or limited
sample availability. @

SDIS

The State DNA Index System. The &s rep05|tory of DNA records under the control of state
authorities. SDIS is typically the point of contact between all New York State local labs
and NDIS. (See also Convict) nder Laboratory).

SDIS Custodian

An employee or design€ear the New York State Police responsible for, among other duties,
maintaining SDIS, f g technical requirements of CODIS and proper operation of the
computer hardw. which the DNA Databank resides.

N

Search
A meth&":emparing target and candidate profiles to see if any match.

Sea@tringency Parameters

Allows the user to define the number of alleles per locus that the target profile and candidate
profile must have in common. It is a user-defined setting that is used as a filter to report locus
matches of equal or higher stringency (see Low Stringency, Moderate Stringency, High
Stringency).
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Search Results
After CODIS determines that two or more DNA profiles match, an electronic report is generated
by CODIS and is distributed to the laboratories responsible for the matching profiles. 6

Searcher Qf
Searcher is an application within the CODIS suite of software products. It provides a

locating specific DNA profiles by searching the profiles within the CODIS indexes for tial
matches to a target DNA profile. B‘

Single Typed Node
A pedigree tree index for those cases with only one relative sample that h entered.

Specimen/Sample K
The biological sample (for example, blood, semen or ARithelial ¢ t is the object of DNA
analysis for purposes related to forensic identificaf} statisj pulation sampling.

Specimen Category ‘\A \
Used to classify a DNA profile and determto W% ex a specimen can be transferred.
For example, unidentified person, forer( no

inserted into the Forensic index. ?\ C\)I&

low copy number categories will be

Specimen ID

Identification number associated with a@ profile entered into the CODIS system. Specimen
ID numbers must be unique and can longer than 24 characters. The OCME Department of
Forensic Biology uses a standard t which is explained in section 4.1 of this manual.

Specimen Manager g}

Specimen Manager (Spe(&%n Is a CODIS module that provides a simplified, central interface
for managing specimengﬂ A records). In SpecMan, views of specimens can be created using
different criteria,&@ ns can be marked/unmarked for upload and uploads can be sent.

Spouse

The knowrﬁ&nce sample voluntarily provided by a presumptive parent of a common child.
The DN iles for this specimen category are stored in the Spouse Index. The DNA record of
a s@ all be removed if the missing person corresponding to this reference sample has been
identNj&d

Spouse Index
A Spouse Index consists of the DNA records of a presumptive parent of a common child of a
missing person.
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Statute of Limitation

A statutory provision which sets forth the maximum period of time that can lapse after a criminal
act occurs for it to be taken to court. If that maximum time period passes and the perpetrator ha%
not been formally charged for the criminal act, then he or she never can be. \

Stringency %
Stringency levels define the number of alleles that must match in order to produce a \ ow,
moderate, or high). &

Subject Index

An Index in the State DNA Database that contains samples from conV|ct ders seeking
early release from prison or parole, probation instead of prison, a plea to a lesser offense
or those participating in the Department of Correctional Services’ d| onary program that
results in early release of the offender into the comm ty @

Submission Form

The DNA Databank Specimen Submission E m is T ich contains the bar code
number of the offender’s sample, is submyj the & ed offender laboratory along with

the offender’s DNA sample. This for ins t der’s identifying information, and the
facility responsible for the sample c@on C)
Submitting Agency

The agency that submitted evidence to {@I‘ISIC DNA crime laboratory. The submitting agency
is responsible for investigating crl%

Suspect

An individual whose identit@nown to the police and who is alleged to be the perpetrator of a
crime. Exemplars collectsd from a suspect, such as blood or buccal specimens, or pseudo-
exemplars such as cigaﬁe utts or soda bottles, received in the laboratory for DNA comparison
purposes, are consid@d videntiary.

Suspect Case
1. Acasei ih DNA testing has been conducted and the listed suspect(s) have been included.
2. A cas a suspect listed and no DNA analysis has been performed to exclude them.

Ta&NA Profile

A target profile is a DNA profile for which you are trying to find a matching DNA profile. This
profile is submitted by a criminal justice agency for the purpose of searching against DNA
profiles maintained by SDIS and NDIS which could match an indexed DNA profile.
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Technical Leader
An employee who is accountable for the technical operations of the laboratory and who is
authorized to stop or suspend laboratory operations.

Technology
The type of forensic DNA analysis performed in the laboratory, such as RFLP, STR,
mitochondrial DNA. b‘

Unidentified Human (Remains) Index

Consists of DNA records from recovered living persons (for example, child o can’t and
others who can’t or refuse to identify themselves), and recovered dead pe ncluding their
body parts and tissues) whose identities are not known.

Unidentified Person \5

The DNA profile developed from the recovered d (inc ody parts and tissue) or an
individual who is unidentified (for example, ¢hil h c  2nd others who can’t or refuse to

identify themselves). The DNA profile for thi cimen ory is stored in the Unidentified
Human (Remains) Index. 0 O

State Defined #1, 2, 3, 4,5

CODIS match dispositions that can b fmec@he state CODIS system in the event that the
others are not appropriate.

Within New York, State Defined #1 *h designated disposition for second and later instances
of a pattern, hitting the same offe ét SDIS. DCJS does not issue Offender Match Letters for

SD#1 matches.
The other four State Dwalspositions are not currently in use.

Upload @
The transfer 0 ronic data from a lower level of CODIS (LDIS or SDIS) to an upper level
(SDIS or

Us O

Pers | who have login access to CODIS and/or qualified DNA analysts who are responsible
for producing the DNA profiles stored in NDIS.

User Defined #1, 2, 3
CODIS case dispositions that can be defined by the user in the event that the others are not
appropriate.
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User Defined 1 is used when OCME tests and enters a sample into the database that was
previously tested and entered by another lab. Typically, this occurs in missing persons cases 6
where OCME performs not only STR but mitochondrial testing as well. \

User Defined 2 is generally used when a forensic sample hits an additional sample (o @R&Q
duplicate) taken from the same offender which the forensic sample had hit previous& )£'is

defined by agreement among all the N labs. '\

User Defined 3 is generally used when a forensic sample hits a known sam DIS which
turns out to be a victim, witness, consensual partner or other elimination which was
unable to be obtained for in-house testing. Forensic samples involved ja matChes/hits of this
type are then removed from the database. This disposition can also “catch-all” for all
other uncommon match resolutions. This disposition g defined ed by the LDIS lab upon

concurrence by SDIS.

R
Use and Dissemination Agreement : A \Q

An official document allowing the transf@ataba mation from one agency to another.
This document contains requirements f confi lity and dissemination of DNA
information and procedures for labo S partt ng in SDIS and NDIS.

Waiting for More Data \

Disposition in CODIS. Additional testi @ay be needed to confirm or refute the match or rank.
This may or may not be possible; th this could end up being a “final”” disposition for a
match, however this is not optimal;

example is when DNA es from several cases match that were submitted to the laboratory as

Warm match/hit 9
A warm match occurs v@C DIS DNA profiles match based on prior knowledge. A typical
a pattern, or when a @) ct exemplar submitted for a particular case matches that case.

N
O
QO
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OVERVIEW OF THE CODIS PROGRAM

2.1 Forensic Biology CODIS Overview '\%

The Department of Forensic Biology will enter DNA profiles from evidentiary\iteths into
LDIS in accordance with departmental, New York State and FBI CODIS pr S.
These profiles will be compared to DNA profiles from other Forensic BiNg ses. The
information in LDIS must either be eligible for entry into the New Y \ita SDIS or be
unmarked for upload (such as SDIS-ineligible forensic profiles, orsdspeyt profiles).

The primary requirement for a DNA profile to be entered into SQIS and NDIS is that it
be from an item of evidence that reasonably cQuld be expeg@ contain the alleles of
le

the perpetrator. To attempt to eliminate the ibility o% les being from the
victim or other non-perpetrator, there mu goqds, fort to obtain the necessary
victim exemplars or other eliminatione S. ppropriate, at least one such
effort should be made and documev@s the ¢ rd (e.g., NYPD paperwork, case
contacts, etc.)

NOTE: DNA profiles are el@for e&wly if a crime has been committed. If a case
has been deemed to be unfountled kg{ PD

, N0 DNA profile generated in that case is
eligible for entry.

Forensic DNA profiles in L
LDIS as well as all suspe
will be compared to

DNA profiles eligibl
within NDIS. g\,

Il be compared to all other forensic DNA profiles in
ples in LDIS. Those forensic profiles uploaded to SDIS
contained within the New York State SDIS. Those forensic
NDIS will be uploaded to NDIS and compared to profiles

Candidate es will be subjected to a confirmation process, including review of the
associat e file(s) and data. After a forensic-forensic, forensic-offender, forensic-
arresteg, WP forensic-suspect match has been confirmed, the New York City Police

Deglaryment and the appropriate District Attorney’s Office(s) will be notified.

Q’\issing persons candidate matches will be subjected to a confirmation process, including
review of the associated case file(s) and data. After the match has been confirmed, the
Medical Examiner of record and the OCME Identification Unit will be notified.

The Department of Forensic Biology will track the usefulness of the CODIS databanking
program with the assistance of the Office of the Criminal Justice Coordinator, Offices of
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the District Attorney and the New York City Police Department.

2.2 Combined DNA Index System (CODIS)

that refers to the entire system of DNA indexes (convicted offender index, for

N

etc.). CODIS is a hierarchy of DNA databases from forensic laboratories ar

United States maintained at the Local, State and National levels. It contaigs

profiles of individuals previously convicted of serious crimes as well asXorémsic DNA
profiles (collected from items of evidentiary value). Suspect profil be maintained
and searched at the local level only. CODIS’ function is to identi
between convicted individuals and forensic DNA profiles as w
between forensic DNA profiles. All 50 states; Washingt

0 )
federal labs participate in CODIS. The goal %ODIS iS ide investigative
assistance to law enforcement investigator@ fiel

COmbined DNA Index System (CODIS) is the Federal Bureau of Investigation Pr
iq1
™

2.3 LINKAGE

The Department of Forensic%iﬁg}main ¥

generated during the analysi
DNA profiles from convicted bff

identified during the investigation

See also Sectw.

2.4 COE@@OCaI DNA Index System (LDIS)

enders

‘N7 AN
N &6

matches
as DNA matches
uerto Rico; and 3

separate database of DNA profiles
ases.fLINNYAGE does not contain mixed profiles or
does contain DNA profiles from suspects
&fenses. LINKAGE is maintained separately from
the CODIS software. Its fun %
completion so that these cas
no longer be entered in
LDIS in the LDIS-
categories as appro

o identify potential local hits quickly before case

be expedited. As of October 2013 DNA profiles will
AGE. Instead, these profiles will be uploaded to
DIS specimen category, or to the SDIS/NDIS eligible

@ DIS Local DNA Index System (LDIS) contains forensic DNA records including
Q nsic mixture profiles, missing person profiles, and relatives of missing person
rofiles. LDIS contains suspect profiles, which are not eligible for SDIS or NDIS. One
function of LDIS is to search for DNA matches involving mixture profiles (not
previously identified in LINKAGE) as well as those matches already identified through
LINKAGE. It also serves to select eligible profiles for submission to the higher levels of
the CODIS hierarchy.
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See also Section 4.5.

2.5

2.6

2.7

CODIS State DNA Index System (SDIS) '\%

The CODIS State DNA Index System (SDIS) contains the DNA records from all I

DNA laboratories within the state. SDIS is the next level after LDIS in the C If'i{
hierarchy. It is the state’s repository of DNA identification records and is u %\ trol
of state authorities. In New York, the SDIS is maintained by the New Y e Police
Forensic Investigation Center. In most states, including New York, S a Forensic
index and a Convicted Offender index. SDIS typically serves ast I point of
contact for the state and for access to NDIS.

\0K

CODIS National DNA Index System@DlS) (b‘

The CODIS National DNA Index Syst IS) QBI administered centralized
system of DNA identification rec rlbute state and local participating
laboratories. NDIS is the hlghest$ the IS hierarchy and receives records from
every lower level and suppo arch tion of CODIS.

Retired versions of CODISO

CODIS 5.7.4 was retired in
from criminal casework (g

10. It was the system which held the DNA profiles
ding suspects). It did not have the capability to work with

Missing Pers aSes. Italso had three levels (local, state and national). It contained
itochondrial) data from missing persons, unidentified remains, and
relative Issing persons. It had replaced CODIS+mito 1.4, in 2009.

D, @om CODIS 5.7.4 and CODIS 6.x was imported into CODIS 7.0 when that was

0 Iled at OCME, uniting the criminal casework and missing persons databases into
ne

None of the older versions of the program are available or supported anymore.
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ORGANIZATION AND MANAGEMENT

3.1 Interpreting Analyst (Qualified DNA Analyst) '\%

3.1.1 The interpreting analyst has the responsibility of determining whethergr rjo} a

3.1.2

3.13

3.14

QO

DNA profile is eligible for entry into CODIS. The FBI has prepare chart
which is available to aid in the determination of CODIS eligibi |t)\| stavailable
in the main CODIS directory on the network.

For those cases not easily resolved through the guidance p@ied in the
flowchart, it is important to document your reasonlng f determmlng eligibility.

The DB (database) Profile documentation has a nog‘i' on that should be used
to document any such reasoning.

The interpreting analyst com % h| termlnatlon(s) to the Technical
Reviewer(s), Assistant Dir m Manager and the CODIS
support staff through the he D file documentation in the LIMS

system.

It is primarily the resz; . it@he interpreting analyst to compare appropriate
preliminary DNA profileséose in LINKAGE, LDIS and Lab Types, determine
if there are any local (to another case, a suspect, or profile in Lab Types),
and expedite any fur eded testing. If a pending match is confirmed, the
ppropriate data on the DNA HITS secure website. The

st be reviewed before it is approved and notification made.

Itisther sibility of the interpreting analyst to alert their technical reviewer
of an S-related actions on their case work. Such actions would include
su t determination that a profile should be removed from CODIS (sample
@to have come from the victim, husband or boyfriend) or an incorrect

rpretation was made so a profile must be modified. The technical reviewer
will then alert the appropriate Assistant Director and the CODIS Program
Manager. The technical reviewer will ensure the appropriate forms are filled out
and provide this information to the CODIS staff for processing.
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3.2  Technical Reviewers — profiles for entry into CODIS

3.2.1

3.2.2

Technical reviewers are responsible for reviewing CODIS profiles submitted wi%
each case they review for accuracy, completeness, correct specimen ldentlflcaN
numbers, any local matches, ensuring profiles are not from elimination sou
and meet criteria for entry into CODIS. The technical reviewer (or sec
\/ for
into

technical reviewer, for those cases requiring enhanced review) is res
routing the DB Profile documentation to the CODIS support staff
LDIS.

The review(s) of the database profile must be documented Ccase record.

3.3 Technical Reviewers - matches \'O\

3.3.1

3.3.2
3.3.3

3.34

QO

3.3.5

The final technical reviewer of a pr, Sres @’e for notifying the NYPD
designee and the appropriate D contact ompletlon of the match
confirmation process for lo mat |scovered in LINKAGE and/or
LDIS. Thisis accompllsh ensur at the DNA-HITS data entry has been
reviewed, approved OtIfIC&mall sent.

laboratories and law enfor nt agencies needed to investigate local, state, and
national confirmed C% atches. The interpreting analyst will aid in this

process. Q
Technical revﬂ@ are primarily responsible for requesting exemplars and

elimination s s from victims, family members, employees of businesses or
any othe plars as needed. These requests go to the NYPD and/or the
appro e\district attorney’s office.

The technical reviewe s) ag S|ble for communication with other

T@hnical reviewer(s) are responsible for reviewing CODIS profiles submitted

% each case they review for accuracy, completeness, correct specimen

entification numbers, any local matches, ensuring profiles are not from
elimination sources and meet criteria for entry into CODIS. This includes
bringing any CODIS considerations related to a case that may not be apparent
from the DB Profile documentation to the attention of CODIS staff.

The technical reviewer(s) are responsible for routing the DB Profile
documentation to the CODIS staff for entry in LDIS.
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3.3.5 The technical reviewer(s) are responsible for reviewing data required for match
confirmations and hit notifications for local matches made in LINKAGE and/or

LDIS. '\%

3.5 CODIS Staff

3.5.1 Wherever possible the CODIS staff is responsible for reviewing the é{l’
contained in the DB profile documentation submitted with each cage
completeness before entering and/or importing data into LDIS, \

3.5.2 The CODIS staff is responsible for performing autosearch@e database,
sending the New York State SDIS a regularly-scheduledgupl@ad of forensic
profiles, processing CODIS data modifications, ex u&ents, deletions, monthly
hit counting and general maintenance gh\the datat%

3.5.3 The CODIS staff is responsiblg %
in candidate matches made {hrQdg
matches and ensuring thatéé%

matches made through t DIS

Exceptions to the above are ma@r candidate matches involving LCN profiles

and Missing Persons/UnidgQified Persons profiles. For LCN candidate matches,

the evaluation of the ¢ match is done by an LCN-trained analyst, with the
match notification d the CODIS staff. For MP/UP candidate ranks or
matches, any kinsi culation and notification is done by a member of the
Missing Pers p.

3.5.4 CODIS st is responsible for maintaining system records including all relevant
paper& ~and maintenance of all binders containing the DB Profile

doc ation, CODIS user information, and all other CODIS documentation.
A&ders will be maintained in the CODIS area.

3.5 ODIS staff is responsible for training system users and new CODIS staff
O concerning practical CODIS issues.

Q.5.6 The LDIS database is backed up automatically, by the city’s network systems.
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3.6 CODIS Administrator

rights as defined by the CODIS Supervisor. The CODIS Supervisor, CODIS
Manager and designated members of the CODIS group as designated by th

U

3.6.2 These rights include, but are not limited to: entering profiles into I&%ﬂ\wporting
profiles electronically into LDIS, autosearches in LDIS, keyboary searches in
LDIS, deleting/modifying profiles in LDIS, user maintenanf are updates,

3.6.1 A CODIS Administrator is a member of the CODIS staff with administrative \%

CODIS supervisor, have Administrator rights.

and processing uploads.

3.7 CODIS Custodian/Supervisor (Crimglist IV)\'O\

3.7.1 The CODIS Custodian/Supervisor
CODIS network. The CODI
operations of the CODIS s NThis re
to: entering profiles into pdates, user maintenance, processing
uploads, evaluating ¢gn t notifications, oversight of CODIS
computer training, q assufan d security of DNA profile data stored in

' Q:

3.7.2 The CODIS Custodia isor has the authority to terminate the laboratory’s
participation in CO he event of a problem until the reliability of the
computer data ca ssured.

nsible for overseeing all
ibility includes, but is not limited

sys}:@ nistrator of the laboratory’s

3.7.3 The CODIS @dian/Supervisor is the liaison between the Forensic Biology
Departm d the SDIS Custodian of the New York State Police Forensic
Investigeion Center.

374 T DIS Custodian/Supervisor is responsible for reviewing the biweekly
ad resolution, monthly hit counting and ensuring that all candidate matches
ave been evaluated and dispositioned.

QQ‘S The CODIS Custodian/Supervisor is responsible for the oversight of maintenance
and filing of all documentation required for NDIS participation such as
proficiency test and audit documentation.
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3.7.6 The CODIS Custodian/Supervisor is responsible for supervising the CODIS

3.7.7

support staff and ensuring that all functions associated with CODIS staff are

performed in a timely manner. 6

The CODIS Custodian/Supervisor and the CODIS Program Manager, toge

have the authority to modify or remove profiles from the database whi r(tb
causing an excessive amount of spurious (false) candidate matches. \ IS
Match Estimation Utility can be used to document such proflles

Modifications could be accomplished by the addition of the e aIIeIe
designation to one or more loci or by other methods as de propriate to the
sample.

3.8 CODIS Program Manager (Assistan@recto‘%s,o

3.8.1

3.8.2

The CODIS Program Manageu nsﬂé&s@e supervision of the CODIS
staff.

The CODIS Program $gér isr ble for insuring the Forensic Biology
t

Department is in co Bl Quality Assurance standards relevant
to CODIS.

acceptable need to re a keyboard search at SDIS/NDIS at the request of the

3.8.3 The CODIS Program@@ is responsible for determining if there is an

NYPD or DAO. O

In the abseanﬂhe CODIS Program Manager, a keyboard search at SDIS/NDIS
may be apMoved by the CODIS Custodian or a member of the management team.

3.9 Networ @ppo rt Staff

3.9.1

o
Q.Q.Z

rmation technology (IT) specialists from DOITT, the city’s computer service,
e responsible for day-to-day maintenance (including regular backups) and
physical and electronic security of the CODIS servers and other hardware.

Those IT staff members with access to the CODIS server must undergo the FBI
security clearance process and be added to the user list as CODIS IT users. They
are not authorized to enter profiles or manipulate them.
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4.1

QO

CODIS ldentification Number (Specimen ID Number)

PROFILE MANAGEMENT

O

4.1.1 Each profile entered into CODIS will have a unique identifier. Only leifer

numbers will be used in the body of the description. Do not use any aces
or any other characters, except a dash (-), period, or grant-tracki gﬁ% lal
characters (# or $) when indicated below. The standardized f t fOr entering
specimen information into CODIS is as follows: Q

The first eight to ten characters will encompass the Fore§sic Biology laboratory
number (last two digits of the year, fo%owed by a lowed by a four digit

number if the case is from 2006 or ea orafi it number if the case if
from 2007 or later) followed by a the en is from a contract

laboratory the year will be pree, yal ry abbreviation (Bode
Technologies (BT or BTB); ark Dj tics (CD) or Genescreen (GS).
Vouchered items: a I{qust thre&s of the voucher followed by a dash.

Post mortem items: alid PN f ed by the item number followed by a dash.

The final set of chara%@l be reserved for sample type and identification:

Out-of-iurisdictia%es: add “O0J” followed by a dash.

Stained item eets, clothing, etc.): add a few (2 to 6) letters and/or numbers
jbe the item, the item number, and the stain designation followed by
f there is only one item of that type in the case (e.g. one pair of jeans,
eer bottle, or one baseball cap) the specimen ID need not contain the

or stain number. This segment may need to be shortened to help the

0 Specimen ID comply with the 24-character upper limit.

For stains with differential extractions the designations below will apply to the
fractions.

Controlled versions of Department of Forensic Biology Documents only exist electronically on the

Forensic Biology network. All printed versions are non-controlled copies.




FORENSIC B

IOLOGY CODIS MANUAL

4.0 PROFILE MANAGEMENT

DATE EFFECTIVE LAST REVISED APPROVED BY PAGE

09-01-2014

05-01-2015 MARIE SAMPLES 40 OF 115

Sexual assault kit items: the abbreviated descriptions for source and differential extraction

fraction (if appropriate) below must be used. Stain designations or the dried secretion swab
numbers should NOT be used unless there are multiple DNA contributors from the same case 0%
the same sample type, and samples need to be distinguished from one another: '\

Mi

Dried secretions swabs described as DS (I/Q
Oral swabs or smears described as OS \
Vaginal swabs or smears described as VS b‘
Vulvar swabs or smears described as VU \'\

Cervical swabs or smears described as CS %

Anal swabs or smears described as AS Q

Perianal swabs or smears described as PA

Penile swabs or smears described as PS OK

Underwear described as UW \

Sperm fraction described as SFeFt @

Epithelial fraction describgd N Q
n de@d as SR

Substrate/swab remaing&&

ssing and Unidentifi rsons : the specimen ID will follow the same

general format a

e Case number ash.

e For vouchered itenb d last three digits of the voucher followed by a
dash.

e To differenti een sample types, use R for Relatives of Missing

Persons, issing Persons (or Deduced Missing Persons) samples,

and U dentified Human Remains.

e $-fo s worked with grant-funded supplies

s of Missing Persons: the abbreviated descriptions below will be
or samples from relatives. If more than one sibling, other maternal
tive or other paternal relative is submitted, designate each with a number
after the abbreviated description:

Mother described as M

Father described as F

Biological Sibling (brother or sister) described as S

Other Maternal Relative described as OM

Other Paternal Relative described as OP

Spouse (other parent of child(ren) in common) described as SP
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Missing Persons: add 4-5 letters describing the item, item number, and/or
cutting followed by a dash. This segment may need to be shortened to help the

specimen ID comply with the 24-character upper limit. 6

Unidentified Human Remains: utilize “PM” and item number foIIow@
dash or item number depending on where the item is submitted fro (1/

Grant-Funded cases: add the special character followed by a dasi%"I
segment should be omitted from the specimen ID if neither Q\ %I
The first instance of grant assistance determines which sy%

cannot be both. Q

# - for cases worked on weekend overtime grant r@&y
$ - for cases worked with grant-fughled supplie

on applies.
is used, it

Case type indicator: the last Qoﬂ@s a a@etters indicating the case type.

AS  assault, attemptea@'cide, ated cases
BU burglary and r cases

DR drug posse ndr ses

HO homicide cases

MP  missing and unidef®fied persons cases

RO robbery, attem%@| bery, and related cases

SA sexual assa related cases

WE weapons p8gsdssion and related cases

AU auto rand larceny auto), unauthorized use of vehicle, and related cases
OT use @wy case type not covered above

X
&
0\‘»

QO
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4.1.2 Examples

Example 1: case no: FB07-00022, voucher N123456, item #1: purple shirt, stai%
1B; assault Specimen ID number will be: 07-00022-456-PS1B-AS

Example 2: case no: FB00-1257, post mortem kit item PM 2F, vagina, %9
sperm cell fractlon homicide. Specimen ID number will be: 00-12

VSSF-HO

Example 3: case no: FB08-01034, voucher P124589, item #®ove scrapings,
burglary, examined on a weekend. Specimen ID numberm@ + 08-01034-589-

GLSCR-#-BU

Example 4: case no: FB11-05500, v er 1000 |tem #1, auto theft case,
cigar butt, sample amped using pri rcha grant Specimen ID number
will be 11-05500-832-CB1-$- AU

Example 5: Cellmark Dla@ bac se CD01 0001, voucher K321123,
sexual assault kit under ain, s eII fraction, sexual assault. Specimen

ID number will be: 000 WSF-SA

Example 6: case no: FBl 34, bone PM1, unidentified human remains.
Specimen 1D number WI 1-01234-PM1-U-MP

Example 7: case n@m 1234, voucher number K123456 , brother and sister of
Missing Persgaw» $pekimen 1D numbers will be: 04-1234-456-S1-R-MP and 04-
1234-456-82@P

There i sS&imum limit of 24 characters for the specimen identification number
inC » The above specimen identification system should not be deviated
fr ess it is necessary to distinguish two samples, or under unusual case

6 ions.

Suspect profiles entered into LDIS will have specimen IDs of the form XXX-
10-S0000 regardless of whether the case is from the LIMS era or before. This
special format is intended to prevent the CODIS team and others from placing the
suspect in the wrong index where it might be accidentally uploaded.
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4.1.4 LDIS Only profiles entered into LDIS will have specimen IDs of the form
LLL-13-00000. This special format is intended to prevent the CODIS team and
others from placing an evidence profile which is ineligible for NDIS, into an 6
index where it might be accidentally uploaded past SDIS. Extensions such as f\
MDA or —-FDA may be added when there is more than one LDIS only prof@r
a case, to aid in distinguishing between the two.

4.2  General Guidelines for Entering STR Profiles into CODIS '\&
(see also table at the end of this section)

4.2.1 Procedures for determining STR typing results are detaile@k current Forensic
Biology STR manual. K

4.2.2 All STR profiles and mtDNA sequen hat are eligible must undergo
technical review prior to entry into 4 Th% cal review includes
ega

evaluation of associated positiyed t"\ rols, the eligibility of the DNA
profile for CODIS, as well ng th ép opriate exemplars and/or
elimination samples have reques east once.

4.2.3 All 13 core STR loci progfiafe-Zdditional technologies as needed must be
attempted on appropriate sgm n order for that sample’s data to be eligible
for CODIS. 6\

424 a. A minimum@re loci are necessary for entry into CODIS in order to

be upload IS. A minimum of 10 core loci are necessary in order to
be up NDIS. Additionally, all profiles intended for the Forensic
Mixt d Forensic Partial indexes must satisfy a statistical threshold for

ermined using the CODIS Match Estimation Utility, setting the
abase of size N to the current database size rounded up to the next
@ million for NDIS and next hundred thousand for SDIS.

OCJ following minimum core loci plus Amelogenin are necessary for upload
Q into CODIS and Next Generation CODIS:

r&rarity of approximately one in the size of the NDIS database. This

For Missing Persons and Unidentified Human Remains cases, the

Unidentified Human Remains: 6 for SDIS, 7 for NDIS
Missing Persons and Deduced Missing Persons: 8 for SDIS and NDIS
Relatives of Missing Persons: 13 for SDIS and NDIS
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4.2.5

4.2.6

4.2.7

4.2.8

4.2.9

The DNA result from each locus will be entered on the DB Profile documentation
in the form p, q for heterozygotes (in ascending order) and p, p for homozygotes
(for example, THO1 6, 7 or 6, 6).

In certain circumstances, a single obligate allele may be entered as p+. For§\
single-source DNA profiles, this is allowable only as described in secti m 4
If this option is used, the profile must be placed in the Forensic Partizgiv sic

Mixture, Forensic SDIS Only or LDIS only index. '\

This convention may not be used for Missing Persons, Relati Missing
Persons, and Unidentified Human Remains cases. This ¢ n may not be
used for suspect samples. \

Forensic mixture profiles shall not ha
No more than two alleles per locus
to allow for genuine trisomy) ma
Missing Persons, and Unidenii

Only DNA data derived G)analy i DIS accepted PCR loci/systems shall
be entered into COD IS PCR loci/systems are referenced in the

FBI NDIS Standards f8r Acceptgnge of DNA Data.

he e n of one three-allele pattern
sed ing Persons, Relatives of
uma ains cases.

ore thagi’&@'ges at any locus.

Forensic Biology Labor@eports that contain results eligible for entry into
CODIS contain a stat Tﬁg indicating that this information has been added to and
will be maintained réﬁe CODIS system.

O

4.2.9.1 Whena prof@?removed from CODIS for any reason, a statement in the report

must indivgte that the profile was previously searched but has been removed.
Depem@. n the timing of the removal, the statement may be in the initial
repo@ n an additional report.

4.2.10 rently, profiles developed using Low Copy Number amplification techniques

QO

O

e not eligible for entry into NDIS. They can, however, be uploaded to NY-
SDIS for searching, via the Low Copy Number specimen category of the Forensic
SDIS Only Index. Samples in this SDIS Index are unmarked for any further
upload (i.e. to NDIS).
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4.3  Guidelines for Entering STR Profiles Derived from Mixed Samples into
CODIS (see also table at the end of this section)

4.3.1 All mixtures refer to the situation where the DNA profile from the eV|denc 6
composed of alleles from more than one individual.

4.3.2 As many loci and alleles as possible should be included in the profll Qﬁed to
the database.

4.3.3 When a locus can be only partially deduced, use of the oblj Ie designator,
a “+” aids in moderate stringency searches by preventlng of the spurious
moderate matches possible at mixed loci.

4.3.4 A locus may be designated inconclusi “INC") DNA Profile Evaluation
form at the discretion of the mterpr nal '@ he technical reviewer(s) if

h

an ambiguity exists at that Iocu ype 1l mixtures below). This
locus, however, can and sh I be u e confirmation process once a
candidate match is made

4.3.5 Type I mixture - th @ts arf su at it is possible to determine/deduce a
complete profile of a cbntrikut 6 or more loci. The deduced profile of the
major contributor or the omponent will be entered into LDIS.

Only if the allele int ’?és are such that the minor component can clearly be
deduced at six or ﬁoci will the deduced DNA profile of the minor component
be entered in@.

4.3.6 Typell re - the results are such that it is not possible to determine/deduce a
file of a contributor at all loci; the allele intensities are such that the

r can be deduced at some loci but not at other loci. Enter the deduced
at all deduced loci. Any loci that cannot be deduced can be entered as a
ture with the obligate allele indicated on the DNA Profile Evaluation Form

ith a “+”. Because of possible allele sharing, include any alleles that might be
QO attributable to the perpetrator, even if the victim also has those alleles.

There are two options for entering partially known loci when not all of the
possible alleles at that locus are confirmed.
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Type Il mixture — option one for entry of a mixture locus: Enter the locus as

“INC”. This may be the method of choice when your profile contains good data

at most of the loci, and the loss of one or two loci still leaves a profile which 6
meets the Match Estimation threshold and expected to meet the uniqueness '\

threshold. Q

Type 1l mixture — option two for entry of a mixture locus: If only o
potentially two alleles of the profile at that locus can be determin LCN
interpretation rules) or after all attempts to get results for a clear@Nble but
below threshold peak have failed, enter the one known allele “+”, Thisisa
CODIS method of designating that “another allele may be% at this locus.”
The advantage of listing one known allele over none or is that a match
might be found at moderate stringency, but will prevﬁuleast most of the
spurious candidate matches which migh{ occur if at all is entered for that

locus. @

For example, a 10+ would mal »10; 1 \ 0, 11... but would preclude
anything that contained no e,f ple, 9,9;9,11;9, 12... would not
match, in contrast to an , or On@y at that locus, which would allow any
allele to appear at th%s an a mismatch.

This option is only meant t hance a limited number of loci in a profile, for
instance to enable a prof @ 9 loci to meet the minimum amount (10 loci)
needed in order to be ed at NDIS instead of being stopped at SDIS. Certain
criteria must be m ocumented in the case record in order to justify using

this method

" Docun&qga;lon from the CODIS Match Estimation Utility which estimates
thatgm mber of moderate matches a profile will generate in a database of a
i@ ize N is not greater than one, despite its being a mixture and/or partial
[M\nature.

é)‘:database size N, use the current SDIS or NDIS size, rounded up to the

CJO next 100,000 or 1,000,000, respectively.

QO

= This is the one and only instance on a DNA Profile Evaluation Form when a
single allele is entered in the box for that locus. The “+” must also be present.

= The interpreting analyst and/or technical reviewer(s) submitting such a profile
may be called upon to evaluate all candidate matches found when the profile
is searched.
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4.4

Entering STR Profiles into LDIS

4.4.1 CODIS eligible profiles will be entered into LDIS by CODIS software-trained

4.4.2 Profiles matching the victim or elimination samples (

staff only. The profiles entered and/or imported into LDIS must fall into one d\%
the following CODIS categories: Forensic Unknown; Forensic Mixture; Ft@ic
Partial; Forensic SDIS Only; Low Copy Number; Suspect, Known; Mi

Persons Index; the Relatives of Missing Persons Index or the Unidenifi uman
(Remains) Index) (see section 1.0 - CODIS Terms and Abbreviati &
definitions; for procedural guidelines on how to enter a profile iﬁ\% IS, see the
FBI CODIS Training Manual). For a list of NDIS-approve CR Kkits,
consult the current version of NDIS Operational Procedur ual.

ample, a family
member or a consensual sex partner) not be entered into

CODIS. For a profile to be unambi to the victim or elimination
sample, an exemplar must be tesie to the profile in question. Itis

not sufficient to make an a 9 bas; ase information that the profile in

question matches the victi consen ex partner.

4.4.3 Profiles that are clea@elat ase or crime will not be entered into
CODIS. For example ile from a condom from which a female

profile was determined anggwctim is excluded as the female contributor of
DNA. This will be at t retion of the appropriate Assistant Director and the

CODIS Program Ma, » The determination can be aided using the CODIS
Guide to Determini hat is Allowable for Entry into the Forensic Index at
NDIS.

4.4.4 Local susp8¢t profiles reside in LDIS. They are not eligible for upload to higher

&

levels
thr

IS, nor are they eligible to be shared with any other laboratories
r outside of CODIS.

ect files may be created from decedents of OCME cases who are also
cumented suspects in one or more criminal cases (with case contacts from
NYPD or DAO). The resulting profiles will be entered into LDIS” Suspect,
Known Index under the usual nomenclature and search conditions.

Local suspect profiles will be entered into LDIS (Suspect, Known Index), unless:
4.4.4.1 A properly executed court order dictates otherwise concerning a

specific sample. When any court order or similar paperwork is
received, the OCME Legal Department must be consulted and provided
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4.4.5

4.4.6

4.4.7

4.4.8

a copy of the paperwork.

4.4.4.2 The exemplar was submitted subsequent to a partial match notification%
and does not match the case for which it was submitted. '\

Entry of a profile into LDIS will be documented on the DB Profile d b%l(ation
in the case record. '\(ﬁ(

Upload of a profile to SDIS will be documented by including@y of the
CODIS Specimen Detail Report in the case record. Q

Non-victim DNA profiles derived from evidence that &ot eligible for
SDIS/NDIS entry will be entered into g LDIS O ’5\' DIS category (for

example, a profile obtained from th@ ing o pect, or a weapon taken
directly from an arrestee). | A ’\

Off ladder alleles above or @/ the icfadder are entered as < (lowest allele
at that locus) or > (high e), r ively. The official standardized NDIS

allelic ladder is ?\ C)

CSF1PO <6, 6-15, >\§
D13S317 <8, 8-1p|
D16S539 <5, >15
D18551 <9. €26, >26

D21S1a<R4)p; 24.2-38, >38
D3S1858 k12, 12-19, >19
D 18 <7, 7-16, >16
@o <6, 6-14, >14

@ 1179 <8, 8-18, >18

GA <18, 18-30, >30

0 THO1 <5, 5-10, >10
0 TPOX <6, 6-13, >13

QO

VWA <11, 11-21, >21
Amelogenin X,Y
D19S433 <9, 9-17.2, >17.2
D2S1338 <15, 15-28, >28
Penta E <6 6-24, >24
Penta D <2.2, 2.2-17, >17
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4.4.9 Off ladder alleles which fall within the lower and upper limits at each locus should be
entered as determined by the analysis software (e.g. an allele
called as 9.1 should be entered as 9.1, not 9.x). 6

4.4.10 If a discrepancy exists on the DB Profile documentation (for example, writing is n@

legible, reviewer’s initials are missing, the specimen ID appears incorrect or is too lon

Interpreting Analyst (IA) or the technical reviewers for that sheet must resolve the d& cy
h fi

before the data from that profile is entered. If the discrepancy is discovered oncgt le has
already been entered, a modification or deletion/re-import may be needed (cas %ase
determination). Interpretation issues should be discussed with the appropri istant Director.

4.5 Modifying or Deleting an STR Profile from CODIS&Q

4.5.1 Modification of data already entered igtq CODIS %Q due to several reasons:

= Additional testing has been$ ted Qv Sample.

= An interpretation error overeg(eyarding the profile.
= The profile could be ir%@d by taddition of the obligate allele designator
LL+1’.

O
Oncma be termined that a profile must be modified in
ile Modification form should be filled out and
he CODIS staff for processing. The original
dification form will be maintained in the Profile
m' ation form binder and a copy will be added to the case
rd.

452 Any mod'?@ion to a DNA profile once it has been entered into LDIS will be
docur%@m the appropriate profile modification log.

45.3 R@ws for administrative removal/expungement might include:
00 A profile entered is later determined to be from a victim, witness,
O consensual partner, family member, etc.
Q " Documentation is provided for legal expungement.
" A determination was made that the profile should not have been entered

into CODIS due to a user problem (for example, the 1A has failed a
proficiency test during the time the data was generated) or a systemic
laboratory problem.

. Profiles from missing persons and/or relatives of missing persons are
removed once a person is identified unless they will be needed to assist in
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4.6

4.6.1

4.6.2

4.6.3

4.6.4

identification of possible further remains and the data for the first-

identified remain is not complete. Profiles from unidentified human

remains will be removed only if the body recovered is intact. 6
AN

Once it has been determined that a profile must be deleted from CODIS, a m
Removal/Expungement Form must be filled out and submitted to the C ij
for processing. Unless there are time restraints surrounding the delet NE
example, in response to a court order requiring it before the next Igca ad; if
so, an Expungement Request letter will be sent to the SDIS cusmév, the

deletion will be processed with the next upload to SDIS. %

binder and a copy will be added to the case record. T, letion will also be
recorded in the Upload Deletion/Expupgement lo time it is processed. The
rt fro pload will also be printed
ge binder confirming that the

The original form will be maintained in the Case Deleti§&ungement form

deletion portion of the reconciliatio
and placed in the Case Deletion/E
deletion was completed. \

Routine Searches of LI Nlcé'dE ar@ls
Interpreting analysts and theigech?icacgiewers will routinely compare appropriate

preliminary DNA profiles to those ANLINKAGE and LDIS.

LDIS autosearches will be ¢ ed after the addition of new profiles into LDIS and
before an upload to SDIS 18 search will serve to ensure that no intra-laboratory DNA
matches were overlo d to track local DNA hits using the CODIS system. LDIS
autosearches will be @rmed by the CODIS staff only.

All LDIS autossarthes will be conducted at moderate or high stringency using a
minimum é’loci. The default setting is moderate.

ith 10 or more loci will also be searched, allowing one locus to have either
gency or non-matching results (“one-mismatch search”).

lo
4.6Q LDIS candidate matches will be examined. The CODIS staff will investigate any

atches not already documented and ensure that all proper notifications are prepared,
reviewed and made expeditiously. The CODIS group may return such matches to the
analyst and technical reviewers who submitted the specimen, and delegate the match
notifications to them.
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4.7  Uploading Profiles to SDIS/NDIS and Search Policies

4.7.1 All appropriate LDIS profiles will be uploaded into SDIS by the CODIS staff. %
Currently, New York State local DNA laboratories upload to SDIS weekly, wi
the SDIS search performed shortly thereafter. Forensic STR Index, Unide d

Human (Remains) Index and Missing Person Index profiles containing ore
loci are searched at both high and moderate stringency. Profiles wit I are
searched at high stringency only unless placed in the “Forensic SI}\ I ”
index.

4.7.2 LDIS profiles for upload to SDIS will be from evidentiary;es only. Under
no circumstances will known human reference samp§ b&uploaded to SDIS

forensic indexes. Such profiles may be entered i Missing Persons

Index, the Relatives of Missing Per Index &nidentiﬁed Human
(Remains) Index) if appropriate. @

4.7.3 All putative perpetrator p \n Fore
uploaded to SDIS. ***NC&%* Adgi
be placed in the Other ( Ind
the same offender ar siti

ology DNA pattern will be
al profiles from patterns will no longer
DIS. Confirmed additional matches to
State Defined #1.

4.7.4 Uploads to NDIS will take&ge as scheduled by the SDIS custodian.
4.8 Other Searches Q\$

4.8.1 Only DNA pﬂ@eveloped by the Department of Forensic Biology may be
compared to AGE. Requests to compare other DNA profiles to LINKAGE

will not roved and are not allowed. Requests to compare other labs’ DNA
profll spects in LDIS will not be approved and are not allowed.

4.8.2 I keyboard search requests of LDIS, SDIS, and NDIS are only allowed of
A profiles derived from evidence. Keyboard searches of DNA profiles from
O nown individuals are not allowed.

0. .3 Keyboard search requests of SDIS/NDIS are addressed to the Databank
coordinator. This search is requested through the DCJS Databank coordinator and
is executed at the discretion of the SDIS custodian.

Keyboard search requests of LDIS are addressed to the CODIS custodian, CODIS
Program Manager, or the laboratory director.
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4.8.4 There are assorted reasons a keyboard search would be requested by a laboratory.
All requests must be accompanied by a Justification for Keyboard Search Request

form. '\6

Reason #1: The requesting laboratory wants to search a profile that does
meet the minimum loci requirements for SDIS or NDIS entry or w
searched based upon SDIS or NDIS current search policy. Keyb x ches
for this reason must be, accompanied with a documented scie |f son
justifying the search (for example, apparent presence of mix sample
degradation or limited sample availability). Scientific juﬂ%uon must
include but is not limited to a statistical significance o file (or deduced
loci) that meets the NDIS Match Estimation Utility rgquir€ments of 1 in a
database of size N. NDIS does allow keyboard seées of profiles with fewer

than 10 loci, if this required thres can be !\' copy of the Match
Estimation printout must be pro ; 0 th@ls group with a justification

of this type.

Reason #2: - The requestl ncy search a profile before the next
search in a situation nvicted offender is a suspect in a
particular case a e |s or an expedited search. The initial request
from a Bureau Chi§f from fthe District Attorney’s Offices must be

submitted in written for must be accompanied with a valid justification
for the urgency, an ust be confirmed that the suspect in question is,
in fact, in the da k. This confirmation is the responsibility of the
reguesting a ™ There must also be a documented conversation with an
Assistant and appropriate case information. Case information from
the DAOQt include: the suspect’s full name, NYSID number, social
securi mber, and any known aliases.

T lowing reasons are considered valid urgency justifications by the

@partment of Forensic Biology to request a keyboard search to expedite a
0 ODIS search at SDIS or NDIS:

OO e A suspect has been arrested for a particular case and will be released
Q without the search. Additionally, there is no other evidence (eyewitness,
fingerprints, etc.) to hold the suspect and attempts to obtain a DNA sample
from the suspect have been exhausted.
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4.8.5

QO

e A strong investigative lead has developed a suspect in a particular case
and the search will lead to an arrest. Additionally, there is no other
evidence (eyewitness, prints, etc.) to arrest the suspect and attempts to
obtain a DNA sample from the suspect have been exhausted. \

has qualified for entry in the convicted offende

NOTE: Evenif the DAO or NYPD can confirm a potenti I@l?%t
é\ nk
g,

this does not insure the sample has been coll
processed, or entered into the offender databaMk.
Expedition of a convicted offender sam DCJS does
not have to be in response to a keybo uest. If the
suspect is based on a strong investigative’ lead and the
investigator wants to insure the sponding convicted
offender sample iss the offe
routine search ould .
Investigato,rﬁr da advised to attempt to obtain

a DNA w om pect and submit it directly to
Forensje-Bjotogy. O

Reason #3: - The re g am@d/or the Department of Forensic Biology

wants to search a pgyofile befQreglthe next search in a situation where there is an
urgency for an expedit arch to attempt to identify an offender in a serious
or serial crime, for p afety reasons.

approve keyb rch requests. Disagreements between the CODIS Program
Manager andhe Analyst, technical reviewer(s), or manager requesting a keyboard
search wilde resolved by the laboratory director.

Both the CODIS&ian/Supervisor and the CODIS Program Manager must

Once board search request has been approved, the interpreting analyst will
f@a Forensic Biology Keyboard Search Request form and forward it to the
IS staff for processing. All keyboard search requests will be processed by

\& CODIS staff. If the keyboard search request is for SDIS, the CODIS

O

supervisor will discuss the request and case information with the DCJS Databank
coordinator via telephone and fax the request form accordingly. Documentation
of the request and search results will be added to the case record. Keyboard
search requests from outside laboratories are kept in the Keyboard Search
requests binder. The interpreting analyst requesting the keyboard search will
be responsible for evaluating all candidate match results from the search
within 15 days of receiving the results from the CODIS staff.
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NOTE: Prior to faxing a Keyboard Search Request form to SDIS, the CODIS
staff will first perform an autosearch to identify any local candidate

matches. 6
N

4.8.6 A forensic profile may be searched at a non-CODIS databank (for example@
Interpol). See the NDIS Procedures for further information. (1/

4.8.7 A non-US forensic profile may be searched at NDIS upon requestgdo Bl and
at their discretion. Such a profile may NOT be searched at LDIS\

Table — DNA Profile Evaluation Form entries for STR profiles deriv mixed samples
STR result Interpretation DNA Profile ~ Will match
Evaluation Fo
7,8,9 deduced contributor is 6 @
9,9 . \@ ‘\Q 9,9
\ 6 (high stringency)
7,8,9 deduced contributor is C)e O
8,9 ?S C P 8,9
N (high stringency)

7.8,9 deduced contributor is KO\

97 Q’\o

(where Z is@omor 9) |7,8,9+ 7,90r8,90r9,9
(moderate stringency)
7,8, 9** deduce&mributor is INC anything
%, or

S
\} ther non-called allele, 9+ 9 plus any other allele

possible drop-out, or LCN (moderate stringency)

C O possible false homozygote
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5.1

VERIFYING AND REPORTING DNA MATCHES

General principles

Discovering and confirming “exact matches” and “partial matches”, and maki
notifications, are among the highest priority tasks done in the Department of
Biology. Any delays can result in additional crimes being committed t a% ave been
preventable. For local matches, it is not necessary to have all analys mplieted or
reports written, just that the required data is available for review o

Local exact matches between cases may result in the creation
pattern. To consolidate the handling of relateq pattern cas
subsequent court testimony, a single analyst (VMgrever p
cases in a pattern. Therefore, dependlng atyr
case may be transferred to the analyst reV|
additional information.

egextension) of a DNA
o0 streamline any
should be assigned all
cases involved, a “new”
e(s). See Section 5.4.1 for

Partial matches are inadvert g\‘?ect that suggest that the source of an
evidentiary profile is potentl

e A relative of a suspect (suspe )
e A relative of another evid profile (within a case or between two cases)

e A relative of some othe arison sample (victim or elimination sample)
e Arelative ofano r@ tate or national)

This is evaluated Qy cOrfparing the number of shared alleles and/or loci, then calculating
the full sibling |j od ratios and/or the parent-offspring likelihood ratios using the

CODIS Pops plication; and the EKR (expected kinship ratio) and EMR (expected
match rati specific procedures below). The use of partial matches at the state level
has be roved by the New York State Commission on Forensic Science. The use of

atches at the local level may occur at any time. Matches at the state level follow a
weekly cycle. Matches at the national level follow a twice-weekly cycle.

For Missing and Unidentified Persons cases, discovering and confirming “exact matches”
and “associations” are also among the highest priority tasks done in the Department of
Forensic Biology.
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5.2

Associations are “indirect matches” that suggest that the reference profiles (i.e. profiles

from relatives of Missing Persons in a pedigree tree) are potentially related to profiles 6
from a Missing Person or Unidentified Human Remains. These associations are ranke"\
CODIS according to a joint pedigree likelihood ratio.

Missing persons matches in CODIS may occur at any time at the local level. \\: State
and national level, matches follow a one month cycle set by NY State an or&
Additional searches such as those with mitochondrial DNA only are dor\i cheduled
by NY State and the FBI (typically, quarterly).

DNA HITS application \Q

The majority of DNA exact match and partia
web-based DNA HITS application. This
dissemination of matches to the NYPD torney’s offices. If DNA HITS
is unavailable for > 24 hours, or a r fun ty is unavailable, make
notifications using a Notlflcatlon folloggwith DNA HITS notification when it
becomes available.

e Disfrd

DNA HITS is not used for M?s;g anﬁﬂdentlfled Persons Cases. A notification letter
is sent via email to notify all invol arties of the match. For matches with unidentified
remains from NYC OCME, the ed Medical Examiner, Identification Unit, and
NYPD Missing Persons are notified. Matches involving outside jurisdictions will
be sent to thatjurisdictio’b esignee(s).

Only the NYPD desi@)’s) and the appropriate DAQO’s designee(s) are notified via DNA
HITS. If using DNQ\'HITS, do not also notify Detectives or ADA’s directly - they will be

notified by th%@eriors.

Member@b management have privileges in DNA HITS to add or delete authorized
analysts have varying levels of privileges within the program. All

ng analysts plus certain clerical and CODIS staff members have login privileges
n enter match information. Supervisors, technical reviewers, management and

ain CODIS staff members have approval privileges for matches. The program will

aot make a notification until it has been approved.
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5.3 Method of notification

The existence of an exact match or partial match is disseminated via the Department of %
Forensic Biology report, via DNA HITS, or both. The method depends on the type ofh\
match (“cold” vs. “warm?”), the level (local, state, national), or the type of comparl

(exact vs. partial). “Cold hit” means no one thought the cases (or suspect) wergdi k
previously. “Warm hits” are the opposite: the cases were previously thoug &@

been linked, and DNA is simply confirming this.

"’0 cases that

In general, match notifications made via DNA HITS are applicable d
have a clean, informative forensic autosomal DNA profile (smgle ~ € or deduced)
attributable to a putative perpetrator. In addition, partial match giotitTCations are limited
to such profiles with >10 CODIS core loci (for SDIS) or all DIS core loci (for
NDIS) with no Z’s, INC’s, or other lndlcatlo fa mixt

Associations solely to non-deconvolute res r@y to Y STR results are
described in the reports, not via D 6

Notification via DNA HITS is n{&aary f(@ollowmg types of matches:

Local matches: E C)
Cold hits between cases Q\

Partial matches betwe
Cold hits between a
Warm hits betwee
Partial match

d a suspect (exemplar or pseudo-exemplar)
e and a suspect (exemplar or pseudo-exemplar)
en a case and a named suspect or arrestee (exemplar or

pseudo-e lar)
State o nal matches:
Ma etween a case and an offender

Pgmia® matches between a case and an offender
ches between a case and a case in another laboratory

I@geation via DNA HITS is not necessary for the following types of matches:

Warm hits between cases
Partial matches within a case
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The report (evidence report or suspect report) will contain information on all local exact
matches and/or partial matches.

DNA HITS is not used for Missing and Unidentified Persons cases. Match notificatior'\%
are made via a Forensic Biology Report and Notification Letter.

QO
5.4  Verifying and reporting exact matches bgl/
5.4.1 Local exact matches discovered via LINKAGE or LDIS \'\
5.4.1.1 Confirm the exact match QQ)
In the event an analyst suspects there is a cold hit between hi &“new" case and a

previous case or pattern, or between his/her “gy” case spect file, his/her
supervisor or technical reviewer should be dim
*

L
Expedite additional testing (incluc@plars '@ded) to determine if you have a

true match or a fortuitous match. tional g Includes any duplication needed to

satisfy the concordance policy. K O
Once you have confirmed the xac{{b)continue the process.

5.4.1.2 Review the matching cases \go

The analyst of the “new” th to request the “previous” case(s). For a case-to-case
match, compare the i r@ion available in the files: precinct, location of occurrence,
description of assail tails of the assault, etc. If any 61 forms are missing, have a
supervisor arran @Qget a copy. (This step is not required for NYPD project cases. If
any of the infor&gaton in the 61 forms seems inconsistent, discuss with your supervisor
or technica @WEQL)

For cgs case matches, determine whether the matching samples were processed
tog

0 Evidence exam on the same date and/or by the same analyst?
e DNA extraction and/or amplification worksheet with the same date and time?

If so, see your supervisor or technical reviewer, and Assistant Director immediately.
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For case-to-case matches between similar case types (e.g. Property Crime to Property
Crime) or disparate case types (Homicide to Property Crime), it is a possibility that a
member of law enforcement is the source of the DNA. Therefore, the following should
also be determined based on paperwork in the file:

e Was the evidence in both cases collected by the same Crime Scene Unit or W@e
Collection Team member?
e Was the evidence in both cases processed by the same NYPD IaboratN inalist?

If so, see your supervisor or technical reviewer, and Assistant Direct ediately.
Conversations with NYPD and/or the relevant District Attorney’sQfiNCe(s) may need to
be held in order to procure elimination samples from potentiall@ ved personnel. If
such samples are not forthcoming, and the question of the o@ f the DNA has not
been resolved, DNA HITS will be used for m notific

5.4.1.3 Determine if the “new” case should ke Q@sfe

of the crimes; the nature oft ce it thin the cases; the time frame of the
crimes; and whether any app ly solved via arrest, typing of a suspect, or
an offender database match. "Bransfer Id only take place when a logical pattern is
created or added to. \

Use common sense when decidin ‘Qte tran E “new” case. Consider the nature

Examples of situations whe@efer makes sense might include:

e A 2012 sexu @t case matching a 2010 sexual assault case.
e A 2012 burgl ase matching a 2011 robbery case.
e A2012r y matching a 2011 sexual assault (where case facts are similar)

If there is %ical pattern or relationship between the cases, no transfer of the “new”
case is n&%ry. Examples might include:

2012 burglary case matching a solved 1996 homicide case.
O A 2012 sexual assault case matching a 2011 auto theft case.
Q e A 2012 robbery matching a 2011 sexual assault (where case facts are different)
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A transfer is NOT necessary if a “new” case is solely matching a previous suspect file.

The analyst of the “new” case retains that case and will have the previous suspect file
transferred to him/her. The analyst of the “new” case is responsible for making the DN%
HITS notification of the case-to-suspect match and for reporting of the newly discovep{
match in an additional suspect report.

5.4.1.4 Transfer the “new” case &

e Transfer the newly linked case to the analyst for the previous cad(s

e Have a supervisor update records to reflect the new case assi%ut.

e There is no requirement to complete testing in the entire c rt or complete a
draft report, prepare tables, or prepare a DNA Profile E\{Iua on Form. However,
such things may be done as a courtesy \O

5.4.1.5 Make the match notification(s) 6 @
R\< o
e The analyst and technical @Qv S) WI{@N the case are the ones responsible
" O

for making the match notifredsio

Enter the match(es) into DNA HI?&S ng Gﬁedure in section 5.6.
5.4.2 Verifying and reporting SDIS e@rnatches

With DNA matches identifi sS&DIS, both laboratories involved in the match have
confirmation responsibil@ll matches will be resolved by the CODIS staff, with the
exception of Low C ber samples and certain identity searches performed and
scheduled by NYS.

Responses to didate matches must be immediate. The final disposition of the
candidate to the SDIS custodian must be reported no later than 30 business days
after recgf™Wny the match report.

5.4.2.1 Geferg Process

Q e CODIS staff will print out the Candidate Match Detail Reports from the CODIS
ystem along with a Match Inventory list (a summary list of all the cases involved in the
candidate matches) and retrieve the corresponding files.
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Each candidate match report and corresponding file or LIMS case record must be
reviewed to confirm whether or not the two profiles indeed match. The analyst reviewing
the file must fill out a Candidate Match Confirmation Checklist if the match is found to 6

be true. '\

If any modifications to the DNA profile are needed, a Profile Modification For, e
filled out by the Interpreting Analyst or the analyst reviewing the data (see sgctiQni4.6),
and submitted to the CODIS group. It is not necessary to wait for the profile

modified to continue in the confirmation process.

5.4.2.2Verifying and reporting SDIS offender exact matches Q%

If the profiles are an exact match, complete a NYS DNA Da *k Candidate Match
Confirmation Form. This form communicategdg DCJS a atabank coordinator the
case information, and that the candidate m , in fagt? @ rue match. Therefore, one
NYS DNA Databank Candidate Match %O ati for every confirmed
candidate match listed on the Matc? :@\Q ry m&completed. The NYS DNA
Databank Candidate Match Confi i For& n transmitted to DCJS by fax or

other electronic means. & O

Upon receipt of the NYS DI\ySatab andidate Match Confirmation Forms from our
laboratory, and upon receipt of co ation of the offender sample from the NYS DNA
Databank coordinator, DCJS wi ase the offender’s name, in the form of a DCJS
Match Letter (see the curren %on of the New York State COmbined DNA Index
System Procedures). This [8te¥ will contain the name of the offender, any aliases, the
NYSID number and é s current location.

Enter the match@g%into DNA HITS using the procedure in section 5.6.

If the confir atch has linked an offender to an unsolved case, the investigating
agency tain an exemplar from the offender and submit to the laboratory for
retesti i0r to proceeding to trial. This requirement is located on the DCJS Match
is available to the District Attorneys’ offices upon request.

Q?DCJS Match Letter should be used by the DAO to obtain the court order authorizing

e collection of the exemplar. The Department of Forensic Biology will perform testing
on the exemplar to replicate the DNA match of the offender to the forensic sample(s) and
to testify in court to the match. Questions from the DAO regarding offender information,
offender blood draws, etc. should be directed to DCJS. Analysis of the exemplar by
Forensic Biology is generally not necessary for grand jury proceedings. This analysis,
however, is necessary before trial.
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5.4.2.3 Verifying and reporting SDIS forensic exact matches

notified via telephone, fax or email and the match verified. Both laboratory’s case
numbers and ORI numbers are on the Match Detail Report and on the Match Inve

list. The contact information for all CODIS laboratories can be found on the C
Standard case contact protocol should be followed to document any corresp (}\ or
conversations.

After the data is reviewed, the other laboratory involved in the match must then be 6

If it is determined the candidate match is a non-match, the process st@ere. All case
contacts should be documented on the checklist accordingly. Q

If it is verified to be a true match, information regarding the
The CODIS DNA Match Data Request and Rgsponse ForgiN
laboratory by fax or other electronic mean for
information. Information on this form, | flabl
§m

must be exchanged.
nsmitted to the other
btates the exchange of
include:

e Contact information for the su

cy.

e Contact information for the tory
e Laboratory and police id athPers (Forensic Biology and complaint
numbers).

e Whether the case is solved (i. NA).
e Suspect information (for QK, , hame, NYSID number, has he/she been tested at

our lab, etc.). Q

e General case inf (for example, date of occurrence, type of crime, etc.)
e |f the case wi? t tch at SDIS is one of a local pattern, information regarding

both/all sho provided to the other laboratory.

Upon recej @he response from the other laboratory, the match is confirmed. This
form dq ts that the candidate match between the two laboratories was

ackn ed, each laboratory has finished their review process, both laboratories are
con@ung the match and that case information has been exchanged.

Onter the match(es) into DNA HITS using the procedure in section 5.6
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5.4.3 Verifying and reporting NDIS exact matches
With DNA matches identified at NDIS, both laboratories involved in the match have 6
confirmation responsibilities. All NDIS matches will be resolved by the CODIS staff}\

match to the NDIS custodian must be reported no later than 30 business dayga

receiving the match report. '\

5.4.3.1 General Process Q)

Responses to all candidate matches must be timely. The final disposition of thiE ate
r

system along with a Match Inventory list (a summary list of cases involved in the
candidate matches) and retrieve the correspongag files.

wig fi VQMS case record must be
profil&eed match. The analyst reviewing
h\Confirnfagioh Checklist.

If any modifications to the Iiy&rofil ré&p2eded, a Profile Modification Form must be
filled out by the Interpreting Analyst o@)analyst reviewing the data (see section 4.6),
and submitted to the CODIS group\is not necessary to wait for the profile to be
modified to continue in the con( ion process.

The CODIS staff will print out the Candidate Match Detail Repgrts%m the CODIS

Each candidate match report and corrgs
reviewed to confirm whether or not t
the file must fill out a Candidate

If a profile has a national er candidate match and a state offender candidate match
at or near the same tigae, Q119w the state confirmation process to proceed first. If a profile
has two (or more) nayjongl offender candidate matches at or near the same time, select
one of the candidae matches to proceed first (see the CODIS supervisor for guidance on
selection). On of the candidate matches has been verified and the name of the
offender obt » process the remaining candidate matches as conviction matches.

5.4.3.2 Verifyi d reporting NDIS offender exact matches

/@iﬁ:&e data is reviewed, the other laboratory involved in the match must then be
Q ied via telephone, fax or email and the match verified. Both laboratory’s case

umbers and ORI numbers are on the Match Inventory list. The contact information for
all CODIS laboratories can be found on the CJIS-WAN. Standard case contact protocol
should be followed to document any correspondence or conversations.
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If it is determined the candidate match is a non-match, the process stops here. All case
contacts should be documented on the checklist accordingly.

If it is verified to be a true match, information regarding the cases must be exchanged '\%
The CODIS DNA Match Data Request and Response Form is transmitted to the o

laboratory by fax or other electronic means. This form facilitates the exchang 011/
information. Information on this form, if available, should include: \

e Contact information for the submitting police agency.

e Contact information for the laboratory. @

e Laboratory and police identification numbers (for exampl number,
complaint number, etc.).

e Whether the case is solved (i.e. by DNA). ’@

e Suspect information (for example, na%NYSID er, has he/she been tested
at our lab, etc.). %

e General case information (for @ e, da currence, type of crime, etc.).

e |f the case with the match is on@*ocal pattern, information regarding
both/all should be prowde@e othg ratory

e When available, mcl%~6 now es of the offender/suspect if the case is

solved, because the o er/s@ ay be in the other database under a
different name. \

Upon receipt of the CODIS
laboratory, and upon the of
match is confirmed. The
via fax, in the form
any aliases, the Stgte

security numberQ

Enter the match 0 DNA HITS using the procedure in section 5.6

tch Data Request and Response Form from our
aboratory’s confirmation of the offender sample, the
der laboratory will release the convicted offender’s name,
h letter. This letter will contain the name of the offender,
, current location, and sometimes an FBI number or social

If the O Irmed match has linked an offender to an unsolved case, the investigating
agefcy must obtain an exemplar from the offender and submit to the laboratory for
xtejting prior to proceeding to trial. This requirement is located on the match letter that
5 forwarded to the District Attorney’s office upon request. The match letter should be
used by the DAO to obtain the court order authorizing the collection of the exemplar.
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The Department of Forensic Biology will perform testing on the exemplar to replicate the
DNA match of the offender to the forensic sample(s) and to testify in court to the match.
Questions from the DAO regarding offender information, offender blood draws, etc. 6
should be directed to the agency contact information given on the CODIS DNA Matcrr\
Data Request and Response form. Analysis of the exemplar by the Department ofg

Forensic Biology is generally not necessary for grand jury proceedings. This rﬂt/
however, is necessary before trial. &

5.4.3.3 Verifying and reporting NDIS forensic exact matches

The CODIS staff will print out the Candidate Match Reports fro %DIS system
along with a Match Inventory list (a summary list of all the cas<{in ved in the
candidate matches) and retrieve the corresponding files. @

le or @ case record must be
E’s ate. The analyst reviewing the

Each candidate match report and correspo
reviewed to confirm the profile data sgnt
file must fill out a Candidate Match

IS
ation list.

If any modifications to the DN ;Q)i ear d, a Profile Modification Form must be
filled out by the analyst revi@the a section 4.6), and submitted to the CODIS
group. It is not necessary to Viait for tc‘g’ofile to be modified to continue in the
confirmation process. O

After the data is reviewed, th r laboratory involved in the match must then be
notified via telephone, fax o§email and the match verified. Both laboratory’s case
numbers and ORI nu e@re on the Match Inventory list. The contact information for
all CODIS Iaborator@n be found on the CJIS-WAN. Standard case contact protocol
should be followew to document any correspondence or conversations.

If it is deter the candidate match is a non-match, the process stops here. All case
contacts be documented on the checklist accordingly.
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If it is verified to be a true match, information regarding the cases must be exchanged.
The CODIS DNA Match Data Request and Response Form is transmitted to the other

laboratory by fax or other electronic means. This form facilitates the exchange of

information.

Information on this form, if available, should include:

e Contact information for the submitting police agency.
e Contact information for the laboratory.

e Laboratory and police identification numbers (for example, FB numb
number, etc.).

e Whether the case is solved (i.e. by DNA).

e Suspect information (for example, name, NYSID number, has

our laboratory, etc.).

e General case information (for example, d of occurr e of crime, etc.).
e If the case with the match at SDIS is one Iocal p » Information regarding

both/all s

Upon receipt

hould be provided to the ot h ratqr

Q>
,\ Dlaint

%; been tested at

of the response from er lab the match is confirmed. This
form documents that the candldat ch bet the two laboratories was
Inish

acknowledged, each Iaborat

confirming the match and th e |nf rmgton has been exchanged.

reV|eW process, both laboratories are

Enter the match(es) into DNA t—&usmg the procedure in section 5.6

5.5 Evaluating, verifying,@qeporting partial matches

55.1 Generalguidelines< ,

Partial match pr s%-ures are applicable only to cases that have a clean, informative

forensic auto
perpetratoig

all 13
of a gNxinre.

NA profile (single-source or deduced) attributable to a putative
profiles must have >10 CODIS core loci for SDIS partial matches or
core loci for NDIS partial matches, with no Z’s, INC’s, or other indications

ach locus (indicating a potential parent-offspring relationship) and/or counting of

O

&al matches will be evaluated by a combination of observing whether there is sharing
e

shared alleles across all loci (indicating a potential full-sibling relationship), followed by
calculation of kinship ratios and the EKR (expected kinship ratio) and EMR (expected

match ratio), for state or national partial matches. Thresholds for allele sharing and the
likelihood ratios have been established and are described on the Partial Match Evaluation

Form.
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At the local level, only partial matches between evidence samples (within a case or

between cases) or partial matches between evidence samples and a named suspect or
arrestee for that case will be evaluated. Any partial matches revealed by comparing a 6
suspect to LINKAGE or partial matches revealed by searching a suspect in LDIS will '\
NOT be evaluated.

At the state and national levels, only partial matches to offenders will be evag}gl/

Pull the previous case(s), if applicable. \'\

5.5.2 Local partial matches Q%

Partial matches may exist within a case, between two cases, or bet@case and a suspect file.
A

Q" .
All eligible DNA profiles within a case sh eview@ potential partial matches. For
example, compare a victim or eliminatio eto onor A or compare Male Donor A,
B, and C to each other. & O

5.5.2.1 Partial matches within a case

In the event an analyst believes therXZn eligiblglpartial match, the first step is to evaluate the
profiles. Using the Partial Match Evaluati orm and following the local flow chart below,
determine if the two profiles meet labor, é requirements. If so, expedite any additional testing
needed to satisfy the concordance a lication policies.

If possible and appropriate, f f@esting using Y STRs should be done. If a partial match is
still a possibility, continue t@cess.

The existence of a parti tch within a case is disseminated via the report, using wording that
describes that a simi was noted and requests additional exemplars.

5.5.2.2 Partial tches between two cases

analyst believes there is an eligible partial match between two cases (found in

or an LDIS search), the first step is to evaluate the profiles. Using the Partial Match
on Form and following the local flow chart below, determine if the two profiles meet
laboratory requirements. If so, expedite any additional testing needed to satisfy the concordance
and duplication policies.
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If possible and appropriate, further testing using Y STRs should be done. If a partial match is
still a possibility, continue the process.

The analyst and supervisor must then meet with the local CODIS administrator and/or CODIQ\%
manager to discuss the potential partial match. If appropriate, efforts will be made to dete@e
the status of each case (solved vs. unsolved, arrests, etc.) or gain additional case inforr\ﬂ"{b

e

The existence of a partial match between cases is disseminated via DNA HITS. nb&t
match(es) into DNA HITS using the procedure in section 5.6. \

5.5.2.3 Partial matches between a case and a suspect (exemplar or ps emplar)

Partial matches involving the DNA profile of a suspect is limited to @ase for which the person
is a named suspect or arrestee. \

In the event an analyst believes there is an elig@;@tial @‘Q first step is to evaluate the
profiles. Using the Partial Match Evaluati and f&ng the local flow chart below,
determine if the two profiles meet Iabora@uire S™1f so, expedite any additional testing
needed to satisfy the concordance and idation S.

If possible and appropriate, further teging usi@STRs should be done. If a partial match is
still a possibility, continue the process.

The existence of a partial match bet &q&a case and a suspect is disseminated via DNA HITS.
Enter the match(es) into DNA &Msing the procedure in section 5.6.

5.5.3 Evaluating, verifyi@d reporting state offender partial matches

If a candidate n@o an offender is NOT an exact match, the next step is to evaluate it
as a potentia ial match”. Partial matches are inadvertent “indirect matches” that
suggest t e source of an evidentiary profile is potentially a relative of an offender.

Thi 'Qiermined by comparing the number of shared alleles and/or loci using the
Match Evaluation Form, and following the SDIS flow chart to determine if the
profiles meet laboratory requirements.
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If the requirements are met, calculate the full sibling likelihood ratios and/or the parent-
offspring likelihood ratios using the CODIS Popstats application. Additionally, if the

partial match has no low-stringency matching or “no match” loci, perform the Expected%
Match Ratio (EMR) and the Estimated Kinship Ratio (EKR) calculations using the \
CODIS Popstats application.

If the requirements are not met, attach the Partial Match Evaluation Form to é\)
Candidate Match Detail Report and note “no match”. The information is the
case record. The CODIS groups will disposition the candidate match m\\ ODIS
system as “No Match” and send NYS DCJS that information.

If the profiles meet the laboratory requirements for a partial ma{h%n do the following:

Confirm that the profile has been searghed in LDI he CODIS group)
Using the Partial Match Inquiry Iet tact PD and the appropriate
District Attorney’s office(g)

In order for the partial match pr ont| tain requirements have been set by
the state. The NYPD and Distr'(éﬂorney e(s) are asked:

e Are they committed 'Xtrs?n@her investigation?

e Will they provide follow-u ormation?

Once the completed worksh &eturned from both the NYPD and District Attorney’s
office(s), and both agree ue the case, continue the process. Complete the DCJS
Partial Match Evaluaj4 uest and the CODIS group will transmit it to DCJS by fax
or other electronic mm

At this point, a@ administrator will enter a comment “partial match requested” with
date and inj i@l to the CODIS match disposition screen.

Upon réeespt of the DCJS Partial Match Evaluation Request from our laboratory, DCJS
wil ¥y the NYS DNA Databank that a confirmation of an offender DNA profile is
equested based on an “indirect” CODIS match.

Qf the EKR and EMR meet the thresholds defined by the state policy, DCJS will release
the offender information and EKR/EMR statistics to us.

Enter the match(es) into DNA HITS using the procedure in section 5.6.
It is imperative to enter a partial match using “Forensic to Offender (Partial)” as the
match type.
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5.5.4 Evaluating, verifying, and reporting national offender partial matches

NDIS has instituted a policy covering partial matches at the national level. }\%

as a potential “partial match”. Partial matches are inadvertent “indirect mat

If a candidate match to an offender is NOT an exact match, the next step is to xﬂ%t
ey’ Wt
suggest that the source of an evidentiary profile is potentially a relative ofyan

der.

This is determined by comparing the number of shared alleles and/orﬂga‘using the
Partial Match Evaluation Form, and following the NDIS flow cha% ermine if the
two profiles meet laboratory requirements. \

If the requirements are met, calculate the full $¥ling likelj
offspring likelihood ratios using the CODI tats a

Match Ratio (EMR) and the Estimated Q PR
CODIS Popstats application. ‘Q\

If the requirements are not met, tGoh the wMatch Evaluation Form to the
Candidate Match Detail Rep noje~* atch”. The information is added to the
case record. The CODIS Groyp will ition the candidate match in the CODIS
system as “No Match”. O

If the profiles meet the Iabo& equirements for a partial match, then do the following:

atios and/or the parent-
ion, and the Expected
R) calculations using the

Complete the Reque ®Iease of Offender’s Identifying Information letter. The local
CODIS administratoNang/or CODIS manager will review the letter and forward to the
offender Iaboratog with a copy supplied to the NDIS Custodian at the FBI. Include with

the letter, the E d EKR calculations.

The offe@%oratory may request that additional testing (Y STR’s and/or mtDNA) be
perfor f the offender laboratory does not have the additional technology online,
det if the offender laboratory will release a portion of their sample to be tested at

Qhe decision to release the name of the convicted offender is made by the offender
laboratory, according to applicable state law and policies; their determination is
final. The offender laboratory either:

. Notifies us that the information cannot be released, or
. Provides us with the identifying offender information.
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If the information is released, enter the match(es) into DNA HITS using the procedure
in section 5.6. It is imperative to enter a partial match using “Forensic to Offender

(Partial)” as the match type. %

5.6 Making notifications using DNA HITS

NOTE: If a new match (case-to-case, case-to-suspect, case-to-known susp &
arrestee, or case-to-offender) is identified to a pattern that pre-d A HITS,
the previous matches must be entered into DNA HITS prior to ew match.
In the Notes section, make reference to the previous matc |nclud|ng
match letter number as well as the date of the original n on.

Step 1: Using the internet, go to the DNA HITS program %omain should show
“OCME”; login using your OCME name a word.

Step 2: Click on “Create New Local,Hi Qr

ea tate Hit” or “Create New
National Hit” button in t rlght{ orner.
Step 3:  Using the drop-down e , sele ppropriate match type. Itis very
important to select rre type, since DNA HITS is being used for
“cold hits”, “warm h¥ts” suspects/arrestees, and for most partial

matches.

Step 4: Enter the case nu @nr the new match and click on “Search”.

NOTE: F ations on a new case in an existing pattern, the two cases
elml here should be the new case and the first case of the pattern.
he first case is generally the one whose DNA profile is represented in
DIS; see a supervisor or a member of the CODIS group if unsure
which case is the first case.

Step { @g the drop-down menu, select the appropriate search type (LINKAGE or
O LDIS for local matches). If this is not done, all the information will be lost and
will have to be reentered.

3 “Warm hits” between a case and a suspect are reported using the “Case to
Known Suspect or Arrestee” function within DNA HITS.
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If one of the cases was involved in a previous DNA HITS notification,

information for that case will be populated automatically. If both cases are new

to DNA HITS, all fields marked in yellow are required to be entered. In 6
addition, when available, the date of occurrence, 61 number and the voucher
number must be entered. The exceptions are PM samples (no voucher n N
backlog project cases (no 61 number and sometimes no date of occur %

the occasional Biotracks or IAB case (no or partial 61 number). \

NOTE: Be careful in using the drop-down menus; make sure\vh you select
stays selected by moving the cursor off of the dro n menu and
clicking elsewhere to deactivate the drop- dowrQ

Step 6:  For the “‘Criminalist’ section, if the analyst assigne &IA for the cases) is not
on the drop-down list, deselect SeI and man pe in the analyst’s last
and first names; use normal caplt alyst assigned to a case is no

longer at the lab, list the Techl QZ reviewer, in that order of
preference. Should neither be a e, consult CODIS staff or a

supervisor regarding an a S|gn
Step 7:  Use the ‘NOTES’ |f
The forensic profll mlxture

The forensic pro{ a partial profile.

Other mformat h as additional victims/suspects or contact information
for state or matches may also be indicated in NOTES. It is not
necessary ttnjude information about prior related DNA HITS notification in
the ‘NORES’ section; this information is already captured within the application
and di&d when related matches are viewed.

Step 8: @k on “Get Approval”. If any red error messages appear, fix the problem and
Q iCk on “Get Approval” again. Once there are no errors, the screen will return
0 o0 the “Create New Entry” mode and inform you that you have successfully
entered a match.

Qtep 9: Have the cases reviewed by a technical reviewer (or two, if enhanced technical
review is required).

Step 10: Have the technical reviewer approve the match in DNA HITS. Once approved,
the assigned analyst and technical reviewer will receive a DNA HITS
confirmatory email from DNAHITS@cityhall.org.
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Step 11: Print out the DNA HITS email confirmation and add to the case record.

Step 12: Forward the DNA Profile Evaluation Form(s) to the CODIS group in-box. 6

5.7 Verifying and Reporting Missing and Unidentified Person MatcheQ

Person cases. “Exact matches” are the result of an identity search. An.i search is
done amongst the following indices:

Unidentified Human Remains to Unidentified Human Remalns

Unidentified Human Remains to Missing Persons

General Search Guidelines: \
There are varied searches done in CODIS to accommodate Missing andw ied

Convicted Offenders and Forensic Unkno earc performed against the
following indices:

Unidentified Human Remains to ffe
Unidentified Human Remains to l&c Un@
Missing Persons to Convicted ers

Missing Persons to Forensic%

Ranks or associations to relatives @@ssing Persons in a pedigree tree are the result of a
pedigree search. A pedigree s% done amongst the following:

Pedigree Tree to Unidentifie an Remains
Single Typed Node pedi rees to Unidentified Human Remains
Biological Mother, FCe) d Child to Unidentified Human Remains

Refer to the NYS DIS Procedures-Search Parameters and NDIS Missing Person DNA

Profiles of Unidentified Human Remains and issing Pe (ggre also searched against

Searches (Ope al Procedures) from the FBI for search parameters.
57.1 Exact N(Qes in CODIS
Ex tches in CODIS occur between profiles from Unidentified Human Remains

ed against profiles of Unidentified Human Remains and Missing Persons/Deduced
sing Persons.
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5.7.1.1 Local Level Exact Matches (LDIS):

Unidentified Human Remains to Unidentified Human Remains %
Unidentified Human Remains to Missing Persons \
1. Request and pull the case files. (I/Q
2. Confirm that the profiles match by reviewing the data. \
3. Compare the information available in the files. Some questions to corsi e
a. When was the body recovered in relation to when the persori\wasreported

missing? %

b. Are physical descriptions such as age, race, stature, ha@ , eye color,
tattoos, scars, etc. indistinguishable?

c. Are fingerprints, dental records, or other medical @‘&ds available for
comparison? If these are availablepthe inforrr%hﬁq' ould be shared with the

appropriate departments for co nsu e Forensic Anthropology
Unit, Forensic Odontology, Q cP , or NYPD.

4. Determine if the samples Wer(& in c@ nce with the duplication guidelines.
a

5. Determine whether the mat mpl e processed together:

Evidence exam on thet\same datg agd/or by the same analyst?
DNA extraction and/or ampl¥jcation worksheet with the same date and time?

If so, see your supervisor or technic &ewer, and Assistant Director immediately.

6. Determine if addi r@echnologies such as Y-STRs or mtDNA are needed to
confirm or refutethe Jnatch.

7. Transfer the@(y linked case/or cases to the interpreting analyst from the previous
case or t(@ nalyst that has the lowest FB case number. Have your supervisor
upda@ords to reflect the new case assignment. (This step can be done after
notif®etions, if desired.)

@ce all is confirmed, notifications can be made via telephone and/or email.
Q. An additional report is written linking the two cases together. Random match

probability statistics are performed on the unidentified human remains and included
in the report in accordance with Forensic Biology protocol.
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5.7.1.2 State Level Exact Matches (SDIS) bk

10. A notification letter and a copy of the additional report are sent via email to notify all
involved parties of the match. For matches with unidentified remains from NYC
OCME, the assigned Medical Examiner, Identification Unit, and NYPD Missing 6
Persons are always notified. Matches involving outside jurisdictions will be sent t(}\
that jurisdiction’s designee(s). The notification letter may be sent by emalllng
scanned .pdf copy of the original signed letter and/or facsimile. (1/

Missing persons samples at SDIS are included in the weekly searcheﬁa\dlrect matches
within the offender or forensic indices. Pedigree and Iow-stringer% ches at SDIS are
done less often (monthly or quarterly).

5.7.1.3 National Level Exact Matches (NDIS): 6 ’\'O
Unidentified Human Remains to Un|d @Remams
Unidentified Human Remains to Pers

With DNA matches identified a&l@S bo@ratorles involved in the match have

confirmation responsibilitie?\

Responses to all candidate matche st be immediate. The final disposition of the
candidate match to the NDIS ¢ @n must be reported no later than 30 business days
after receiving the match rep

1. The CODIS staff 'I@nt out the Candidate Match Detail Reports from the CODIS
system along wit@atch Inventory list (a summary list of all the cases involved in
the candidate datches) and retrieve the corresponding files.

2. Each can@?match report and corresponding file or LIMS case record must be
revie confirm whether or not the two profiles indeed match. The analyst
revieing the file must fill out a Candidate Match Confirmation Checklist.

d@ny modifications to the DNA profile are needed, a Profile Modification Form must
Q e filled out by the Interpreting Analyst or the analyst reviewing the data (see section

4.6), and submitted to the CODIS group. It is not necessary to wait for the profile to
be modified to continue the confirmation process.
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4. Compare the information available in the files. Some questions to consider are:

missing?
b. Are physical descriptions such as age, race, stature, hair color, eye color, ta@,
scars, etc. indistinguishable? (1/
c. Are fingerprints, dental records, or other medical records available f \
comparison? If these are available, the information should be shaged the
mdr&

a. When was the body recovered in relation to when the person was reported 6

appropriate departments for comparison such as the Forensic A ology Unit,
Forensic Odontology, Forensic Pathology, or NYPD. Q)

Determine if the sample(s) were tested in concordance with ghe Wdplication policy.

Determine whether the matching samples &e proces ether:

Evidence exam on the same date qnd/§ the alyst?
DNA extraction and/or amplifi%@ rksr{ the same date and time?

If so, see your supervisor or technical r@er, an@stant Director immediately.

7.

8.

9.

O

Determine if additional teznologigs)ch as Y-STRs or mtDNA are needed to
confirm or refute the match.

Once all is confirmed, n%féstions can be made via telephone and/or email.

An additional rep @rltten. Random match probability statistics are performed on
the unidentified figm3n remains or the missing person profile and included in the
report in accoMdance with Forensic Biology protocol. If the remains are intact or
living perso? und, then the profile should be removed from CODIS and noted in
the additi eport. Refer to Section 4.6.

jcation letter and a copy of the report are sent via email to notify all involved
¥¢s of the match. For matches with unidentified remains from NYC OCME, the
igned Medical Examiner, Identification Unit, and NYPD Missing Persons are
Iways notified. Matches involving outside jurisdictions will be sent to that
jurisdiction’s designee(s). The notification letter may be sent by emailing a scanned
.pdf copy of the original signed letter and/or facsimile.
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5.7.2 Exact Matches in CODIS
5.7.2.1 Unidentified Human Remains to SDIS offender exact matches %

If the profiles are an exact match, complete a NYS DNA Databank Candidate Mat %ﬂ
Confirmation Form. This form communicates to DCJS and the Databank coor (ﬁlﬁ e
case information, and that the candidate match is, in fact, a true match. Ther Sﬁ

NYS DNA Databank Candidate Match Confirmation Form for every confir

candidate match listed on the Match Inventory must be completed. The DNA
Databank Candidate Match Confirmation Form is then transmitted t by fax or
other electronic means. Q

Upon receipt of the NYS DNA Databank Candidate Match C@cmaﬁon Forms from our
laboratory, and upon receipt of confirmation ghthe offen ple from the NYS DNA
Databank coordinator, DCJS will release t der’ , via fax followed by USPS,
in the form of a DCJS Match Letter (see rre sien of the New York State
COmbined DNA Index System Proge Thi will contain the name of the
offender, any aliases, the NYSID g§ and& er’s current location.

Request and pull the cas

=

2. Confirm that the profiles matc reV|eW|ng the data.

3. Determine if the sample gested in concordance with the duplication guidelines.

4. Once all is confir o@tlfications can be made via telephone and/or email to the
OCME IdentificaCQ)Unit and to the Medical Examiner.

5. An addltlongh ort is written. Random match probability statistics are performed on

the unide d human remains and included in the report in accordance with
Fore |ology protocol.
6. ification letter and a copy of the additional report are sent via email to notify all

olved parties of the match. For matches with unidentified remains from NYC
Q CME, the assigned Medical Examiner, Identification Unit, and NYPD Missing
Persons are always notified. The notification letter may be sent by emailing a scanned
.pdf copy of the original signed letter and/or facsimile.
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5.7.2.2 Unidentified Human Remains to NDIS offender exact matches

After the data is reviewed, the other laboratory involved in the match must then be
notified via telephone, fax or email and the match verified. Both laboratory’s case
numbers and ORI numbers are on the Match Inventory list. The contact lnformatl

all CODIS laboratories can be found on the CJIS-WAN. Standard case contac (5?1/
should be followed to document any correspondence or conversations. \

contacts should be documented on the checklist accordingly.

N

If it is determined the candidate match is a non-match, the process stosﬁ\ All case

The CODIS DNA Match Data Request and Response Form i
laboratory by fax or other electronic means. s form fa s the exchange of

information. Information on this form, if e, sh clude:
*

e Contact information for the su olic y.
e Contact information for the Ia%;%r {
e Laboratory and police identi

number, etc.).

If it is verified to be a true match, information regarding the cas§s t be exchanged.

smitted to the offender

on nu (for example, case number, complaint

e Whether the case is solvec*(i.e. by ).
e Suspect information (for exa Niame, NYSID number, has he/she been tested at

our lab, etc.) X
e General case informatio xample, date of occurrence, type of crime, etc.).
e |f the case with the NDIS is one of a local pattern, information regarding
both/all should b@ ed to the other laboratory.
i de any known aliases of the offender/suspect if the case is

e When availablg,
solved, bec e offender/suspect may be in the other database under a different

name. @
&
O

QO
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Upon receipt of the CODIS DNA Match Data Request and Response Form from our
laboratory, and upon the offender laboratory’s confirmation of the offender sample, the
match is confirmed. The offender laboratory will release the convicted offender’s name%
via fax, in the form of a match letter. This letter will contain the name of the offender}\
any aliases, the State ID #, current location, and often an FBI number or social sec

number.

1. Request and pull the case file. '\bk
2. Confirm that the profiles match by reviewing the data. %\

3. Determine if the sample was tested in concordance with gh Qpllcatlon

guidelines. O

4. Once all is confirmed, notifications elephone and/or email to the
OCME Identification Unit an@t@Aed

§ iner.
5. An additional report is wri ando probability statistics are performed

on the unidentified hum ains cluded in the report in accordance with
Forensic Biology provg 6

6. A notification letter and a cQWy of the additional report are sent via email to notify
all involved parties oft . For matches with unidentified remains from
NYC OCME, the assj Medlcal Examiner, Identification Unit, and NYPD
Missing Persons arg\glWays notified. The notification letter may be sent by
emailing a sctx) f copy of the original signed letter and/or facsimile.

5.7.3 Ranksin CODI&ST
Pedigree Tree? identified Human Remains (UHR)

Single Type e pedigree trees to Unidentified Human Remains (UHR)
Pedigre to Missing Person (MP)
Biologi ather, Mother, Sibling (with additional technology) to UHR or MP

@J(S) from a pedigree tree associated to unidentified human remains or a missing
Q on are ranked according to a joint pedigree likelihood ratio (JPLR) in Rank Manager.
ny JPLR above 1 will constitute a rank.
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The CODIS staff will print out the Specimen Detail Reports for the associated ranks to
the pedigree tree or single relative.

1. Fill out the Rank Manager Sample Inquiries Form. }\%

2. Locate the files and determine if the JPLR constitutes a true associatio (I/Q

3. Some questions to help in the disposition: b‘
in

a. Does the gender of the Missing Person correlate to the
b. When was the body recovered in relation to when the% was reported
missing?

4. If further investigation is still needed, then review the@ data and perform
kinship analysis. %\'

5. If an additional technology sugh%%N been performed, utilize that in the
assistance of the dispositio tﬂ ase.

6. Determine if additional &nb ogie@ as YSTRs or mtDNA need to be
performed. ?\

7. Determine if additional refefdgce samples from relatives of missing persons or
samples from the missing Redson are available and needed to assist in the
identification (i.e. str ?hening the likelihood ratio or assisting in confirming an
association via a dir8¢tWatch with a reference sample from the missing person).

8. If the associa@oes not pan out, note it as “No Match” and initial and date the
Specimen§etal Report and make comments on the Rank Manager Sample
Inquiri

9. F@e associations, notifications can be made via telephone and/or email.

10. O% additional report is written. Kinship analysis is performed between the
O relatives of the Missing Person and the unidentified human remains or the missing
person profile and included in the report in accordance with Forensic Biology
Q protocol. The profiles of the relatives of the Missing Person must be removed
from CODIS and noted in the additional report. Refer to Section 4.6.
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11.  Anotification letter and a copy of the report are sent via email to notify all
involved parties of the match. For associations to unidentified remains from NYC
OCME, the assigned Medical Examiner, Identification Unit, and NYPD Missing%
Persons are always notified. Associations involving outside jurisdictions will tp\
sent to that jurisdiction’s designee(s). The notification letter may be sent b
emailing a scanned .pdf copy of the original signed letter and/or facsim \@1/

5.7.4 Low stringency searches in CODIS

NY State performs a low stringency search every quarter against the nlng Relatives
of Missing Person samples in the state database against the Unideti\ uman Remains
index in CODIS. \

For verifying and reporting these possible ma&s, follo?b me steps above in 5.7.3.
5.8 Organization of CODIS Paperw%gl’n ‘s@%cords
For LIMS era case records, CODI&@men@g IS added to the case record

electronically.

In pre-LIMS era files, the doc E r@@ arranged as follows:

Left side of file: if all paperw K\@ properly completed and photocopied, the left side
of the file should contain: g\,

DNA Pro@ﬁa uation Form - copy
il Report - printout from computer

Match Detail Report - printout from computer

e Match Confirmation Checklist - original

date Match Confirmation Form - copy

JS Match Letter — copy faxed by DCJS (or comparable form from another
state)

Oo DNA HITS confirmation email — printout from email (CODIS staff does not

QO need a copy

e o o o o
O
")
>
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For Partial Match cases, the left side of file depending on the type of match and
level may have some or all of the following:

e DB Profile documentation report %
Specimen Detail Report - printout from computer '\
Candidate Match Detail Report - printout from computer

Partial Match Evaluation Form \(I/Q

Likelihood ratios — printout from CODIS Popstats application

)
calculations - printout of Partial Match Calculation Summg ('\
e Hit Notification Letter-original or copy, PDF of origingkg&@e)l®i
folder under “HITNOT”’ in “MISP” for Missing Perso ﬁ.-
only

Expected Match Ratio (EMR) and the Estimated Kinship Rati

ntification cases

For Missing Persons cases, left side o@e depen@on the type of match may
have some or all of the following:

e Forensic Biology report(s)* A 6\0
DNA Profile Evaluatior@-copy
Specimen Detail Rep @ rintout computer
Candidate Matc il Repart€ pyintout from computer
Candidate Match gonfirm jonyChecklist — original
Hit Notification Letter-onginal or copy, PDF of original saved in CODIS

folder under “HITN{@ ‘MISP”

Depending on the tyeNeT match and at what level it may have occurred, the
following mayal on the left side of the file:
. Candidat@’c Confirmation Form-copy

e DCJS Watch Letter-faxed copy
. Sus {g paperwork such as copies of dental records, anthropology reports

a ne reports from within OCME or from the outside jurisdiction.
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Any LR =10007

EMR and EKR meels
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manual section .53

| If applicable I

! O\
Send inquiry letter to | NS -
NO DONE

and DAO for case,

Test sample(s) in Y's
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National Partial Clean profile?
Match Flowchart (= 13 CODIS core loci, single NO DONE

source or deduced)

Alreacly a
match to true
offender?

ves — DONE | \v

1 or more
shared alleles
per locus?

“A \
Calculate kinship Caleulate kipshs ‘~ 6
(PO) (FS) K

EMR and EKR meets
threshold (see CODIS
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\ v) l If applicable %

h 4 h
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CASE DISPOSITION AND HIT COUNTING

6.1 Case Disposition '\%

6.1.1 After the completion of all notifications, the CODIS staff will follow u G@kbe
disposition of all DNA matches notified during the month. This info&q’ IS
obtained from the NYPD designee.

6.1.2 Depending on information given about each case, each D \

dispositioned as one of the following: Forensic Hit, Offen It, Arrestee Hit,
Detainee Hit, Legal Index Hit, Investigative Informatior{ Benchwork Match, or
Conviction Match (see section 1.0 CO IS Terms reviations for
definitions).

6.1.3 Other dispositions that may ber Offender Duplicate, User
Defined 1, 2, 3 or No Matc ectlo DIS Terms and Abbreviations for
definitions).

6.1.4 For missing persons %@ addftio |sp05|t|ons that may be used are: ID
confirmed, ID pending’ Wa in More Data, or Maternal Relative (see section

1.0 CODIS Terms and Ab@ tions for definitions).

6.1.5 Referto the NDIS nal Procedures Manual and/or the CODIS
Administrators H ok to determine which disposition is appropriate.
6.1.6 Local inistrators must report the following data each month to the
SDIS ad&clrator
@) '%ffender hits within the state (matches detected at SDIS)
, ~ Offender hits from other states (matches detected at NDIS)
Arrestee hits at NDIS (match detected by NDIS)
Detainee hits at NDIS (match detected by NDIS)
Legal Index hits at NDIS (match detected by NDIS)
Investigations aided (for each level)
Forensic hits with other labs in the state (matches detected at SDIS)
Forensic hits with labs from other states (matches detected at NDIS)
Confirmed identifications within the state (matches detected at SDIS)

Confirmed identifications with labs from other states (matches detected at
NDIS)
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Pls:  Putative Identifications within the state (matches detected at SDIS)
Pln:  Putative Identifications with labs from other states (matches detected at

NDIS) 6
ID: Identifications aided (via putative or confirmed identifications) \

6.2 Hit Counting Q

6.2.1

6.2.2

6.2.3

Hit statistics or hit counting is a requirement for participation in t S
program. These statistics are used to track the effectiveness of the phdegram and
the successes of the laboratories. The problem: how to givelcleglit to all
participants without inflating the total number of hits (for ;@ pie, if 2 local
laboratories link their cases through a hit at state, both Igeal aboratories and the
state laboratory all want to claim hits - a total of th@ when only one hit

occurred). 6 @

Solution: hit counting tracks ton csi : the number of investigations
aided (or ‘1As’) by CODIS Ne numbg olits made by CODIS (see section
1.0 CODIS Terms and Ab jations Initions).

Investigations (or Id seatio d: The primary metric is the number of
investigations (or idendficatio ed. The number of investigations (or

identifications) aided is a %{ measure of CODIS program performance than the
number of hits since the iveness of CODIS is ultimately measured by the
crimes it helps solve'@nidentified persons it helps identify.

Hits: The se d@metric is the number of hits made by CODIS. Counting the
number of himj)es laboratories credit for their investment in CODIS.

Rules&f@}f\éountinq:

T lowing methods will be used to minimize the duplicate counting of

tonal hits:

For offender hits, the Casework Laboratory will report the number of

investigations aided and the Offender Laboratory will report the number
ofoffender hits;

» For forensic hits where one case is solved, the Laboratory with the unsolved
casewill report the number of investigations aided and the Laboratory with the
solved case will report the forensic hit; and

» For forensic hits where neither case is solved, each Laboratory will report the
number of investigations aided and the Laboratory with the first entered
forensic profile should report the forensic hit to NDIS.
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See also, the NDIS Procedure “CODIS Hit Disposition Reporting” from

which these examples are taken. %

Rule #1: The level in the CODIS hierarchy (local, state, national) at which h|
occurs gets credit for the hit. This metric reflects the investment in an (1/
the different levels of CODIS.

Rule #2: An offender hit disposition takes precedence over a fo
disposition when the hits occur during the same search. Int
unsolved case profile matches a solved case previously id
hit, the hit disposition will be “Forensic Hit” for that hit an

as an offender
subsequent hits.

Previous forensic hits will not be reclassified when t tch an offender. Since
offender hit dispositions take precede any ne ic to forensic matches
(at SDIS or NDIS) shall be dispositj as “I %aﬁve Information”.

*

L
Rule #3: A hit is counted for nique @( matching profiles where at least
one of the matching profilé’%;rom a ed case. Since it takes two samples
for a hit to occur, the to ber equals the total number of samples

minus one (N-1). ?\

Rule #4: An investigation be aided only once. Count the number of actual
investigations CODIS h d, not the number of times CODIS has assisted a
particular investigatiq nvestlgatlons This reflects a direct one-to-one
relationship betweg/\{h® metric and cases involved. As a point of clarification, an
investigation y# iles from more than once source may be aided only once.
Laboratories @only count their own investigations as having been aided.

Rule #Sérngle hit may aid more than one investigation. A single hit may
assoc everal separate cases. Laboratories may claim credit for all of the cases

@\/lthm their jurisdiction.

0 le #6: An investigation aided must be associated with a hit. An investigation
aided if CODIS provides value to the investigation.

Q Rule #7: Only investigations of unsolved cases may be aided.

6.2.4 OCME tabulates both the types of hits (OHs, OHy, etc.) and investigations aided,
and reports these to SDIS for confirmation against their tallies, though the credit
for each goes to the offender lab and OCME, respectively.
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Scenario examples and Corresponding Scorecard:

Example #1: 6
A no-suspect case is analyzed and an evidence profile entered into CODIS '\
(OCME). It matches a profile from an offender lab (NY SDIS). NYPD re@s

that the match aids the investigation.

Disposition: Offender hit (OHs) '\&

Scorecard: OCME reports one investigation aided (1A) and !@OIS receives
one offender hit (OHs).

Discussion: CODIS aided the no-suspect investigati receives credit. Itis
an offender hit even if the offender wadgot subse arrested or charged.

This hit is also counted in the even ot-g@\ rdict.
*
es”.

Action: OCME can set the Sql QID box@ The evidence and offender
profiles both remain in COEN;and ar ded to NDIS if they meet NDIS’

completeness and eligibigi quire

Example #2: E C)
A no-suspect case is analy \gnd an evidence profile entered into CODIS
(OCME). It matches @ rom a solved case (Nassau County). The NYPD

reports that the matc% their investigation.

Disposition: @ hit (FHs).

Scorecard OCME reports one investigation aided. Nassau County reports one
forensicfQIN(FHs) because their forensic sample resided in the database first.

%)

[@won: CODIS aided the no-suspect investigation and receives credit. Itisa
sic hit even if the suspect was not subsequently arrested or charged. The hit
0' also counted in the event of a not-guilty verdict.

QO Action: OCME can set their specimen’s “source ID” box to “Yes”. Both
evidence profiles remain in CODIS and both are uploaded to NDIS assuming they
meet completeness and eligibility requirements.
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Example #3:

An evidence sample is submitted. The police report and/or the laboratory request
form list a suspect’s name, but no sample was submitted for the suspect. When 6
the evidence sample is analyzed and the profile entered into CODIS at OCME&
match is detected with an offender (NY SDIS). The offender is the same p@

as was listed in the paperwork. The NYPD reports this match aided th i(l/
investigation.

Disposition: Offender hit (OHs) \'\

Scorecard: OCME reports one investigation aided. NY S %eives one
offender hit (OHs). \

CODIS aided the investigation and escre egardless of the reason there
is no sample provided to OCME e assistance toward identifying
the suspect. DNA and CODI %Q irmed vestigator’s suspicion that the
named suspect was involv e incid8qt

Discussion: Whether or not the cas&@consider spect or no-suspect case,
IS

Action: OCME can @Arce t@(es”. The evidence and offender profiles
both remain in CODISyand botNarg uploaded to NDIS, assuming completeness

and eligibility requirement met.

Example #4: 5\$

An evidence sampledgn¥ a suspect buccal specimen are both submitted the same
day. The prof tch and this information is reported as usual. When the
profiles are e@i into LDIS they also match there.

Disposi&é\nvestigative Information.

S rd: Do not report here. No hits or investigations aided are counted.
ever, this information is tracked so that laboratory management can provide
0' 0 OCME management and City Hall.

QO Discussion: CODIS did not aid the investigation with this match; it was already
known, because the samples were submitted together when the detectives used
non-DNA information to find the suspect.

Action: OCME can set the source ID to “Yes” on the evidence sample. The
evidence and suspect profiles remain in LDIS. The evidence profile is uploaded
to SDIS (and NDIS assuming completeness and eligibility requirements are met).
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Example #5:

A no-suspect case is analyzed and entered into CODIS (OCME). It matches a
profile from an arrestee sample (Virginia SDIS). The NYPD reports that the 6
match aided the investigation.

Disposition: Arrestee Hit

Scorecard: OCME reports one investigation aided and Virginia r o&e
arrestee hit.

Discussion: CODIS aided the no-suspect investigation an@es credit.

Action: OCME can set Source ID to “Yes ” The evi and arrestee profiles

remain in CODIS and the evidence p e may be ed to NDIS (assuming it

meets completeness and ellglblllty ent ¢ (Prrrestee profiles are allowed at

NDIS provided the submﬂtmg.;& le law allowing it. Suspect
ND

profiles are currently not al%

Example #6:
An evidence sample @susp aI swab are submitted at the same time,
and analyzed. The prdfiles do atch. Reports are written, reflecting that the

submitted suspect does not tch the evidence. When the suspect profile is
entered into CODIS Ioc% ater matches a forensic unknown from a newer
unsolved case.

Disposition: Q@%ﬁ (for the second case).

Scorecard E reports one offender hit and one investigation aided.
Disc ?Thls is a variation of Example #5. CODIS aided in the identification
@a ch and receive credit. To determine how many investigations were aided,
investigators must be contacted. On the assumption that the suspect
0 minated for Case One actually had no connection with the case, only one
O investigation aided would be reported (for Case Two). Hence even though the
suspect was submitted for Case One, the hit did not aid Case One. It is
Q conceivable that the investigator believes that while the suspect did not leave
DNA at the scene, he was, nevertheless, involved in Case One. Because of the
suspect’s association with Case Two, the true source of the DNA in Case One
may now perhaps be identified. In this situation, both cases would be aided.
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Action: The source ID can be set to “Yes” for the forensic specimen from Case
Two. The evidence and suspect profiles remain in CODIS, and the evidence

profiles are uploaded to SDIS (and NDIS, assuming completeness and eligibility 6
requirements are met). The suspect sample remains at LDIS only; suspects ar

not allowed at NY SDIS or at NDIS.

>
Example 7:

As in Example #4, an evidence sample and suspect buccal swab a itted at
the same time to be analyzed at OCME. The profiles match, repxe re written
and the match is reported. Several months after the profile is d into CODIS,
a match occurs at SDIS between the forensic profile and t ct, now typed as
an offender sample following conviction at trial for a cage néver tested at OCME.
The name is the same for the S-file and the NY state @ er sample.

Disposition: Conviction match. @

Scorecard: Do not report. A)r inv @IOHS aided are counted.

Discussion: CODIS d :’s id th(@@lgatlon and receives no credit for this

match. The convicti on is used even though these are two
separate crimes. The &ffender Wasjn the database for a case unrelated to the
current case. The timing o match is immaterial. It could have happened
upon completion of the t case, or months or years later. This is the ultimate
QC tool and has imm ?&alue to the laboratory and the database system, but it is
not counted as a hi 6

Action: OCV\@uould previously have set Source ID for the forensic profile to
“Yes” aftéxthe suspect hit. The evidence and offender profiles remain in SDIS
(and ND? suming completeness and eligibility requirements are met) and the
suspe@ file remains at LDIS.

ple #8:
O\ﬁuing with the scenario in Example #7, the evidence profile goes to NDIS.
O A match is detected to an offender in New Jersey (or any other state).
Information exchange between the OCME and the NJ lab determines that this is
Q the same person.

Disposition: Conviction Match.
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Scorecard: Do not report. No hits or investigations aided are counted.

Discussion: The NDIS match did not aid the investigation and receives no credi%
for the match. Again this is the ultimate QC tool and has immense value to bo)l\
laboratories and the database system, but not to the cases.

Action: OCME should previously have set the Source ID to “Yes.” khgl/
e.

evidence, offender and suspect profiles all remain in the database gs

Example #9: \
For various reasons, a case may have waited several mont e itis analyzed

and a CODIS profile is developed. When a no-suspect case & OCME is uploaded
into CODIS, there is an offender match at SDIS. Up ification of the match,
the NYPD reports that the suspect hadaled guilty serving a sentence; or
that the prosecution has proceeded y#Rotit nee NA. DNA results were not
involved in the suspect’s prosgcy Theg@er and the suspect are the same

person.

Disposition: Convictior(C()h. O
Scorecard: Do not regrt. No Nitspr investigations aided are counted.

Discussion: Initially, it ggRedred that CODIS aided the investigation by providing
a name to a no-suspec&a@de. The value of the CODIS hit to society may be
debated. For hit cQugtmg purposes, however, CODIS did not aid the investigation
and receives for the hit.

The dispoSgtion In this example would be the same even if the suspect/offender
had not@e hrough the trial process. A conviction match would apply if the
agen@ that the suspect had pled guilty. Clearly, CODIS strengthened the
P ion’s case, but CODIS cannot take credit for developing the suspect for
\3 se. This situation is different from that in Example #3 because in the
0 rrent example the suspect has indicated guilt without DNA evidence. In
O Example #3 neither the plea has been arranged nor the prosecution begun and
Q these activities may hinge on the presence of DNA results.

Action: OCME can set the Source ID box to “Yes”. The evidence and offender
profiles remain in CODIS and both profiles may be uploaded to NDIS assuming
completeness and eligibility requirements are met.
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Example #10:

A no-suspect case is submitted to OCME. Evidence is analyzed and entered into

CODIS. No matches are detected. The police develop a suspect and submit a 6

buccal swab to the lab for comparison. OCME’s DNA analysis shows a matclf\

between the evidence and the new suspect’s profile. The match is reported

and the DA’s Office begins preparing for prosecution. Meanwhile, at NU& it
enstat

occurs to what turns out to be the same offender in California (or anyﬁt\‘\ e).
Disposition: Conviction Match. \'\

Scorecard: Do not report. No hits or investigations aided @nted.
Discussion: The NDIS match did not aid the investigatid®, since a suspect sample
had already been matched “at the bencX to the evij . The fact that the court
had not yet convicted the suspect d alter tsposition.

*
Action: OCME can set tht@&D to “ \after the match to the S-file. The

OCME’s evidence profile t Cal@% offender both remain in CODIS.

Example #11: ?S O
ub

A crime scene stain isSubmitte® tojthe laboratory without any standards: victim,
suspect, or elimination. Whgg it is analyzed and entered into CODIS, at match to
an offender is detected. arison to the paperwork in the file reveals that the
profile belongs to a@in the case.

Disposition: h@ an SDIS hit, use “User Defined #3”. If this is an NDIS hit,
use “Investigdtivg Information”.

Score%&o not report. No hits or investigations aided are counted.
D} ton: The hit does not add information to identify a perpetrator, even
h it may add value to the case by determining who the source of that DNA

Oémple was.

QO Action: The source of the profile has been identified as the victim and is no
longer eligible to remain in CODIS. The profile must be removed from CODIS,
the hit is not reported out, and a report reflecting sample’s database status must be
issued; this can be accomplished either in the original case report if it has not yet
been issued, or may require an additional report.
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Example #12:

A stranger sexual assault case is submitted; there is therefore no suspect DNA
sample. When the kit is analyzed and a profile entered into CODIS, a match to a%
offender is detected. Upon investigation, the police determine that the profile '\
from the victim’s husband.

Disposition: Investigative Information. &

Scorecard: Do not report. No hits or investigations aided are cd\héd.

Discussion: The match is to an “elimination individual” a@ not add
information to identify a perpetrator. The husband’s pr{ not probative. The
important point is that this is not an NDIS-countable

Action: The source of the profile h as a consensual partner and
is no longer eligible for CODIS. § removed from CODIS. A
t

report reflecting sample’s da status e issued; this can be
accomplished either in the INal cas if it has not yet been issued, or may
require an additional rep&

Example #13:

A homicide case is subml |th some suspects’ oral swabs. An unknown
bloodstain was |dent|f|e )h the evidence that did not match the victim or the
suspects. Later, a an offender is detected in CODIS. Upon investigation
after the hit notific %the police determine that the offender was in prison at
the time of th r but that he did have opportunity to leave the bloodstain at
the scene at ai ea)lier time. In other words, this sample can have had nothing to
do with th&homicide investigation. The hypothesis that the offender has a twin
has been@&e out.

[@%on: Investigative Information.

c}éorecard: Do not report. No hits or investigations aided are counted.

QO

Discussion: The match is to an individual not involved in the case. The
offender’s profile is not probative because he was in prison at the time of the
homicide. Determining the source of the stain was important to the investigation
and the prosecution of the perpetrator. It prevented the defense from arguing
there was an unknown assailant that committed the homicide. The important
point is that this is not an NDIS-countable hit and this sample should be removed
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from CODIS in the same way a match to an elimination known would be removed
(see examples #11, 12).

Action: The source of the profile has been identified as not belonging to the }\%
perpetrator and is no longer eligible for SDIS and NDIS. The profile must

removed from CODIS. The profile must be removed from CODIS, an (i;%l
reflecting sample’s database status must be issued; this can be accomgli
either in the original case report if it has not yet been issued, or m n‘&&
additional report. i\

Example #14: QNQ)
OCME analyzes a suspected pattern of 4 unsolved burglgrieS#Wwhich are found to
match each other prior to CODIS entry. They are en into CODIS and a
representative sample is sent to SDIS/@S. At S hit to an offender is
made.

o QW e\(\
Disposition: Offender Hit.
\Q\ Q

Scorecard: OCME recel{@ mves@ns aided; SDIS receives one Offender

Hit. ?\

Discussion: Four investigafi®os are aided in this example since none of them had
been previously aided @) S. Although 3 other cases in this example were
not sent to SDIS/NDIINaN were aided by CODIS.

€an

been involved\in gase-to-case hits (forensic hits already reported in hit-counting),

Note: If the w@ad existed for a period of time and the samples had already
this will agict the number of investigations aided reported with the offender hit,

becaus case can only be aided once by CODIS.

O
$
o

QO
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Example #15:

OCME analyzes an evidence stain and a suspect buccal swab. These match
(benchwork match) and the evidence profile is uploaded to SDIS/NDIS. 6
Westchester County analyzes evidence from a case there, and also a suspect '\

buccal swab. When the two evidence profiles are searched at SDIS, they

Disposition: Investigative Information. \(1/

Scorecard: Do not report. No hits or investigations aided are cd\héd

Discussion: The same suspect committed a crime in two j@ions. In both
cases, this suspect was developed without the aid of CORIS™AIthough the two
profiles match in CODIS, the suspect was known to rés already, and no credit
can be given to CODIS.

Action: OCME and Westches gﬂty Wewously both have set Source
i

ID to “Yes”. The ewdence both r n CODIS

CODIS. During the LWIS autosgageh, they all unexpectedly match each other.

Example #16:
OCME analyzes fou@ate m@i cases and the profiles are entered in
Disposition: Forensic H{@)

Scorecard: OCM @rts 3 forensic hits and 4 investigations aided.

Discussion: @IS aided the no-suspect investigations and receives credit. Itis

a forensic ®jt even no suspect is ever identified; or if one is, if the suspect is not

subseq arrested or charged. The hits are also counted in the event of a not
ict

gy | |
é ion: The evidence profiles remain in CODIS.

QO
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Example #17:

One month after Example #16, there is a hit to a newly-entered offender at SDIS

to this pattern. 6

Disposition: Offender Hit. Q
Scorecard: OCME reports one offender hit and no investigations aidgd. (1/

Discussion: Previous forensic hits are not reclassified when the h&:h an
offender (see rule #2). Since all four investigations were aid he forensic
hits from Example 16, no additional investigations can be y the offender
hit. It is an offender hit even if the suspect is not subseqeenty arrested or
charged. The hits are also counted in the event of a n&vilty verdict.

Action: The evidence profiles rem@dere t@re in CODIS.
<\

*

Example #18:
A new OCME forensic sar@& entergNNtO CODIS and hits the four forensic
samples from Example the er from Example 17.

Disposition: ForensicEit. C)

Scorecard: OCME repo{@e offender hit and one investigation aided.
Discussion: CODISRited the new no-suspect investigation, and receives credit.
Action: All @me profiles, and the offender sample, all remain where they

were in C&DIS. The new sample will go on to SDIS/NDIS assuming it meets
complet@c and eligibility requirements.

E’d?p e #19:
\} al lab that uploads entire patterns into their SDIS analyzes 4 separate
0 solved cases and enters the profiles into CODIS. When these are searched at
SDIS, they all match the same offender.

Q Disposition: Offender hit.
Scorecard: Laboratory reports 4 offender hits and 4 investigations aided.
Discussion: CODIS aided the no-suspect investigations and receives credit.
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Example #20:

OCME makes a case-to-case local forensic hit between cases A and B. OCME
correctly scores this as one local forensic hit, and two investigations aided. 6
Suffolk County makes a case-to-case local forensic hit between cases C and D}\
and scores this correctly as one local forensic hit and two investigations aid%
Between these two labs, there are 4 individual cases.

When an SDIS search is performed, a case-to-case state forensic hit (&s

between OCME’s case A and Suffolk’s Case C (both labs haviny foNowed the
previous procedure of only having uploaded one case per pat om their
jurisdiction). This hit should be scored as one forensic hit{wh e lab owning
the first case uploaded to state, reporting the forensic hi%stn ero investigations
aided (since they have already been aided). Now sup hat a month later, an
offender is loaded into SDIS and mat cases A during a regular search.
This is now scored as one offender@ noi ations aided.

*

\total (two from OCME and two

this series of hits between 4 cases
Ic hits, one state forensic hit, and one
aided.)

It is evident that CODIS ai ‘$estig
from Suffolk). The correcjs¥gtiStical t
would be a total of 4 hit: local
state offender hit; wi

vest'Ci)

@ or a named suspect) matches (at NDIS) an
Ivania. According to the rules, only OCME should
hit-counting. Pennsylvania should report one

r their hit-counting.

Example #21:
An OCME solved case
unsolved case from P
report the forensic
investigation g4

Example ¥2:
OCME éfts a forensic unknown to SDIS/NDIS. Several months later, Hawaii
subm orensic unknown to NDIS and matches OCME’s profile. OCME
(hekdg entered their profile first) reports one forensic hit and one investigation

y report one investigation aided.

\}I . Hawaii (having been aided by OCME’s sample in the database) should

QO

A month later, NY-SDIS enters a convicted offender and matches OCME’s
sample during a state autosearch. NY-SDIS then uploads the offender to NDIS
where it hits Hawaii’s forensic sample. No investigations aided should be
reported by either lab to NDIS for hit-counting. Both forensic cases had already
claimed investigations aided; there should however be an OHy between NY-SDIS
and Hawaii.
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Example #23:

OCME makes a case-to-case local Forensic Hit between unsolved cases A and B.
OCME correctly scores this one local forensic hit and two investigations aided. 6
When a state or national search is performed cases A and B match to a convict&
offender. This should be scored as one offender hit and no investigations a@.

The next month, OCME analyses a new unsolved case (case C) and gt (s]/lnto
CODIS (at LDIS). The local autosearch matches to the now-solv Aand
B. The OCME correctly dispositions the new match as one fore \ it and one

investigation aided (see also Example #18).
't&ame offender as

ispositions the match
e sample is uploaded to
Id be awarded (they

Discussion: Even though OCME knows case C would
cases A and B upon upload to SDIS, the OCME corr
as one offender hit and one investigatigq aided.
state and generates a hit, no hits or i gat|6

occurred at the local level). ‘ E \
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Scorecard for the OCME for the above examples:
Match Date IA | FH_ | FHs | FHy | OHs | OHy | 1As | AN O;h_
Example #1 1 1 }\VJ'
N
Example #2 1 1 A
Example #3 1 1 Q l/
Example #4 0 \'\‘ )
Example #5 1 }\q \
Example #6 1 \)- 1
Example #7 0 Q‘\' K
Example #8 0 %_> \@ 0
Example #9 0 . ~A —6‘\<~\0
Example #10 0 ;Q ,.& 0
Example #11 Nt Pu N
Example #12 O‘ N \.) - 0
Example #13 0 {O\ 0
Example #14 \, 1 4
Example #15m §v 0
Example 1& 4 3
Exam <1\7 0 1 0
E ‘#18 1 1
@mple #19 0 4 4
Ofexamples20 | 2 | 1 | o 1 0
QO Example #21 0 1 0
Example #22 0 1 1 0 0
Example #23 3 1 2
Total 12 5 0 2 10 3 10 0 2
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6.2.5 Hit counting statistics in the form of a CODIS Hit Counting Scorecard are to be
submitted to the SDIS custodian and DCJS no later than the 7™ day of each
month. The SDIS custodian double-checks the numbers from all the LDIS labs 6
against their hit count, and then forwards the entire state’s information to the \
NDIS custodian. In addition to tracking CODIS hits, the number of no-sus
cases that enter the Department of Forensic Biology each month are alsqﬁl(
and reported to the SDIS custodian and DCJS. NYPD Backlog and -O\Q S
cases are treated as no-suspect cases and reported in addition to thg n

suspect Forensic Biology cases. \

6.2.6 Missing persons hit-counting is designed to be as similagas Pdssible to traditional
hit-counting, but there are some necessary differenceéﬂches and associations
are defined below.

r of no-

This section draws heavily from t Isgk@ional Procedures Manual.

6.2.6.1 Matches C‘)Q\ O\

For searche@lvin i@\g persons or unidentified human (remains),
I

some of the results caRbedefined as matches, while others are
considered associgliQns. When a search result involves profiles that may
have originate he same individual, the term match may be used.
Examples o &L include unidentified human (remains) matching an
offender stee, or a missing person matching to a forensic

unk é:onfirmation of these types of matches results in a “hit” even
though the terminology used in counting is different.

@WOSt instances, for missing person “hits”, the appropriate disposition
15 ID Pending, and the metric reported to NDIS by the laboratory

responsible for the unidentified human (remains) or missing person is a
0 Putative Identification. The laboratory responsible for the other sample
0 may count on Identification Aided. For the purpose of hit-counting,
O Identifications can be aided only once. If unidentified human (remains)
match to a forensic unknown, the laboratory responsible for the forensic
Q sample may report the Identification Aided. If the remains subsequently
match to an offender, it may result in a Putative Identification, but no
further Identifications Aided shall be counted.
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Matches between two profiles from unidentified human (remains) must

be evaluated to determine if they were previously known to originate

from the same source. This would be the case if Lab A processes the 6
unidentified human (remains) using STR technology, uploads the pro&

to NDIS and subsequently sends the sample to Lab B for addition%
technologies. Lab B may also upload the STR profile, along

additional technology, to NDIS. These matches shall be disgoNitigfied as
Duplicates. If a match between unidentified human (remai not the
result of duplicate analyses, then the disposition shall b{)suestigative
Information and confirmation shall proceed in a ma% imilar to

forensic hits. Q

It is important to note that the disposition a tric do not conclusively
state that identification has bgag made. e competent legal
authority in each jurisdictj edica éﬂiner or Coroner) can issue a
death certificate confirm ei the unidentified human
(remains). If the | isn that this has occurred, then the
disposition can b&ted to nfirmed and the metric updated to a
Confirmed ldegtigation. changes do not need to be reported to
NDIS, as P%& a ed Identifications will be grouped
together. Hoyvever, i eviously reported identification is later
refuted by the legdauthority, then NDIS must be informed to
adjust the me( cordingly.

6.2.6.2 Associations.

Wh@earch in CODIS involves the Relatives of Missing Person or
igree Tree Indexes, the result is not considered to be a match. In
@E\ cases, the target and candidate profiles are not believed to have
iginated from a common source. Instead, the search indicates that the
unidentified human (remains) may be those of the missing person sought
0 by the relative(s). For this reason the term “association” is used.
O

O Associations are produced by using an Identity Search for single family
references. These results will appear in Match Manager. Pedigree Tree
Q Searches produce a ranked list of associations of unidentified remains to
each Pedigree. These are stored in Rank Manager. A confirmed
association may still be considered a “hit” and shall be dispositioned as
ID Pending. The rules for counting and reporting these hits are the same
as matches.
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6.2.6.3 Missing Persons Hit Counting Rules.

These apply to hits, not matches or associations. 6

Rule #1: The level in the CODIS hierarchy (Local, State, Natlon
which the hit occurs gets credit for the hit. This metric reflec s(flb
investment in and activity of the different levels of CODIS.

If more than one hit involving a direct match occ Ing the same
search, when an unidentified human (remalns) it (o an offender
profile, it takes precedence over an unidentifredNuman (remains) hit to a
forensic profile. Any subse t hits sh ispositioned as
Investigative Informatlon

Rule #3: Ahitisg Y Afor e que set of unidentified human
(remains) entere ODI single investigation involves two
sets of remain there e up to two Putative Identifications and
i @ te that this is different than Rule #4 for

Rule #4: Ani catlon may be aided only once. Count the number
CODISh Isted a particular identification or identifications (e.g.
reunjf of separated remains). This reflects a direct one-to-one
relajonghip between the metric and cases involved.

? #5: A single hit may aid more than one identification. A single hit
ay associate several separate cases. Laboratories may claim credit for
aII of the cases aided within their jurisdiction.

CJO Rule #6: An identification aided must be associated with a hit. An
investigation is aided if CODIS provides value to the investigation.
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USER MANAGEMENT

7.1 Users '\%

7.1.1 Users are defined as personnel who have login access to the CODIS syst
and/or qualified DNA analysts who are responsible for producing the
profiles stored in NDIS. Categories include CODIS Analyst, Non- Htﬁ‘ r, and
CODIS IT User.

7.1.2 The Designated State Official is responsible for collecting qy\matlon from
participating laboratories within the state, maintaining cop nd forwarding
required documentation to the FBI.

7.1.3 In the Department of Forensic Blolog uallfle‘egﬁo Analyst is defined as an
Interpreting Analyst who is a Cr title meeting the FBI

Director’s Quality Assurance S artment of Forensic Biology will
add and remove users usin |de blished by the FBI in the NDIS
Operational Procedures and rd the required documentation to the

Designated State Off

NDIS. This computer-ba ining serves to define and clarify the types of
DNA records that are le at NDIS. This is a Federal requirement for
participation in the program. In the Department of Forensic Biology, a
CODIS Administ will ensure that each user completes the training and quiz
annually. Thgf cegd#cate or transcript from the quiz is printed to confirm that
each user pas ived the annual reminder and understands and will abide by
what D@qﬁa&a is accepted at NDIS. These completed annual reminders will be

7.1.4 Users are required to comp Ete@nnual Review of DNA Records Acceptable at

maintgi y the CODIS staff in binders and available for inspection upon
ailure to comply with this requirement may result in suspension of the

€q
I@ment of Forensic Biology’s CODIS rights.

7.1.@I paper records regarding CODIS users are maintained by the CODIS staff in
QO binders and are available upon request.

Controlled versions of Department of Forensic Biology Documents only exist electronically on the
Forensic Biology network. All printed versions are non-controlled copies.



FORENSIC BIOLOGY CODIS MANUAL

7.0 USER MANAGEMENT

DATE EFFECTIVE LAST REVISED APPROVED BY PAGE
03-24-2010 05-01-2015 MARIE SAMPLES 106 OF 115

7.2  Adding a User to NDIS

7.2.1

7.2.2

7.2.3

To add a user to NDIS, the Designated State Official will send a letter to the %
NDIS custodian requesting the addition. The Department of Forensic Biolo yl\
responsible for forwarding to the Designated State Official the following 6
documentation for each user being added:

FD-484: Privacy Act explanation. '\bk

= FD-258: Fingerprint (10 print) card; two copies. \

= FD-816: Background Data Information form. Q)

= CODIS User Information form

= External Proficiency Testing Documentation for ea |f|ed DNA Analyst

The start date for each new user is Up@Otlflcatl e SDIS custodian of
each new user approval.

*
Users who were previously %users
able to be transferred fro evio
FBI, without a new bach( dch

a six-month time Iimv C)

r CODIS laboratories may be
, With case-by-case approval from the
related paperwork. There is generally

7.3 Removing a User From ND&

7.3.1

There are two ways @ve a user from NDIS:

A Stop Date i£%e the user: this allows previous data from the user to remain
in the systemWno further data will be accepted - this is the method the
Departm Forensic Biology currently uses.

User\@tification is deleted: this will delete some or all data associated with the
u@\}lcluding any profiles entered or modified by that user.

7.3()qe Designated State Official will request the removal of a user if any of the

QO

following conditions occur:

= The user may leave employment at a participating laboratory or a change of
duties makes it inappropriate to continue access to NDIS

= An NDIS user may fail a periodic security check and the FBI’s rejection of the
security check would require the State and Department of Forensic Biology to
remove the user

= There may be a problem with the data associated with the user, either because
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the user has received unsatisfactory ratings in external proficiency tests,
because data was falsified, or other technical issues.

7.3.3 The stop date should be set to within 20 working days of when/if any of the abp@

situations occur. Q
il

7.3.4 Request to remove a user should be submitted to the Designated Stat 6&1 lin
written form including a recommendation regarding all data assocjat h the
user.
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QUALITY ASSURANCE/QUALITY CONTROL
8.1 Proficiency Testing 6

8.1.1 Proficiency testing will be conducted as detailed in the Department of F %
Biology’s Administrative Manual. ?i/

Operational Procedures Manual. Documentation is availabl

8.1.2 Proficiency test documentation will be maintained as required b 'S
‘q\ database
maintained by the QA group within the lab.

8.1.3 Issues related to proficiency testing will be addressed asﬁetailed in the
Department of Forensic Biology’s Adrém stratlve

8.2 Audits

8.2.1 Audits of the Iaboratory W nduct etalled in the Department of
Forensic Biology’s Ad ive M

8.2.2 Audit documentation @ ed and provided annually to NDIS as
required by the NDIS per onaProcedures Manual. Audit documentation will
be provided yearly to the ﬁcustodlan for submission to the NDIS custodian in
the form of a Laborat it Certification accompanied by a letter signed by
the Laboratory Dire@g

8.2.3 The Departm@ orensic Biology and its CODIS program will be audited as

required by, “ Mee’Quality Assurance Standards for DNA Testing Laboratories and
Convict nder DNA Databasing Laboratories,” the national standards
issue e Director of the FBI.

8.3 99476®Other Positive and Negative Control Monitoring

86)9947A and other applicable positive control STR profiles will be compared to the
Q appropriate positive control profile(s) at the time the data is analyzed.

8.3.2 Negative controls will be examined at the time the data is analyzed.
8.3.3 A Positive Control Certification letter (see Appendix 9.17) will be sent to the

SDIS custodian annually as required by the New York State COmbined DNA
Index System Procedures.
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8.4 Monthly database QA/QC checks

Each month, a series of checks are performed as a quality measure. The checks are
designed to ensure that the profiles in LDIS are allowable and proper, and include the
of queries (“views” in CODIS language). The list of checks includes the followm

documentation will be maintained in the CODIS area.

Profiles that need fixes may be referred to the interpreting analyst or sup

be dealt with by the CODIS group.

8.4.1 Specimen Manager views covering the entire database

e,@s\r
Q‘b

Run the following views, evaluate the results, and ta @roprlate actions:

e Marked Specimens with Unma plga@&ml (should not have any;

mark any affected loci)

e Microvariant (.x) Allel nt (fix '@are found)
e New NDIS ladders ch IX anyéa

Nadder alleles such that they comply

with official allelj
e Specimens assign no |@§(Should not have any; investigate and fix)
e Specimens Violating (t r) 4x4 Rule (there are a handful which have

been granted exceptlo noted in comment boxes; investigate and fix any
others)
e Specimens Un or Upload (disregarding suspects and patterns;

mvestlgate an any others)

8.4.2 Match M |ews covering the entire database:

Runt @owmg views, evaluate the results, and take appropriate actions:

atches with Disposition Discrepancies
Oo Overdue Dispositions

QO
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8.4.3 Spot check of profiles entered during a month:

To do this, create a view in specimen manager for all samples “assigned” in b
desired time frame (e.g. 8/1/14 to 8/31/14). It is preferable to wait 2-3 months&
ease of obtaining the case file.
e Highlight non-suspect profiles. These will be the pool to examin \(1/
e Scroll through and select every 12th specimen ID; pull as ma se files

as can be easily found. The goal is to have a minimum of a 5< ne in every

20) review rate.
e Examine all selected CODIS profiles in a case for elig ; correctness, and

4x4 and/or Match Estimation compliance; complete S Audit Form
designed for this process.

e Fix problems found, as needed.

e A CODIS supervisor will put a ntot ent box of all specimens
examined that the profile w ecte g a database QA/QC check on
(date) and that the profi nglble f database at this time, then sign off
on the LDIS Audit ForQ) e for dded to the case record.

O

8.4.4 Spot check for modifi®ations d uring a month:

This is performed by th C group on behalf of CODIS, as an external check
to ensure that modificZMoNs to profiles are done in accordance with protocols of
the lab.

Documentati@these checks will be kept by the CODIS group and added to the
respective¥ase files.

o T@ se record should contain documentation of the reason(s) the profile
@as changed (reinterpretation, correction of a discovered error, changed

0 specimen 1D, etc.)
O CODIS’ audit trail for the sample should reflect the same change(s)
CODIS group’s modifications binder should contain documentation of the

[ )
QO change(s) made
8.4.5 Spot check for expungements done during a month:

This is performed by the QA/QC group on behalf of CODIS, as an external check
to ensure that removals of profiles are done in accordance with protocols of
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the lab.

Documentation of these checks will be kept by the CODIS group and added to tl%
respective case files. '\

e The case record should contain documentation of the reason(s) theﬁ@

was removed (matches a victim, too many candidate matches, bo
identified, etc.)

e CODIS deletion report (because there is no CODIS audit tra?\(')?he the sample
is removed)

e CODIS group’s expungements binder should contain ntation of the

removal 6 \Oﬁ
e . 0
. A \
O
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ENTERING PROFILES INTO LINKAGE

LINKAGE is closed. While it may still be searched, no further profiles are being added %
it. Therefore the only editing of it should be limited, such as needed corrections to (gl/

9.1 Toedit DNA profiles in LINKAGE: bk

A Open the LINKAGE database
B. Use Ctrl-F to open the search box. Select “Linkage” in the E In” drop down.

C. In the appropriate fields, type in the cagrected infon
1) Case number — either FB case(@uber or project
case number
2) V# - “1” unless part ofo@; ' e “2” for the
second victim/entit ora r@&ng suspect, “S” is
shown, for a non-rﬁ 17 is shown.
3) DNA alleles O{Q
4) Pattern desig%ﬂﬁ, if i
5) “E” for evidence. O% ries shown are “S” for
suspect’s exemplar, “P” for suspect’s pseudo-exemplar
6) Victim name "i d last names if a person, or name of

entity if not

7) Suspect ngmeNit known

8) Date nt — from complaint form, lab request, or the
date t e kit was collected

9) PrOWgct — number if known, otherwise “M,” “K,” “BXx,”
"é\or “R” based on the storage number for NYPD

ojects

1@ If an evidence profile matches a suspect, enter “True” here
The date the profile is entered

(OY2)  Leave the LDIS field blank

0. Using the Tab or arrows, leave the record — this causes your newly-entered
DNA profile to be added to LINKAGE.
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9.2 Allele Entry

Alleles must be entered properly! '\%

9.2.1 For autosomal loci, enter one allele for homozygotes; “allele 1,” space, “aII

for heterozygotes (no commas, no extra spaces). Amelogenin is enter as
XXor XY. b‘
9.2.2 For “new” alleles, use “12.3” etc. for off-ladder alleles, use “<6’ *>30” etc.

for alleles larger or smaller than the allelic ladder.

9.2.3 If you do not have both alleles (i.e., in a deduced partial e) leave blank. Do
not type in “**” *“inc”, “NEG”, “+”, or a smgle allel @ou think the true profile
may be heterozygous

9.3 Completion AQ \Q

9.3.1 Hit “Ctrl-S” to save cha@re cI

v
o\

/‘

Controlled versions of Department of Forensic Biology Documents only exist electronically on the
Forensic Biology network. All printed versions are non-controlled copies.



FORENSIC BIOLOGY CODIS MANUAL

CODIS MANUAL REVISION HISTORY

DATE EFFECTIVE APPROVED BY PAGE
10-07-2013 MARIE SAMPLES 114 OF 115

Revision History

March 24, 2010 - Initial version of manual. \%

July 28, 2010 — Section 1 revised to add/update terms and abbreviations; Section 2 revised to reflect pgh ge
on requesting exemplars (2.1); Section 3 revised to reflect the correct form name (“DNA Profit¢” E¥gpuation
Form”) and to update profile eligibility documentation (3.1.1); Section 4 revised to reflect riect form
name (“DNA Profile Evaluation Form™) and to add 4.2.9.a; Section 5 revised to reflect poli l&ge to report
all “suspect matches” with DNA Hits. K

April 1, 2011 — Section 1 revised to add/update terms and abbreviations. Section 4 an % 5 revised to reflect
policy changes associated to the implementation of the partial match process.

July 1, 2011 — Section 4 revised. Specimen ID format revised to allow fqr @&traeking of CODIS profiles
uploaded using grant funding. 6 K

July 23, 2011 — Section 1, 4, 5, and 6 revised to add defini i@and pro or CODIS 6.1 and on how searches
are done using CODIS 5.7.4 to accommodate Missj rson Sa6 }

October 3, 2011 — [Q’Q

Section 5: A paragraph was added to SKS 5.4.3.1 o@‘ ing that if there are multiple national offender
candidate matches, a single candidate houlgsbe @o irmed first. The remaining matches are confirmed
subsequently. Additionally, minor revigons were fnadejto other sub-sections.

Section 8: A new section, 8.4, was added thad\gribes the database QA/QC checks.

November 29, 2011 — Section 5.4.3.1 was f revised to clarify the procedure for confirming multiple national
offender candidate matches.

February 2, 2012 — Revisions to ﬁ;’?s.l and 5.4.1 were made to clarify the procedure for transferring cases

when a local match has biegr' ered.
May 21, 2012 — Revisions k@c on 6 were made to conform to recent NDIS procedural revisions.

July 16, 2012 — Revisf
hard-cop
place.

Section 1 through 5 for OCME LIMS implementation. Removed references to specific
s such as the DNA Profile Evaluation Form. Inserted LIMS or generic references in its
definition for “LIMS.”

January 3&3 — CODIS Manual was updated due to changes in Departmental policies and procedures, LIMS
Q tation, and changes in NDIS Procedure.

October”7, 2013 — Revisions to Sections 1, 2, 3, 4, 5, and 9 due to LINKAGE being retired and also due to changes
to SDIS Procedures.

September 1, 2014 — Updated language for DNA HITS approvers following changes in technical review procedures;

clarification of specimen IDs for suspects and LDIS-ONLY profiles and loci requirements for missing person
samples.
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November 24, 2014 — Updated section 4.1.1 in Profile Management to include a specimen identifier for out-of-jurisdiction cases.
Removed instances of specific reference to “Paradox” database in sections 1.0 and 2.0. Changed instructions to reflect new
Microsoft Access database usage in section 9.0.

section 7.2.3 regarding analysts who were CODIS users at other laboratories. Removed definition of Forensic Obligate |
which no longer exists, and added definitions of Single Typed Node pedigree trees and State Defined dispositions. Fr

May 1, 2015 — Updated section 4.4.4 to address the testing of suspects who are also deceased, medical examiner cases. Add;
SDIS and NDIS searches was updated to reflect the new search schedule policies. Clarified when and how to use 7\
if

of
d

DNAHITS in section 5, step 7. Added sections 8.4.4 and 8.4.5 concerning monthly quality checks on profile m an

expungements.
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